Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip

A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
2 1p36.13 HTR6 5-HT6 5-hydroxytryptamine (serotonin) receptor 6 14.3 1 rs9064 19881467 T
3 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs517176 37067995 T
4 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs570743 37076603 T
5 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs3767045 37083256 T
6 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs904896 37093554 T
7 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs12067006 37097522 T
8 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs1392745 37106082 T
9 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs533337 37113564 T
10 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs1587526 37135063 T
11 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs1027599 37164007 T
12 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs1334804 37167831 T
13 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs7555221 37170848 T
14 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs7517274 37174588 T
15 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs1160752 37175999 T
16 1p34.3 GRIK3 GLUR? glutamate receptor, ionotropic, kainate 3 238.7 1 rs3767078 37177505 T
17 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs3767087 37188856 T
18 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs3767088 37189748 T
19 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs535620 37192428 T
20 1p34.3 GRIK3 GLUR? glutamate receptor, ionotropic, kainate 3 238.7 1 rs10489412 37206210 T
21 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs697923 37207734 T
22 1p34.3 GRIK3 GLURY glutamate receptor, ionotropic, kainate 3 238.7 1 rs575605 37210363 T
23 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs12066663 37228066 T
24 1p34.3 GRIK3 GLUR7 glutamate receptor, ionotropic, kainate 3 238.7 1 rs12746787 37229889 T
25 1p34.1 SLC6A9 GLYT1 solute carrier family 6, member 9 (glycine transporter) 35.0 1 rs1362153 44241618 T
26 1p34.1 SLC6A9 GLYT1 solute carrier family 6, member 9 (glycine transporter) 35.0 1 rs6660227 44243365 T
27 1p34.1 SLC6A9 GLYT1 solute carrier family 6, member 9 (glycine transporter) 35.0 1 rs6670336 44243903 T
28 1p34.1 SLC6A9 GLYT1 solute carrier family 6, member 9 (glycine transporter) 35.0 1 rs2486000 44250594 T
29 1p34.1 SLC6A9 GLYT1 solute carrier family 6, member 9 (glycine transporter) 35.0 1 rs6429644 44259867 T
30 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs899974 53322775 T
31 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1288403 53328371 T
32 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs3766775 53340134 T
33 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1288369 53348163 T
34 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1288373 53351990 T
35 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1769299 53358311 T
36 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1769309 53363459 T
37 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs3737989 53372666 T
38 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1288367 53378472 T
39 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs2486634 53383440 T
40 1p32.3 SLC1A7 AAAT solute carrier family 1, member 7 (glutamate transporter) 55.4 1 rs1679933 53384287 T
41 1p21.2 GPR88 STRG G protein-coupled receptor 88 3.9 1 rs2809823 100776350 T
42 1921.3 SNAPAP SNAPIN SNAP-associated protein 3.2 1 rs3795396 151902049 T
43 1922 CHRNB2 cholinergic receptor, nicotinic, beta 2 12.2 1 rs4845652 152804829 T
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
2 0.23 0.49 0.47 0.40
3 0.12 0.32 0.02 0.04
4 0.13 0.37 0.08
5 haplotype (Shibata et al. 2006) 0.03 0.00 0.11 0.03
6 0.20 0.26 0.22 0.11
7 0.22 0.45 0.00 0.02
8 0.03 0.47 0.10 0.09
9 0.04 0.20 0.02 0.01
10 0.05 0.43 0.11 0.15
11 0.07 0.30 0.09 0.10
12 0.10 0.33 0.13 0.11
13 0.03 0.21 0.00 0.00
14 0.40 0.00 0.19 0.26
15 0.35 0.28 0.13 0.19
16 0.01 0.00 0.03 0.07
17 0.07 0.15 0.03 0.07
18 0.24 0.00 0.38 0.43
19 0.33 0.48 0.06 0.12
20 0.12 0.39 0.00 0.03
21 0.25 0.05 0.08 0.06
22 0.30 0.00 0.03 0.09
23 0.01 0.26 0.01 0.00
24 0.02 0.00 0.00 0.00
25 0.12 0.41 0.31 0.30
26 0.03 0.19 0.01 0.00
27 0.02 0.13 0.01 0.00
28 0.14 0.04 0.27 0.17
29 0.08 0.05 0.22 0.06
30 0.07 0.31 0.19 0.22
31 0.10 0.23 0.36 0.29
32 0.29 0.23 0.34 0.26
33 0.42 0.13 0.32 0.22
34 0.06 0.41 0.44 0.30
35 0.43 0.48 0.42 0.30
36 0.42 0.11 0.16 0.08
37 0.17 0.23 0.26 0.31
38 0.17 0.35 0.32 0.23
39 0.38 0.33 0.40
40 0.40 0.31 0.40 0.33
41 0.48 0.12 0.23 0.24
42 0.47 0.30 0.31 0.36
43 0.09 0.19 0.13 0.10
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1 Sequence

2 GGACATGAGTCACACAGACACAATGTGAGTGTGCTCCCCCGTCATGCAACATCTGGACACI[A/CJACTAACAGAGCATGGTGAATACATGCTGAATTGCATTCAGTATGGCTGTGAACTAGGCCT

3 ACCACACCCCCAGCTCCCCAAACTGAAGGTAAGAACAATTTAACCTGCTATAGCTCCATC[T/CJTTTGTTCCTCAGTCTCCAGATGCCCTGGTTGCTGGTTGAATCCTGCCTTGTACTCCAGAC

4 CGATCAGACAGAGCAGTGATTATACCCTCCATCCCCCATCTCTCATCTAAATTTCCCTCT[C/GITCTATATTTACTGCCTACTTGTCTGTTTCCTCTTTCAAAAATCTTCTACTCACATCCGTA

5 TATAAATACGCTGCCTTCAGAGCAGCTGTAAAATGCCATTAATTTCGGGAAGTGCTTTGC[T/G]GATGGCATACATATTTAACAGCCAAAGCCCAGAGCATTAAAATGGTGCTCGCCTTAGTAA

6 GAGATGTCTAAGGGTTTTCATTTGGGATTTGTCAATGAAACTCCAGGGAACTGTGGACCCIA/CITGACCTTGTGGGTTGAACTGTGAGTGTATGCATGGGTGCTGGGGGCATTCCGCAGGGAGA

7 GAGCGGCTCCCAAGGCCCTCCAGTCCTCAGCCCACCCTGCCCTGTCCCCCTTCTCCTCCC[T/CITGCCACAGGTACATGATGTCCTGGTGAGCGAACAGGCCCAGAGGCCCTGGAGGTGACTCT

8 GTAAATATCCTATTAAAAGCATCTCTGCCTGGCTCAAGCCTCATTCCAAGGCCGGGGTGG[A/G]IGGGTCGTTGAGTTGGTAAAATGGCAGGGCCTGAAGCTTTGGCCCCTCAGCCCTGCAGCCT

9 AAGGGTGTGGTTATAAGGAGAGGTGAAGAATTGGGGTCATGGCTGCAATCTCCCCCAAGGIA/G]GAATGGCTATTGAGAAGGCAGCCAGTGTTTGCCCCACGAGCTTTGTGCCTTATCTATTCT
10 GTCAAATGCTGCTTCTGCATTGATTCAGATGATCGCATTTTTTTCCTTTATTCTGTTACT[A/G]TGATGTATTATATTGATCAGTTGTTTTGAACCATCCTTGCATTCCAGGAATAAATTTTTC
11 CCAAGTGGACCAGGCCAGTGGGGACCAAGATAATTGGTAATGTTCAAGGTTCCTTAGCCA[T/C]JGCTCCCACTACACCAGCACTGAGCACCCTTGCCTCCCCAAGGATGCAGGGACCCAGACAT
12 CTGAAATTCCAAAGGCAGGGACTCGAATATGGTGCTTCCCAGACTTTATTTGCTGGGTCT[T/C]TGGCCCCAGGAGATATTCACTGAGGAAAAAAACTAGAAAATCCCTGAAATAAAGAAAGCT
13 TTACAGCCAGTGGCACATCTTCTATTAAGAAGCTTCTTGGCTAAAATAAGATTGCTATTA[T/CITTTCCAAACTGCCACTTGGAATCTGTCCACTCTACCTCCTAAATTAACTTGATTTTCTTC
14 CAAGATGGCACGGTTTTCCAAAGATGGAGTCTAGAAATCCCAAAGCATTTGATGATAACCIA/GJAAGAAAATTCTCAGGTTCAATTCTTGAAAGGTTATAGTTTGCAAGATCTTAGGAAAGCAG
15 TATGTGAGAGCCCTCCAGGTTGACTACATAAGGGTAGTTTCCTCCAACTGGCTTAATTCA[T/CIGGATGTAGTGGTCCCTGTACTATTACGAATTGATGGGACACTTGATTGTTCATTATAAAC
16 ACATCAGAACAGCAGCCTTTCTCCTGCAGGGTGCTGCAAGGGTGCTGGAGGAAGAAACTC[T/CICTCAAACAAAGCAACAGAGAAAGACCCTGGACTTGGCTTTGCATACTCACAAGCAAAGAA
17 GTGGGGTGACACAGCAGAGGCACAGAGACTGTGGCCCAATTGGTACCCACATCCTGCTGC[A/G]JCAACTTGCTTTGGTAAAGGCAAGAGGCTACATGCGATTTATCTGTTTGTTTATTCTTAGA
18 GGCCCCCTCTCCTCGGCAGCATGGCTTCTGTCCTACTTATGTCGAACTGGCAATGCTGGT[T/CIGCATGCAGATTAATGAGGCCACGGCTGAGGCCCTGCATTGGGGGACTGGCCTTGTTTCTA
19 GCATTCCTGTTGGGAAGCTCTCACCCCTCACCAAGCTCACCTCTCTCTAGCACACCTTACIA/G]ITCTGAGCTCCAGGATCTTGCCACTGCACTAGCCTAAGACGTCTTGGAATGCTGGCCCATG
20 GGAACAGAGGCCCAGATTCAGTGCCAGGTCCTCTGGTGTGTTTGCCACTAGGCCCTCTGT[T/CIGTACTGAGAAACTGAGCTGGCAGAGCACTGGGGTTCTGTGATGGTGGCAGACTCCCTGCC
21 TTTATGCAGGTCTCTACTCTCTCTACTCCAGTACTTATTCCATCATTAGGATTTTCATTC[T/C]IGCACCTCCAGGGCCTAGCAACAGGCTTGGCACATGGTTAGTGCCAACAAATGTTGAATGA
22 CTGCAGGAAATTCCCAGGCCTCCCAGGCCCTGTGGATTCTCCTTCAGAAATCACAGCCTCIA/GITTGGGATGCGGAGCACGTGGCGGAGCCCATGCCAAAGATGGATCAGGAGCCTCCGCGTGT
23 CATCCTGTACCAACAATACAGTGATAACCGTACCCCACTTTTACTGAGCAATCACTTCAT[A/C]JCCAGGCACCATGCTAAGCCCCTCCCAGACATTATTCCTTTTGAGGCTCATTAAAATCCTA
24 CCAAAGGGAGCTCTTCCCAGGAACCTCACATTCCCCAGTTGAACTCCAAGATCCCTGAGG[A/G]ICTGTAGCCCTGTTTCAGGTCATTTGCTTTCCCTGGCATCTGCTGAGGGTTCAGCCAAGGT
25 TTGGGCTCAGCCCAGGTCCTTGTTTGCACACTTCTCCCTTCAGGAATGCCTTTTCCTCAT[T/CICTGTCAGGTGTCACCTCCTCCAGGAAGCCACCAGTGAGCATTTCACGTGCACCAATTAGC
26 TGTCTTTAAAACCAGGTAGGTATCACGACTGCCCAATTTCATGGACAAATGACTGTGAACIA/G]JACCTCCCAAGGCCACAGCTAATATGCGACAGAGCCAGGATTTGGGAGGAGTCTGTGTGAC
27 CCCGGCACACCCAGCAACAGCAGCACCAGACGGGCGCAACACACACAGATTCTGATACAGIT/CIGACTGCTGCCTAGCTCCTTAACCTCTAAACGGCAGTTTCTGAGTCTGAAAATATGGATAC
28 GCTGGATTGAGAGCACAGGGTGGCTGCCCCACAAAGGTGTCTGTGCTGCAGTGCCCACCCIA/G]TCAGGCCTTGGTGCCTCCTTTGCCCACATTCCCACCTGGCCTATCCAAGGCGCTTGGGGC
29 ATAGAAGTGAGGATCCCATGGTAGGGGCCAGTGCCTGCTCCATGCATGCCAGGGCACAAA[T/CIAGAGCAGCAGAAGCCACGGAGAACTGGGATGGTCCAAGTGCATGGCTCACACACACGCCC
30 TGCTTGGGCTGGTGGGTCTGCCCTGAGCTGGCCCCTGACTCTCTTACATGTTCCACAGGA[T/CIGATGGACCGCCGGACTCTTTTCTGCAGCACACGCCTGTGTGCTGTGAGCCCCCCACTCTG
31 GGGTGGGTAGGAATGCCACACCAGGGAGCTCTCGGGGTCAAGTCCCTCCTCACAGTCCTG[A/CJAGCCCCATGGACCCCCATTCCTGGCCTCAGGAGAATCCCTGGGAACTGTGCAAACACCTG
32 CGCCTCGGTACACTCACACGCACACTCAGTACACTCACACGCCCGCCTCGGTACACTCACIA/GICTCTTTGTCTTGGTACACTCACATGTCCCACCTCAGTACACTCACACGCCCTGCCTCGGT
33 TTGTACTTGCTTCCCAGCTCCCAGCACAATGTCTTCACCCAGAGCAGCAGCTGAATACAG[T/CIGGAGCTGAATGGAAAGGAAGTGACTGTGCTCCTCCCAGGGCACCCCATCCATGCCTCTGC
34 CAGATTGAACCTTCTGAATTGGATCATGCCGCTTCTCTGTATAAAACTCATTTTCTGTGG[T/C]ICTTTAGGATGCAACTTAGCTTTTGGCCTGGTTCACGGTGCACTTTGAGGCCGGTCCCCAC
35 TCTGGAGGCTGGAACTCCCTCCTAAGCCATCTGGCCACCACTCAGAGCCCAGGGATTGTG[T/GJATCAAGAGATTGCAGTGATTAGAGACATTAACCCGCAGAGGCAGTGGGAAGGCCCAGCCT
36 GGCTGAGGAGGGCAAAACCATGGGAGGGGGGCCCCAATGCAGGTCCCGTCCAGATGATTCIA/GITTCCTATACTAATGTAATGTGAGGCAGAATTTTCTAATTTTTGTCCAAGGCGTCTCTGTT
37 TCACCTGGAGACCACCAGTGGCAGGATCATCATCTTCAGCATCCTCATCAGGAGCTCTCC[A/G]IGGGAACTGGAAGTAACTAATTTCCTGAAAACACAGTAAGAACTGGGGTTATAGCAAGAGA
38 TCTGGGGCCTACTTTGCCAAAGCTGCCTTTCCCATCTGTTTGGAAATGCAAATGTATTCC[A/G]GTCTGGATTAACCTGCCAGATAAATTGAAGGAAGGATGTAGAGGCTTAGAACAATTATTT
39 GATAGCCCCAGGTAGTTACTATGAAAGTCTTTACAGTAGCGGCTGTGTCGGAGGAAGTCA[C/G]JCAAGTGGAGAATAGAGAATCCCACCCCTCCTCTGGAGCAGAGAACTCCCTGGGCCTGGTG
40 CAGCAGGGGTTGACTTATTTGCTAATGATTAATGATTAATGATTCGCCAGGGCTACAGGC[A/G]JIGGGCCAACCCAGCCTGGGAAGGCGGGGATAGGAAGGCTTCCCAGAGGAGACGTGGTTTAG
41 GCTGCAAGCCCAGGCGGGTGGGCAGGCAGGCAGCAGCAGCAAGAATGCTTGGCTGCAAAA[T/GJCAGAAGCTGAGCTCAAGAGGAGAGCACCCTGTGCTCAGAAGCAGGAGTGGTGGCTGATGT
42 AATCTCAGGACCAAAGTCTTTCAGAATCCCCAAATTCCTGACCCGTAAAGACCATATTCCJ[A/G]JCTTTGCCTGCTGAGCAGCAGTATTCAAAAGAGTGGGGCAAAACAACTCAGTTCATATCTG
43 TCCCTTCTAGGTTCTTAGACACTATTAACCTCTTCTTCCTCTGTGCTTCCATCCATAGCA[T/CITTCCTTTATATGTCTGTTAGAACAGCCATCACATTCTATAATAATTTGCTGCCAAACTGT
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A B C D E F G H | J

1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
44 1922 CHRNB2 cholinergic receptor, nicotinic, beta 2 12.2 1 rs2072659 152815145 T
45 1g22 CHRNB2 cholinergic receptor, nicotinic, beta 2 12.2 1 rs3811450 152817656 T
46 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs6660701 160307530 T
47 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1337063 160325402 T
48 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1415259 160351933 T
49 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs7538490 160357954 T
50 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs10458392 160358734 T
51 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1572495 160365925 T
52 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs10494368 160369894 T
53 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4656355 160390421 T
54 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs951121 160393068 T
55 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1538018 160397105 T
56 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs6427659 160408973 T
57 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs7412698 160421843 T
58 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4657165 160427626 T
59 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1415263 160432667 T
60 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4098275 160435746 T
61 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4531275 160453174 T
62 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs6683968 160458036 T
63 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs7548168 160465166 T
64 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs8179404 160467744 T
65 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4657178 160477234 T
66 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4145621 160485312 T
67 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs4584372 160502061 T
68 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs7528328 160514403 T
69 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs6677154 160521288 T
70 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs2819318 160547349 T
71 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs2819328 160550681 T
72 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs365522 160559210 T
73 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs347300 160566447 T
74 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs347311 160570531 T
75 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs347313 160570900 T
76 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1396225 160575345 T
77 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs10800465 160576937 T
78 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs3751286 160580009 T
79 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs347273 160584137 T
80 1g923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs386231 160592447 T
81 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs6681981 160598245 T
82 1923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs1810354 160602346 T
83 1g23.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs164149 160605205 T
84 1g923.3 NOS1AP CAPON nitric oxide synthase 1 (neuronal) adaptor protein 298.7 1 rs737641 160605477 T
85 1g23.3 RGS4 regulator of G-protein signaling 4 7.3 1 rs2661319 161306401
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
44 0.06 0.04 0.21 0.21
45 0.08 0.13 0.11 0.22
46 0.38 0.46 0.33 0.41
47 0.05 0.37 0.13 0.14
48 0.37 0.34 0.31 0.39
49 0.30 0.31 0.44 0.49
50 0.22 0.05 0.48 0.43
51 0.08 0.35 0.14 0.14
52 0.11 0.35 0.14 0.14
53 0.38 0.04 0.26 0.23
54 0.18 0.41 0.17 0.18
55 0.25 0.09 0.19
56 0.07 0.43 0.00 0.00
57 0.33 0.22 0.28 0.33
58 0.06 0.00 0.02 0.03
59 0.38 0.49 0.46 0.44
60 0.16 0.25 0.13 0.12
61 0.27 0.48 0.48 0.41
62 0.29 0.48 0.48 0.40
63 0.05 0.12 0.00 0.00
64 0.21 0.40 0.15 0.16
65 0.23 0.39 0.49 0.48
66 0.45 0.05 0.31 0.27
67 0.20 0.36 0.48 0.43
68 0.13 0.33 0.39 0.36
69 0.14 0.35 0.47 0.48
70 0.45 0.43 0.44 0.47
71 0.07 0.39 0.07 0.12
72 0.30 0.20 0.31 0.36
73 0.38 0.14 0.30 0.34
74 0.28 0.01 0.06 0.19
75 0.43 0.18 0.14 0.24
76 0.38 0.02 0.07 0.20
77 0.31 0.20 0.43 0.46
78 0.04 0.01 0.07 0.16
79 0.10 0.34 0.07 0.16
80 0.31 0.43 0.25 0.24
81 0.42 0.08 0.41 0.47
82 0.11 0.49 0.02 0.17
83 0.44 0.44 0.35 0.29
84 0.01 0.11 0.44
85 p=0.005 (Chowdari et al. 2002), p=0.007 (Chen et al. 2004), p=0.03 (Talkowski et al. 2006), haplotype (Morris et al. 2004) 0.32 0.50
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1 Sequence
44 AGTGTTGGGTGGAGGATGGACGAGTGAGCTACCAGGAAGAGGGGCGCTGCCCCCACAGATIC/G]CATCCTTTTGCTTCATCTGGAGTCCCTCCTCCCCCACGCCTCCATCCACACACAGCAGCT
45 GAAAGGGGTCAGTGTATATGAAAGGGTTACCTGGGCAGTGTCATTCCCTCCATCTCTGTA[T/CJGCAGCCCTTTGGGAACCATCACAATAAGGAAGAGGTGAGGGCAGAGGTGAAGGATCCACT
46 CCTCCCTGAGTGAGGAGTTCTGGCTTCTGAAACTGCAGTGGCGGTTCCCACTGCCCATCA[C/G]CAGGAAAGAGTGCTTTTTCTGTGGAACAGTGTTCTGCTCTTCCTTCAAGCCACTTGACCT
47 accaggtcttcctggagaaatgattgattccaggtctgagacacaaaatacacaagGAGT[A/G]GAAGAGAGATGAAGGGGAAGGAGAATGGCGAGAGGGAGAGAAAATCCCTGATACCAAAAG
48 CAATGATACCTGCTGCTGGTCTGCAAGCCACATTTGAGAGGCAAAGCTCTCACCATCCCA[A/G]JATTACATTTCTAGACAATTCCTCTTCCAAGAATCCCCTCACAAAAACCTACAACAACTCC
49 ATGTCTCCAAATGTCACAGCTGGTAGTGACAGATATGGCATCTCCATTTCCAGAGGAAGA[T/CIGGTGGAGGACACTAGTTTTGCCCTTTACAGCTGTGTGACTTTGGGCATATCATCTCCTGA
50 CCCCAGTGCCAAAAAGTGAAATAAACTCTTTGGTGGGCATGTAACAAAATAACTTCAATT[T/G]TTATTTCACACAGGATGACTAAATCTGAAATTGAATTATAGGGAAGAGTAGACAACCCTC
51 GATTTGCTAATGAAACAGAGATCAGGGACAGCTTCAGAGGATGCAGATTTGAGCTGAGCC[T/CIATTAGGACAAATAGATCTATAGAAGCAAAGGATATTTAGGCAGGGAAAACGTGAGAGGTA
52 CCATTTATAGTTTTATCTAAAAGTCTATGAATGAAATCATACTCTCTTGCTGTCTTATTA[T/CITCTAAAAGTGTGATATTTTATGTGAACTAGATTTTATAACAAGCTTTCCTTTTTATAATC
53 ATTAGTTAAAAAAGGTATATATTCTTTTTTTTTTTTTTTTGAGAGCACTAATATTTGCCAJA/GITCACTTTTGTGTAGGACATTTTATTCTGTTTGATCTTTACTGAGAGCCAATTTTACAGTT
54 AAAAAAAGTCCCTTTTTAATTCACTTTTGACGAAGAGATAGGGAATATGTTGTCAGTAAT[A/GITCACTATCATTATGAAAGTGATATCTCTGTTAATAGTAGCTACTATTAGGAATAGCTACT
55 CTTTATCCCTTTTTATAACTTTCTCCCTAAGTGGCCCCCCTCAGCACCATTTACTCCTTT[C/G]TCATTGTTCTCCTTTTCATCCTAAGTTCAGAGTTGGCAAGCCTACCTCAGAACAGCTGAA
56 ATGGCCATGACTCTGTGTTGCCAAATTACTTAACATTGCAAACTAGTGGCCTACAGGAAT[A/GJATCTTGATGAGGCGGGTGGTTTAAGTGGAATGTCAGCAGGTGGTCATTGGAGATTATTGT
57 TGTGAGCTCATGTTTCATTCTGTGGTAACATAATTCCGCCCTACTTCCTAGAATCAGTGG[T/CICATACAGATTACGTTTGCCTTTTGGTCAATAATCTGATGCCTTGAAGAACTCAAGTCTTG
58 TGTAAAGCAGCTCTTCTGTTGGCCTCACTTTGATTTTTCTCAGTGTGCCCCATACCACGG[A/G]JCACTGTCCACACAGGAACATCAGATTGGAAAATATCCCTGAGTTCCCTAAGAGACAGGCA
59 AATGTGGTAAAATGGAAATCTGTCAACTGCTTCTGGGTTGGAAGGCAACATACTTGATGA[T/C]JGATAAAGGAATTGGGAATGCCTAATGGTGACATTGGGGCTCACCATTTAGTGGGTTTTAT
60 AGTGGGGAAAAGAGGACAGCACCATTTATGGAATATCTGCTCCGCTGCTGCATGCCGGTT[A/G]CGTCCTCACTGTTGTTTTATTTATTCCTTTAAACCCTTGTAAGGCTCCATAGATGAAGTG
61 ATTTGAAAAGAGAAGTATAAACATTGTGATAAGAATGTTATAAGAACACTGACTGTGGAA[T/CICAGGCAGCCTGGGTTCAAATCTTGGCATGACTATTACTGGCTGTGTGACCTTGGTCAACT
62 acacacacacacGGGTTAAGACCATGGTGTCTGGGTTCAAAGCCTGTCTCTATAACTCAC[T/GJAGCTTTTTTACTTAAGGCAGATTACTAAACTTCTCTAAGCTTCACTTTCCCTAATTTTCA
63 TTTTCTCTACCCCGGCTGCCTGCCAAAAGCAAACAAGTACTCTCTGGAGGAAGATAACAT[T/CIGTTCAGACCCTCAAATTAACGCTATCATTTTTCAAATACAATGTCTGGCAGTCAATAAAA
64 CATTTGGGTGTCTTCTTTGAAGAAATGTCTACTCAAGTCTTCTGCCCATTTTAAAATTGG[T/CITTATTTGGCTTTTGTGTTGTTGAGCTGTACTTCTTATATAGTCTGGACATTAACCCTTTA
65 CAAATATTTACTGAGCACCTATTTGGTGCTGGGTGATATACTAAGTATTGGGGATTTCAC[T/CITGGAGCAATTATGGCCCTGCCCTTGCAGAGTTCACAGTCTGATGGCGGGATACAGACGTG
66 TCGGGGACCCATCTCAATATGTTTTTTTCATCTTGACTTAAATCCAACTCTTCTTGTTTC[T/CITTCTCCATCAAACCACAGCACCCCCCCCTTTCCTTTTATCAAGGGGTGATGGACAATAGA
67 CTTTATGAGAATACGCAGTTTCAATTTTATGTGGATTTGTGGGGTTCTTTGCCATGTATA[T/CICTCATAAATCTGAGTTAAGTAACATTGATCCCATTTTACAGATGAGAAAACTGGGGCAGT
68 TCTCTTCTTCCTGATTCCTCAGTGCTGTTGCCAAGATTATGTTCAGGATTTGCACCTCTA[T/CITTTTCACTCTTTTTAAAACCCTTAAGCACCCTCCTACTTTCTATGCAAAACTATAGTAAC
69 GGGTAAGAAATCATGATTAATAAAGGCCACAGAGAGAGTGAAACCAACAGGGAGGTGGACIA/GJAAGCAAGAAAGAGAGATATGGTCAACTACAACATTCTTCCAGAAATATAAGACATTTAAG
70 CTCTCTGTTCGCTGACTCTCTCTCTCTCTTCTGGACCCATCTTCGCTTGTTTCTTCAGCA[T/CJCTTGAGCTGTGAACTATGCTCTGTCTCTCTGTCTTCCTGGATACCCTCTTTCTCCCTACA
71 TCATGAGAGAGCCCATAGACCTGCACAGCAGGAAACTGAAAATAGCTACCAAAGCAATCAIA/GJAATTAAACCTCTGGATCCGCCTCTCTGGGCCTGGCCCTAGAGGGCATCTTTTACACTAAT
72 TAGAGACATCTATGAAGACATCCAGGACTTGGAAACATAAGAGGAATAAAAAAATCCAGGIC/G]TTTCCAGGTGGCATAAATGTAACATGGGACTAATTTCTAGCCCAGGTATAGAGAAAACAA
73 ATCAGATTTTCTGAAAAGATGCTTTATCTGTTAAGGTTAAGTTAACCTTGGCTTACTGCCIA/G]JTTCCTCTGTTCCTTCCACATCTCTGTGTCTTGTGGGCATGCCAGTTTGCATTCAAATCTG
74 TATGCATCTTTTGTCTTCAGGCCTCTTTAGCAGATGTTTAGGTACCTTGTCAAGTACCTT[C/G]TCAATAACACATGCCAGGGTCCAGATTTACTGATAGGTGTCCTATTCCCTACCCTAGCTC
75 GGAAGAGGGAGAAAAAGAAAAGCCATAGGCGCTGGAGATGAGAAAGTTTAGAGTTTGGGA[A/GJAGTGAAAGGCTCGTATGTGGCCTTGTGTAGGGGACCTGGGGAGGAGAGAAAAGGAAATAC
76 CAGAACCAAAGTTAAGTCCAAATGCAATGAACAGCTGTTCTCCTCAGCACACCTAATGTG[A/G]JGTATCAACTTCATACCTAGCAGGAGTCAACATTTGATGAACTGCGGCAATGGTCATGAAA
77 ACTATGATAAAAATTGTTCCACCTTTCCTGCACTGCTTTTTCTTTTCTGTCTTAATTGCC[T/CICTTGGTGCAGTGAATTCCATAGTCAGGATAAAACATTTCTTGAGCATTTACTATATGCCA
78 ACCACAGTGCTGAAACAATCAGTCAACTGAAAGGACAGATAGCAAATATGCCAGTTATGGIAITICTTAGCCCCAATTCTTCCCTCCCATGTGTAACAGAAGTAGTCAATATGCTTCAGAATCTT
79 ATGGGAGGAGTGAGGGAAGTAGTACTGAAAGAAAAGTATAGGAAGTGATCCTTATGGAAT[T/CJCCCACTGAGTCCCCAGGGAATCGTGAATCACATCAAACCCACTCCACCCAGCAGACCACT
80 AAACCTCCATGTGAGATAAGATATGAATGTTAAAGAGAGAGAGGTGCCCTGATATAAACCIA/G]CCTGGGAATCTAAGGGTAGAGCTATTGGTCAGTAATTTTGCTTCTGGGTTTAAAACATTT
81 TCTTCTAGGTATTGCTGGTACTCCACCATTGAACTTGGGTACCTGCAAAAAAAGCTTTCA[A/GITTTTTTTCCTGGCTTCTGTAAGAGGGGACTTTTCCTTCACCCTCAATTCTAATTCTGACT
82 GCAGCCCATTTCTTTCTCAGAGAGCTTTTGCAATCAACAAACAGTATACTTGGCACCTATIAITIGGGTGTCATGGTCTCTGTGAGCTCTGTGGGAGACAGCAGATTGTTTCTTAGTTTACTACT
83 ATAACACTGCAGTTTGCATCTGTACCTTGTTGTCTAGGATAAAGACTTAATTCCCCGAACIA/G]TATGACTCTAGCAGGTCTCAGCAATCTCTTCAGGCATTTGAAAATCTGTTAACAGCCACT
84 CACACATGTATATATAAACACATGTGTacacacacacacaaaacacacacacacacacCA[T/CICTGATCCTATTTCCACTGACACCCTGATGCACCAAGGAAGGCTAACATAAAACTGAATTT
85 TGTAACATTTGCTTATAAGAACATAGAGAGTGAAAGTTACTGCACCACCACACGGAAAGCIA/GITAGTGCCTTTCTGATGATGGAGCCAAACCTCATTCTGGGGTACCTTTCCTGAAACAAGTT
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip

A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
86 1923.3 RGS4 regulator of G-protein signaling 4 7.3 1 rs2842030 161307119 T
87 1g23.3 RGS4 regulator of G-protein signaling 4 7.3 1 rs2940251 161314142 T
88 1931.3 ASPM sp (abnormal spindle) homolog, microcephaly associated 62.6 1 rs10801589 195342817 T
89 1g31.3 ASPM sp (abnormal spindle) homolog, microcephaly associated 62.6 1 rs7551108 195365691 T Thr119Ser
90 1931.3 ASPM sp (abnormal spindle) homolog, microcephaly associated 62.6 1 rs877897 195370598 T
91 1g31.3 ASPM sp (abnormal spindle) homolog, microcephaly associated 62.6 1 rs4326657 195385567 T
92 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs2082552 229834513 T
93 1g42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs12084975 229846734 T
94 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1361519 229865965 T
95 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs4366301 229872909 T
96 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs6541281 229879757 T
97 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1417584 229885673 T
98 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs3738401 229896918 Arg264GiIn
99 1g42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs11122321 229902233 T
100 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs4658935 229911421 T
101 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs1934909 229917902 T
102 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs10495307 229946017 T
103 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs10495308 229946190 T
104 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs2793092 229946963
105 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs884158 229951395 T
106 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs2793091 229961231 T
107 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs2793085 229966500 T
108 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs3738402 229969633 T
109 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs2492367 229973212 T
110 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs2812389 229977634 T
111 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs10495310 229985399 T
112 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs4658945 229985464 T
113 1g42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs11590192 229989468 T
114 1q42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1322783 229995698 T
115 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs2255340 230002773 T
116 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs967244 230015269 T
117 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs1000731 230030114 T
118 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs6667141 230031254 T
119 1g42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs7551537 230038840 T
120 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs12731570 230048561 T
121 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs12090070 230051472 T
122 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs748583 230059461 T
123 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs3081 230068955 T
124 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1015101 230074317 T
125 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs7534369 230082857 T
126 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs11122362 230086482 T
127 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs1407599 230094534 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

86 p<0.05 (Fallin et al. 2005) 0.49 0.29 0.46 0.40
87 0.28 0.20 0.40 0.49
88 0.50 0.16 0.24 0.19
89 0.01 0.00 0.00 0.00
90 0.08 0.31 0.00 0.00
91 0.02 0.16 0.17 0.18
92 0.14 0.02 0.47 0.42
93 0.07 0.08 0.00 0.03
94 0.01 0.02 0.00 0.00
95 0.41 0.48 0.07 0.17
96 0.48 0.23 0.07 0.12
97 0.43 0.47 0.05 0.16
98 p=0.0001 (Zhang et al. 2006), haplotype (Hennah et al. 2003) 0.30 0.09 0.24 0.19
99 0.28 0.23 0.47 0.32
100 0.01 0.00 0.00 0.00
101 0.19 0.06 0.00 0.02
102 0.01

103 0.21 0.20 0.46 0.42
104 p=0.0013 (Liu et al. 2006) 0.19 0.23 0.46 0.40
105 0.01 0.16 0.00 0.00
106 p=0.0071 (Liu et al. 2006) 0.30 0.21 0.48 0.47
107 0.13 0.36 0.31 0.28
108 0.02 0.04 0.23 0.20
109 haplotype (Chen et al. 2007) 0.08 0.25 0.09 0.16
110 0.49 0.20 0.47 0.48
111 0.08 0.25 0.21
112 0.24 0.32 0.33 0.30
113 0.41 0.34 0.41 0.41
114 0.13 0.19 0.15 0.12
115 0.19 0.29 0.39 0.41
116 0.14 0.21 0.18 0.14
117 haplotype (Hennah et al. 2003) 0.25 0.19 0.47 0.49
118 0.27 0.28 0.03 0.04
119 0.33 0.37 0.41 0.40
120 0.16 0.12 0.15 0.13
121 0.10 0.09 0.00 0.00
122 0.40 0.17 0.36 0.44
123 0.06 0.00 0.06 0.07
124 0.42 0.33 0.49 0.49
125

126 0.13 0.13 0.39 0.31
127 0.35 0.25 0.09 0.18
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R
1 Sequence
86 TTCAAGCTTCACTTAACTTGCATATGAAATGAACCGTACAAAAATACAAGAGTGTCAGGA[T/GJAAAGTTATGCTCTGGTAAATATTTTGCAAAACAGATAAAAGATAATACTAGAGCTCTGTC
87 TTCTCGAATAATGAGTGTTTTTCAAAAGGTGGTCCTTGATATACATTATCTTCAGAAAAA[C/G]GGTCAGCCAATATTTTTTTTTATTTCTTTAATAGACAACCATAAAGAAGAAAGAAAGGAT
88 AGAGTTTCTCTGCTTGAGATATGGGCGCAGTCATGGAAAGAATGCAGTAGAGCAGTGTAA[T/CITCAATCTTCAGTTTTCTGGTCAGATGATGAAACAAGGCAGCCCTGAGGAACTAGAGGGTA
89 AATGTGGAGAGAATGTAGGAGAGGCAGAGATACTTACCATCTCTATACAGGTGAGGAACA[C/GITGGGGTGTCTATACTCAGCTGCTATATCAGGATTCCAAAGTAGGCGATTCAGAATAAACA
90 ACTTCTTAAACTAAGGTATTGAACAGTGGGGACAATATGCCCAAAGTGGGCAGGCCACACIA/G]IGGACTGATTGCATTGACTGATGAGAGAGAATAGAGAACAAAAAGTATATTTCAGTACTTT
91 CCTTTGGATCCACCCATTTCCAGAATATAAAATAGGAACACTTACTGACCACATTCTCAC[A/G]JCTGGTTCCTAGATCCAAGGAACAAGGGCAATTATTGGAGAAAGGGCCAAGTGGAAGCCCC
92 AAACACCATAGAGTGTACTCACAAAAACCTAGATGGTATAGGCTATGACACACCTAAGCTI[A/G]TATTGTATAGCTACTGTTCCTAGGCTACAAACCTGTGCAGCATGTTACTGTACTGAATAC
93 AATGGGTAAGAGTGTAGGCTGGCCTTTCACTTACCTTCCTGTGCTTTGCTCTTTACTGCT[A/G]IGGGCTAGCAGCCGGAAAGCTACATATCCCAGGCTTTCTCGCCAGCTCATTTGCTGTTAAA
94 TTGTTAATCTTAGCTCATACAAAAGGCTTCCTAGTGGGGATGGAGCTTGAAGGAAAGCAT[C/GJAGATTTCAGGCAGGAGGGTGGAAAGTGATACAACCAAAGTGAGAATGTTCATTGCAAGTT
95 GGTGTTCCACCTCTAAAATTGGTTGAAATGAGGTATTGTATGGAAAAGGCTTTGGTAAAC[C/GIAGGAAGTGCTATACAAATGTCAAATATTAGTTTTTTCATTAGTTATATTGTTATTTTATG
96 AACTGATGAACAGATTTTCCTCCCACAAAGAAGGAAAAAGGGAGAAAATTCGTAGCTCTT[T/CITCTCTTTTTAAAGACTGTGCTGGAAAATTCCAAAATGTTATCGGAATAAAGGAATGACTT
97 AACATCGAGGGATGGGCCTCCGGTATTGGTGCTTCTTGACACTATCCAGGTGATTCTAGG[A/GJGGCAGTCAGGACTGGAAGGCTTTGTTTTAAGGAAAAGTCCTATTTAACATCCTAGTACAC
98 AGATGGGAGCCAAAGCTGCCAGCTTGGACGGGCCTCACGAGGACCCGCGATGTCTCTCTCI[A/G]JGCCCTTCAGTCTCTTGGCTACACGGGTCTCTGCAGACTTGGCCCAGGCCGCAAGGAACAG
99 tgtctettcttgacacagtccteattacctgtgtgacctcattctctacagttttccctt{A/Clcatcaatctgccccagatccagtggeattettgetecctcttgcttttcatttcactttc
100 CCTCTTACTTTAAGTAAAAACTTAAAAATTGGGAGATGGGCTATACATTAAGACAAAAATIA/CICCATAGGAAGAGAATATGAACAAAATGTCATTTATTTAGTTTGGTTGCATTGTCTTAGCT
101 TGTGATAACCTATTGATGGGTTGAACTTTTCCTGAGCCCAGCACATAAAGCTCCCGGAAAJA/G]JACAGCCACAGTCAGAGACAATCAAAGGTTACTTTGGTCCCAGTAAAGATCAGACAAAAGT
102 TTTGAACGCTTGGTGTCAGTTAAGGAATGGGTACATTTCAGCATTATCCTAGAAGGTCTT[A/TITCAGGCCAGACTCTACTGCGTATTTTAAGTGGGGTGTCTGAATTAGCTTCTGCAGTAACT
103 CTTGGACAGATGACCTTTTCTAGTATCCTTAGAATGAATTGTTGGTAAATGCTTAGTTTC[T/C]JGGCTATAGGTTTCAATGCATATGACAAGTTTATGTGAATGTCTTTCACTTAACAGCCTCA
104 GATTCTCTCACTGGCCCTTATGTGGCAAGTTTTGGTTGTCTCTCACCCATTACATATATT[T/CJCACCTTTGTTTCTTATGGAAAAAAAACTATGCTTTCTGGCACCAAAAAAAAAAGTTGATT
105 GGACTGTAGGTGTTTGCTCTGTCAATAGGAGTTGATGAGGTCCTTCTGTTTATCTTTTCC[A/G]TGCAATAAGAAGTCCCTCCTGACTCTAGGCAGATTCAATCTGAGCAGGGGATACAGGGCT
106 AAACACATACATGCACACACACAATTTCGGTTACAAATAGGACCAGTTTTCACGTACATA[T/CITGGTGAAGATCCAGTGGAAAAATGCACGGGGTGTATAGTTAGAGAAATGCAATGTATTCA
107 ACATCTGTGGCTCTGACACTTGGAGGCATAAACTCAGCATCCTAAAAAGGCCAAATTAAA[C/G]CTATCCCCTCCTTCCGTGGCATCTCCCACACAGCTAGATCTTGTCTGCCACCTTTGTACT
108 CAGGACAGCTTGCACGTGTCCATCACGAGACGAGACTGGCTTCTTCAGGAAAAGCAGCAGIT/CITACAGGTGAGCAGGTGAAAGATCTTCAAGAAATATGATGGCATTTTTCTTTTCTTTGAGA
109 TTTGCCATGAGCAGGGTTAATTTATAAAATCTTGTCTCCTCATTCTCTACAGAAAGAAAT[T/CIGAAGCTCTCCAAGCAAGGATGTTTGTGCTGGAAGCCAAAGATCAACAGCTGAGAAGGGAA
110 TTACTCAACTTTCTAACATGCAATTGCAATATGCTTTGTTTCGTGGACAACGACCCAACA[A/G]ICTTGAAAAGAAACTTCCTAATAGCATGTGACATTTCTGGATGTATCACTGGTGGAGACTT
111 CAGTTCTGGGTATTTATTTAAAAACTCAGTTGTTCCCATGGGAGCAACTGGACATTACTT[A/CITTAAATAATCAGAATAAAGGGAGGGTAGTAATTGAAATGGAAATATGAAGTTGCCTTTGG
112 ATAATCAGAATAAAGGGAGGGTAGTAATTGAAATGGAAATATGAAGTTGCCTTTGGATCA[T/CIGTAACAGAATAAGCCTGGATGTAGTATCATTTTCCCCTTAGATCAAATTGTTGTATTTAA
113 TGCCTGGATCTAAAGCAAGTATTGGAAGTATTACTAAGAGAGGGTGTGGATTTAAGTATG[T/CITCTAAGGCTCTTGAGATAGGCCTCCCTAAGGGACAGGATCTGGAGAAACCAAGTAAATAG
114 ATGAAGACATGGTTCCTGCCCTCAACCACTTACTGCTGCTAGAAATGCCAGAAAATGTAA[T/CIAGATGCTAGAAGAGGAGTGATTACTTGATTAAATGATGACCTGCAAAAGGAAAGGTCAAG
115 AATCATATGGCACACAGAGTACATTTAGTCTCTAAACTCTTCAAGAAACAGGAACTAGAA[A/G]ITCCCAAATACGGTACTCACTTAAACACCTTGTGCTATATTATGTGCATATTAGTGAAACT
116 CAAGGTCTTGGTCTAAGCCTCATGGGATTAGATCTGAGGTCAAAATGCCTATAAAGTATT[A/GIATCAAGGGCATTGTAGCATTTTCTCATGGCTTGGGTCTTGATATGAAT
117 CAGTGATCCAGCCCTCCCCAGTTACAGAAAAGCCTCAATGGAAAGTGGATTAGACACAGTI[A/G]JGCCATCCCCAAGTCCAAAACATAACAGGACTAAGGGCCCAGGGCAGCAAACACTAGCTCC
118 CTCGTAACTGTAGTTTGAGACAAATTTATCATTCCCAATCTACCAATGTGTGAAACTGAG[T/G]JCTCAGTGAATTAACAGAGTGGCTCAAGTTTCTGTATATGGGAAGTAAAGAACTGGAATGA
119 TGAAACTGTCATCAGGGGCATGAAAAATGGGTTTGCAATAGTTCCCTGCCCTTCTCTGCA[T/CJAAACGATATACAGCATTTGATATTAAGGCAAATATCCTTTTCCATTGATGATGTGTAATC
120 GTAGGGGTGGGGAGTGAGCATCCACACTCGAGTGGCTGCAGATGCCATGAGACCCTCCAGIA/G]JGATGACCAGGTCACTGTTAGGGCAGAGAGGAGGAGGCAGCTTTCAGAAGGAGCTGGGCAT
121 ACTTTGTACCTGCTGAGCTTCTTGATATGTGTTACGTTTACTTATCACAACAATCCTGCA[A/G]GGTGGAATTATTATCCTCATTTTTTTTTTTTTTTGAGACAGAATTTTGCTCTTGTTGCCT
122 AGCTGCAGGTTTTTCCCAGCAGGCTTGAACCCAAACCAGGGCCTTGAACATTCCCACACAI[T/CITGATAAAGGTATCTAAGCTTTTGCCCAAAACACTGAAAGAAACTGGCCCTGGCCCTGAGC
123 TTGAGCGCTGGGGGCTGAAGTCAGACTCTCTGGGTTCAAATCACAGTGCTGTGTCCTGCA[C/G]GCTGTCCTCAGGCAAGTTGCTGACTTCTCTGTGTCCAGG
124 GTGTCTCACCTGTCATAATTCAAAGGAGAGCCATGGACTGTGTGCGCTAGATTCACCTTC[A/GJGAGACTGGAGAGTCCCATCTCTGTACCACAGTGGACACCTGGACTTCCTCTGGCTTTCTC
125 ATTTTGTTATTTCTTAGTTTGAGAGCAGTTATTCAAATTAAAGTTTGAATATTTAAAAAAIAITITTTTGCTCTTGATTTTATTTCAAGTTAAAGCTTCTTAGGCATGTGTTTATTTGTAGGGCA
126 TTTTGAGAGATAAGAATCATCTCCTTTGGGGTGGGGCAGCTGCATTCCACACTCGGGACCIT/C]JGGCCACTCAGTGCGGGGTGATGGTGCAGTTCCCAGGGACTGATGTACCTGCTCTGCAGTG
127 ATATACTGCTTCTTCTTCCTGACACCCACGTCCTCCACCTGTGGCATTAACATTATCCAAJA/ICIATTATGTGGCCATTCCCAGGTGTGTCAATAGTTTGTCAAGTATCAGCATTTTTCTCTTGG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

128 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs967433 230098438 T
129 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs11577215 230103529 T
130 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs10864702 230117276 T
131 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs2038636 230121872 T
132 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs2356710 230133586 T
133 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs821581 230143695 T
134 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs821585 230154072 T
135 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs2772122 230157116 T
136 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs821597 230168887

137 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs12060283 230173702 T
138 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs4658971 230174437 T
139 1g42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs821662 230187758 T
140 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs843979 230197231 T
141 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs821661 230201820 T
142 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs821616 230211221 T Ser704Cys
143 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs821631 230214758 T
144 1q42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs821639 230216466 T
145 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs3524 230225302 T
146 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1160491 230228516 T
147 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs9726024 230235123 T
148 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1411771 230241398 T
149 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs11122396 230241891 T
150 1g42.2 DISC1 disrupted in schizophrenia 1 414.5 1 rs1411775 230243925 T
151 1q42.2 DISC1 disrupted in schizophrenia 1 4145 1 rs9727641 230246966 T
152 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs4852150 79591630 G
153 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs10206130 79604099 G
154 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6719738 79613746 G
155 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs10520244 79614280 G
156 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1864551 79620045 G
157 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6716273 79622239 G
158 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1367399 79627566 G
159 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs880813 79629799 G
160 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2566540 79639901 G
161 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1971766 79644485 G
162 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2566543 79651698 G
163 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1549761 79664592 G
164 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1430645 79666704 G
165 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1549765 79670651 G
166 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6750164 79676126 G
167 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2566552 79684589 G
168 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs4852153 79713047 G
169 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs13400937 79718431 G
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

128 0.46 0.43 0.44 0.32
129 0.11 0.08 0.38 0.41
130 0.13 0.24 0.26 0.33
131 0.41 0.36 0.17 0.21
132 0.21 0.06 0.08 0.04
133 0.26 0.39 0.21 0.26
134 0.02 0.19 0.01 0.00
135 0.28 0.41 0.33 0.40
136 p=0.002 (Qu et al. 2007), haplotype (Callicott et al. 2005; DeRosse et al. 2007) 0.41 0.13 0.41 0.37
137 0.09 0.46 0.19 0.16
138 haplotype (Qu et al. 2007) 0.20 0.46 0.13
139

140 p=0.01 (DeRosse et al. 2007), haplotype (Qu et al. 2007) 0.41 0.21 0.32 0.30
141 0.31 0.34 0.08 0.15
142 p=0.004 (Callicott et al. 2005), p=0.005 (Qu et al. 2007), p=0.002 (DeRosse et al. 2007), halpotype (Chen et al. 2007) 0.31 0.39 0.07 0.14
143 0.44 0.24 0.32 0.36
144 0.33 0.39 0.22 0.24
145 0.44 0.08 0.39 0.33
146 0.37 0.09 0.43 0.40
147 0.38 0.36 0.25 0.28
148 0.26 0.47 0.25 0.31
149 0.04 0.08 0.21 0.17
150 0.16 0.00 0.05 0.07
151 0.26 0.24 0.13 0.11
152 0.38 0.14 0.36 0.32
153 0.28 0.43 0.44 0.36
154 0.21 0.36 0.42 0.29
155 0.14 0.00 0.00 0.00
156 0.22 0.35 0.02 0.10
157 Y 0.47 0.28 0.43 0.37
158 0.22 0.28 0.39 0.37
159 0.28 0.48 0.42 0.47
160 0.20 0.32 0.41 0.34
161 0.38 0.38 0.47 0.48
162 0.09 0.03 0.36 0.33
163 0.18 0.45 0.36 0.32
164 0.22 0.23 0.34 0.33
165 0.10 0.18 0.41 0.34
166 0.32 0.47 0.48 0.44
167 0.14 0.03 0.35 0.33
168 0.28 0.22 0.49 0.28
169 0.18 0.10 0.37 0.24

Key appears on page 109.
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R

1 Sequence
128 ATCATACAGGCTGAAATGGTGTCATGTGATTCCAGAGGCCAAAAGGCTGGTGTGGAGTCA[T/CIGGCAACTTTCCTACCACTACATTCCCCCTTCCTATGAGTTTCATCGTACCAATGATGGCT
129 ACCAATTGGCAGTAACTGCTGCAGATAGTTCTCAAATGTTATTGCTTCCAATGGGGTGAA[C/G]TAAGTCATGCAGTGAGCCAATTCTCTTGCAAATGGCTGGCCTGTCTTCAAACGGCTATCA
130 ACTTTTGGTGGAGAGCAAATGATAGTCAAGACAGGAATGTGAGAATTGTGTATACTGTCC[T/CIGTACCAGTCAGGAGCCTAGCTTGGCTGCAGAAGAGGGCTAATAAAGAATGAAATAGGTGA
131 ACATGAATTTAAACCAAATCCCCACAGCAAAGTTCCCTGACCGGGCCAGAAAGACATACA[T/CITTAGACTGCTGTGACAAAAACATCCACAGGAAAGCCAGCGTGCCTGGGAGAAACTCAGCT
132 GTTGACCAGAGGGGAGCAGGACCACCTGTGCTTTAAGGTCATCCTGATTTCCTGGTGGTC[A/G]TTAATACGAAAGAAGCTACACCAGGCTTGACTTCTCTGAGTCAGTGGTGTTCAGAGCCCT
133 CTTGCTCCTGGAATCTCACTGTTGCTTTATAAAGCAGAAAAAGGAAGGTAGGAAAGCCTC[T/CICGGGGATGGGCACAGGCAGTGGGAATGTGGGAGCCGGCTGAGTGTTATGAATTAGCAGAA
134 TAACACATGCCAGATTCCATGTTAGGCACTGGGGCCACAGAGGTGAATATCACGCTGCCCIA/GITGGGCTTAAGAAAATCAGGCTTGGTAACAGAAAGAGTCACATCAATAGATGACTAATAAA
135 CCAAGACTGTAGACAGGGAGTTTAGATTTTAAACTTCCGAATCAATACAGCCACAGACACIA/GICTGACGGAGAATAGAGCTCACCTTTTCCTCTCTTCTTACTCCCCTCCTCTTCCTTTCTTC
136 GGGGAGGGCTTGGCCCACTTGGTCCAGAGACATGAGTTTGCCATCAGGCAATAATGAATT[T/CICTCCTGTACAATGGTTAGAGATATAAGATCCATTTCAACAGGAACCCATCTATAAAGTAA
137 CTTTTTAATGATTCGAGGAAGCGTCGTCAAGATTGTATGATAGTTTAATTTGCTAACATG[C/G]TATGAACCTGTTAGCTTCAGACACATGATTAATAAAAGTAAAACCCCTCATGGAATTTCT
138 TAACGAACATGCTGGTTATCAGCTGTGGTTTTGCAATGGAGGCGTTCCACCAGTGCAGAGIT/CIGGTAATTACGCTGCCCGGTCTCACTTTGCAAATGAACTGAAGCCTGTCTCTTTTAATTGA
139 actgagcatgtgccagtaatggtgaaaacatgcttttcataccattcagtctgcataatalA/Glcacactgaagggggtactactttattttetttcttttttttttttttttggtgggtggg
140 AATTTAGTTTATATTCAGGTCTCCCTTAGAACACAATGGATAGCAACCCCTCCCTGGATT[C/G]ITTAGTTAGAAGGTGATGAGATTAAGGCAATTAACCGATGACAATCCCCTTCATAGTTATA
141 ggggaagggagtiggaggccaggagggaaggagagcetcetcecctggctgcttattgttag[ T/Clagggctccaaatccagggcaggaataaacctagetgagetgectttggttgettggttgg
142 CATCCATCTGCCTCTCATCTTCTACAGACAGGCTTCCCCTGGCTTCCTGGAGCTGTAGGC[A/TICTGGATAAGCAATCGACAAGCTTCCAAGTCAGCTTCCCACACTTTCCCAAGCAGTGGACA
143 GAAAACACAGGCAGGAAAACAAAAGCACCTTCCTAATGAGGCCCTTGTTATCATTTCCCCIA/GITACCTTCTGTAGTCTAAAATCCTGGACCCGAATACAAACGGGAGTTTTCCTTCGTTAAAC
144 GAAATCAGCTTAAGACAAGGAGGACAAACATCTTCATTGTGGATCACCTTTTCCAGCTTT[T/CITTTATGTGAAATTGAGTAAAAAGGAATGGAGATATTTAtgttgtggctcacagtatgata
145 ACAAATTCAGAGAGCTCAAGTCACCATGTTTGCTAAGAGAAGATCTGTCTGGCATTCTTT[T/C]IGTGGGGCTGTTTTTCCAAGGCACAAGTTACAGGATCTCTCTCAGGCTTGTGCAGGAACCT
146 GGTCATTTCAAAGTGCTGCTTCCAGTATGTCAAGTCCCGAAGTGGATTTATCAAACAGAA[A/TICCCTGAATCTTCCAGCTGTATCAATGGGCAAATTCAAAATTTAATAGGAATTCTAAAAAA
147 CTGCTTTTTTGAGGCCTATTCTTGCAATTAGGTGCAGTTAGCACCTCTATTCTAGTTTTG[A/GJAATTTGCCTAAATTGTCAATAGTTTTGGAATTTGCCTAAAATTTCTATTTGCCTAAAATT
148 GCTGGGGTCCAGGAAACAAAGCAAAAGCACAATATGTGAATGTGCTGATTGTGTTCCCTA[T/CIGGCTTTATCTCGAGCAAAATACACTCTACATATTTTAATAATAAGTATAATTAGCTTGTT
149 ATTTCCCTGCTGCAAATTTTGAAGTATTTGGGCAGGTGAGTCATGTTTTAACCACAAGCCIA/GITAACTCATCTGTTGTCTTTGCTTGGTCTTAGAGTATCATTCAGAAAGTCCGCTAAGGGCC
150 TTTAATATTCACAGATGATGTTATTGTAAGCTGAAAACCCAAAAGAATCAACAGAAAAACIA/GITTTACACAATTAACACAATCAAAATCAACAGGCTTCATATATGCAGACAATAATTGGAAG
151 AAAATTTCTGCTATACGGAGTGAACAGAACCAATCTGAAGCAGGATGCAACCCAGTCAAG[T/CIGAGAACACTGTACTCAACCTAAAAAAGTGACTCTCAAGAGGTACCTGGTAATTCAGGTAG
152 TTAAAACAAAAATTATAAATGTAAGCCTAATTACAACAATACAAAAAACTATACATGAATIA/CICTTGGAACTTAAAGAGATAAATTTGTCTGGTCACTCTTTGGCCTGTAGTTTTTAGTTTAT
153 tctccacactggctcaaaaacatatacaccattgttttttitaactcttgectattactt] T/Glatagtgtggttgtaccatggtttatttaatccttatttccatgtacattcagtttgtttg
154 AGGAGACCTTCTACATGTCATTGAAGTTCATCTAATATGCAGTCTCGCTCCTTGATGAAT[T/C]ITGTATCTGATCCCTTAAAATGCTTCCATCTCATTCTCCTCCTAACTGCTATATCCCTTTA
155 GATGATGAGAGACACAAGTGGCCCCTAAACTGATTGAGATCTTAATAATGGCACATGTTC[T/CITAATGGATTCAGAGATCTAGAGGAGCACCTATTGTGGGATACTAGTCCTAAGGAATGCTT
156 GAAGGCCATTGGAAATGCTGGAGGTGATAGAAGGTGATATCTGTGGTCCTGGGTCCTCTG[A/GJATATAAAGTCATGAAGGCTAAATCACTGTAAACCTTTTTGACTGTATGAGGCCCTTGGAA
157 CTTAGGAGTTGATTAATAGGTTAAATAGTGGCTGGTGTCTCAGCTTATTAGAACATTTAC[A/GJATTTGCATTTCCCCAATCTTCATAALttttttttttttttgagacagagtctctctctgt
158 GGGTTGTATCTCAACAACTTGCCTATGTAATGATTCCTTTCCAGATTCAAGCCTTAAGGCI[T/C]ITGCTCAACAGTGCTTCCAGGCCAACTAATTTTTTAGAAATTTGTGGAATTTGTGAAAAGA
159 TCAGAAGTCAGGTAAGGCTGAATTCTGTCTTTATTATTTCAAATTCTCTGTTCCTTCCTC[A/C]JGTTATATCATTTAAAAAAGATATAGGGATTGGAAACTTGGTTTGGCCATAGACTGTTTTT
160 GGAAAGAGCTCATACTGGAATTAGACTATCAGAGGGTGCTTTCCTGGTATGTGCCATTGA[A/TITTTGAAATCTGGCAGTTTATGTGAATCACTTGGGAGCTTTTCAGTATGGTTGAGTTCTAG
161 AGTTTTCATTAATTTGGAAAAAACATACTTTGCTACATTGTACATTTGTCATTCAAAGTCIA/G]TTATAACAAATGCCATTAAAGGCTAGATTGCCTGGTATGTTAATGGTCCCAGGTTACATT
162 GCAATATTTTATATCTGCAGTGATAACAACCCAATTTGTTTTCTTCTGAACTATCTCTTT[T/GJATGAATAGCCTAGAAAAATGTGGTTCACTAAATCATTAGAAGCACTGATTCTGGAGGATT
163 TAGCCTACAAAGCATTTCCTCAAAACAAGCAAACTTGAAATATAACCAAGTGTTACAAGCIT/G]JTATTTCCAGTTTATGGGAATAATGAATGCTCAAAGATCAGGTTAAAGAAAACAATGAAGA
164 GAGTACAGGATGCCACAGAGGCCAACAACCCCTTCAGGGGTTCCATTTCCCTCCATGGGTI[T/C]IGGTTTCAGACTAACATCGACACTTTTGTTCTTCACAGAGTTTTAGGTCACAAATGCCCTT
165 TGAGACACATGATCCGGTAACAGATAATAACCCCTGGAAAAACCATGTGAAACGTTAATC[T/CJICTCAGACATCCTAGTAACAATTACGGAAAACAAAGTGTCATCAACAGTAAAATCATTGAC
166 acccataggcatcccaaattcagtacatctaaaattaaattcattatgctcccaattgtc[A/Gltattgctictgtatttctatcttagtggatgectgcactatcaacccaaatagcccaggg
167 CTGGCATTGGTTAAATGGTGAGGTCATGTGTGGGCATGAAAGCTCCATAGCCTGAGAGAGIA/CIGAGTCCACCAAAGAAGGGTTGGAGGACCCTGACTTGGGGGACAGCAGTGAAATAGGATGA
168 ATTCAGTTTGTCTAAATAAACTCCTAACCAGAAAATTTTAATGAAAAAAAATCCTCTAAA[A/GITAACAATAAATATATTTCTTCTGTTTATCGACAAATAGCTAATGAGGATCAATAATGTTT
169 GCCCCACCAGACTTACCACCCGTGAAATAACATATTGAACACATTTCAGGAAGTTGAATT[T/G]ITATCTTGGAAAAAAACAGATTTGGAACAAACTTTGGTTGAATTCCATTAACCTTGGAAAA

Key appears on page 109.
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
170 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1430642 79721176 G
171 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs3795994 79726512 G
172 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1511198 79737953 G
173 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2861854 79743608 G
174 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1567529 79745765 G
175 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2861857 79759614 G
176 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs4258819 79760823 G
177 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6729255 79771489 G
178 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1511182 79774055 G
179 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6547259 79779235 G
180 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1397693 79788862 G
181 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs11689331 79802429 G
182 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1397690 79805149 G
183 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs4852514 79807254 G
184 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs7565439 79816822 G
185 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs11681484 79821666 G
186 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs925404 79836197 G
187 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs971476 79842175 G
188 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs12713991 79844837 G
189 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1397696 79850281 G
190 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1159457 79855782 G
191 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs10496232 79857271 G
192 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2102547 79893363 G
193 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1001112 79894431 G
194 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6734305 79908334 G
195 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2203051 79913587 G
196 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2974154 79935364 G
197 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs10496233 79935726 G
198 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs13430537 79963829 G
199 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2916508 79965305 G
200 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs13414270 79968069 G
201 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs989743 79970788 G
202 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs13034462 79973002 G
203 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs10496234 79973743 G
204 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2974173 79975239 G
205 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs974736 80019524 G
206 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs540905 80066801 G
207 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs482602 80081198 G
208 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1368909 80082251 G
209 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1434099 80082649 G
210 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs417570 80086053 G
211 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs450658 80089547 G

Key appears on page 109.
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

170 0.50 0.38 0.24 0.30
171 0.43 0.05 0.19 0.21
172 0.13 0.33 0.40 0.44
173 0.48 0.38 0.17 0.21
174 0.21 0.31 0.16 0.21
175 0.46 0.38 0.19 0.20
176 Y 0.28 0.49 0.08 0.16
177 0.38 0.41 0.09 0.12
178 0.24 0.19 0.43 0.49
179 0.21 0.19 0.49 0.41
180 0.18 0.38 0.38 0.38
181 0.22 0.09 0.24 0.27
182 0.20 0.05 0.08 0.08
183 0.06 0.00 0.00 0.00
184 0.26 0.22 0.28
185 0.43 0.38 0.34 0.46
186 0.33 0.14 0.32 0.21
187 0.13 0.18 0.42 0.44
188 0.49 0.00 0.05 0.00
189 0.25 0.15 0.25 0.31
190 0.05 0.05 0.00 0.01
191 0.07 0.36 0.42 0.30
192 0.49 0.00 0.03 0.00
193 0.45 0.27 0.19 0.14
194 0.46 0.28 0.41 0.40
195 0.40 0.18 0.10 0.10
196 0.19 0.08 0.16 0.10
197 0.27 0.28 0.09 0.13
198 0.26 0.20 0.41 0.30
199 0.11 0.00 0.17 0.12
200 0.27 0.49 0.31 0.30
201 0.18 0.03 0.20 0.12
202 0.09 0.13 0.04 0.06
203 0.43 0.34 0.44 0.36
204 0.27 0.13 0.07 0.07
205 0.07 0.23 0.03 0.01
206 0.29 0.33 0.21 0.34
207 0.15 0.23 0.03 0.04
208 0.47 0.18 0.15 0.38
209 0.50 0.13 0.08 0.10
210 0.25 0.36 0.14 0.23
211 0.29 0.28 0.14 0.36

Key appears on page 109.
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R
1 Sequence
170 AATATGTACTATACATTTTTCTGAAATACATAAATAAAAGTAAACCTGAAGTATAAATTA[T/CIGTTCTCTAAATAATACCAAGATGTCATGTGTTTTCAGGGTCTGGGGAAGTACTGAACAAA
171 GGTAATATAACTGACTCAACATCATACGTGCAGAGGTAGGTGAATTATCTCCACAGCTCT[A/CITGATAATGACAGGCATTATCAGTCATTAGCTTCTTCTGAATTTGTATCAACTAAAGCTAG
172 TTAGTAATTTATTTTTTTCTAGGAACTGATTCCCTTCCTTTAGATGTTCATGCTTCATCA[C/G]TGCAGAGCCACACCTAATATTCTACTATACTTCTTTTAACCTTTCTTGTTTCGGGATTTA
173 TTGCTTTACTGTTTCCTGGCCTAGCCTTTAAATGTTCACGCTGTTCAGGCCTCCGACTTG[T/GITTGGTACTCCTCCTTTCTTTCTTCTGCATTTTCTCCCCAGGTGATTCTACCCATCCCTAT
174 GCTGGCCAATACAAAGGAAATGAAATAGGAGAAAATTTTCATACACTTGTGAAATGAGAGIA/CJICCCAGGGTTTTAGAGATTGAAAGAACTTCTTTCTGGATTGAGAGTGGAAATCAAGGTAGG
175 ATACATTGTTATATAGAGATAAATACAACTGAGCTAAAAAAACCCCACAAATCTGAACAGIT/C]IGGAGGGAGAGCCAGTGAAAGCAGTGGTGGCAGAAACATTCCATTATAGATGCAGAAAGTG
176 CCACTTTTACCATGAATGTTTTTGGTTTTGGTGTTGTTTTAAATGAGGCAGCAAATAAACIA/G]JAAACAGAAAATCTCGGGATTTAGAGATTTATCTTCCCTTAGGATATCCCTCCTTCATGAA
177 TCACACTTGTTTCTTGAATTTATACAGTAGGTTGTGTGTTCATATACTGAAAACATTCACIC/IGITATTTATACATGGGGTTAACAGGTTGCATTAGGTGGTGAGAATATGGTTATTTTGTTTTT
178 TTGAGAATTGATGTTTATGTCCCTAATACCTAGAGTCTACACATTTTGCTGCATTTGCTT[C/GJATGACATACCTATTCATTTTTCTGTTCATTCTTTCATCTATTTTTTCAAATTTCAAAGTG
179 AGAGGGGTGCCTATTACAATGGTTAAACTAAGTTTGCCCCTCTTCAGGAGAATAATATTT[C/IG]JGGGGTAATTCTTTCCCAAAATATTAGTGAAAATTGTTTGCTAGTTCACTCAGCACATAGT
180 CTGTAATCAAAGAGATAAAAGCCAACATAGGAATATTTATTACAGCTTTCAGAAGGGCAA[C/G]TTGAACTACTGGGGCAAGAGTGAAACACTGAAATAAGCATAGTACACTGTATAAGCACGC
181 CTACTGAATATGTTCGAATTTGGTTCTCAAATCAGAGGAAGTCCTCATTATTAGAAAAGT[A/G]TACTGCCACCATTGTGCATTATGGTTTTCAATTTAATAAATTTGAATGAAAATCTGAAAC
182 ccaaagtactggggttacaggcgtgagccaccgcgcCAGCCCATTATTTCTTTAAAGTGG[T/CJGCTAGCATTGAACATGAACATCTTGAGTGGCTAATACTGAGTCCACTCAATCCCTTTATT
183 gtttcatcctgaaaccatccctcctccctccgacacattcccccggtggaaaaattgttg[ T/ClccatgaaactggtecectggtgccagaaaggttagggaccgctgGTGTAATGGGAGAATAA
184 TTGTCACCTCCCTTTGCGTCAGAATTTGTATAACTTTGTTGGTCTGCCTTTCTCTCTGAT[A/G]ITGTACAACATACAACATACATATATCTTTAAATCTCACAAGTATTCTGCTTTAGGAAATA
185 GTAACATGATGGGAAAAAATGACACTTCAGGTGGGAGAAAAGGAAAATGTGCAGTAGTGT[A/G]GAGTGGCATGCATTGTCATAGGGTGGCAAGAGAACGGGCACGGCAACTCAGGGGAAGGAG
186 TCCCCTTCCTTATAGAAACTTCATTTTACAAGTGTTTCTCAGAGTGAAGTTCACAGACCA[T/CJICTGGTTCAGAATTCCCTGCGTGGGTATGGGAGGAGTCCATGAAAATTCATCTTGATAAGT
187 GGAGTGAAATTTGAGCTCAAGAACGTTTGTCTTTTTAAAGCATAAAAGTATTTAATAACA[T/CITGGCTTTTGAAAAGCCCTTAAAATGTGCACGTATTTGTATGGGCTGCATAAAGGAAGAAG
188 AAAGAGACACTCAGTGTTAAAAATTGGAGCAGAATTAACTGAACAACATACAGTAAATTT[T/G]GCTAGCAATATTTATGAATCACCTTGTATTTAATAAGGACATTTTCATATTAAAGAATGT
189 GTGCCTATCCAATAATTACAACTGGGCCTTGTTTTGAAGCTGTCCTTAAGCATTAGTTACIA/G]TTTTGAACTACTGGCCTCATAGCAGAAGTCTCTTAAATTCTTTCTTAAAGGATGAGTTGA
190 AATATTAAAAGATCCAGGGCTTTTGTTGCTTCTTCCAGAACTGTTTTCCAACTGTCATTC[A/CITGCCTTGTCAACCATACCAAATGAGAGAAACCCAACACTGTCCATTTATCAGCAGCTGCT
191 TCATTACAAAAATATGATGCCATTGTTTCATTGTTTTTGAAATATGATTAACAAGCCAGT[A/GJAACAATAAGTTTGAAGTTTAGAACTACTTTATGATAAGTGGATTTAAATGCTTGAATGTG
192 ACCCAGCAGGTCTCTCAGGTTGGGGACTAGGTCTTTTATGCTTCAGGAGAAATCTGGGTG[A/G]JCAAAGTACAGCATTTACTACAAATATCACTGCTAGATATGAACATAATATATTCAGATAA
193 ATCTGATGAAAGCTAAGGACCTTCTTTTAAGAAAAAAGCACACTCTTATAAAAATGTCTA[T/CIATTAGTTTCCTAGAGTTTGCATGACAATGATATAAATGGGATACTTTAAAACAACAGAAA
194 TCTACTGTAAATAGAAGCAACTCTGTAGATGCCCCTGAAAGGAATATGTATCATTATATG[T/CICATTGGGCACAAATATATGGTTTTTTTTAAAAGTCTTATGTGTCAACAATACTTAACAGA
195 GTAAATTTTAAACCTTATTTGTTTTCCATTGCTACTGATTACAGTTACCCCTTTTTACTT[T/G]TTTTGTTCTTAGAAAATGAAACTGATTTAAATATTAGCCAACAGTAAAGCTTTAGGAAAG
196 GTTAATTTTTCTTCTTTTCAGCAGGTTGTAGTGGCTAGAGGACATCAAAGGCTTTACCGT[A/G]JGAAATGTTGCTCTGAGTTAGGTCTATAATCAAGTACATGAGATTGAACAAGAATGTATAT
197 AATCCTTATCAACATGAAATCACTTGTATCTGCTTAAAATGAGCTTTTAGTTTAATTTGC[T/G]ITTGAATGAAATCATCTTCTATTTATCTTAGAATAATCTCAGAATTTAGTGTGAGTTTTCC
198 GTCCTGCCCTCCCAAAATTGAATTTGAAACACACTTCATATTAATAGTCACGAGTGTGTCIA/GJAACCCAGTTTTATGGGAGGCTGGATGCAGAAGTGTCTTAACATTTTATAGTTGATGAGAA
199 ATTCTCAACCACATTAAGCTGAAATGTTACCCTGGTATAGCAACTCTACATAAGTTCCCC[T/G]TCCTATTTTTACCTAATTTTCCCTACCTGCCTTTACCTTCTTACATTTTCTTCCCTTTTT
200 CTAATTAAAAAACCAAACATTTTCTAGGTCTAATTATGAAATCTTGAGAAATTTCAGTCA[T/CITTTTTGGAAAATTTGATGTTTTTACATAATATAACTTTCTTGCACTGATTTTTTTGGCTC
201 ATGCTGTGAATGCCATTTTTAGTTTCACATTAAATATGAGATTTCTTCTGCTTTGTTGGT[C/G]TCTGAAGATTGCTCAGCGAGCACCTGGAATAAAGAGGAGCGAATGGCAGAAAGCGGGTAG
202 TGCAAATATTGACTTTAGACAGTCATGGCCATGAAACATTGTGTCCCTGCAAATAATCAC[T/G]JAACCAAAGTTATACTAATTCATGCACGCCTATTCTCATTACCTGTATTAAAAAAAAAACC
203 CTGAGAAATCCTTGATGAGAAAATCTCATAGCAATCTCTCCCCAGATCACTTTTCACATA[T/CIGATAGGTAGTAAAAAAATATTTGAGAATAGTTGATTGTGCCAGACTGTTGTGTCTCATTA
204 GCTGAATATAAATTTATTATTCAGAAAAGAAGGGAAGGAAGGAACAGACAGAGGAACTCCIA/CIATGAGGGCCAACACATGGATTAAACAGTGACTATGTACCTGAAAATGATAAACAGTTCAT
205 ATTAGATTTTAATTGGGTTTTAAAGCTAAGATGAATAGGTAGATAAGGTAGAATTGGTCA[A/GJAAACATACTAATGTAATAAAACCTTTGGTTCTCTAAGGCTCTTGCATTAAAGACCAGGCA
206 TTTAACAACTAACTTTAATTTACCACGGGAGATGTTGGTAAAAATTGTCAAGACCTCTTT[A/CJAGTTTTCAGCAAATGCCAATAGCAGCTTGGACATGATTGCTGCTAAGATGCCTTTAATGA
207 AAACTCTTTCTCTGCAATTTCTGATAGCTTTTGCCTTGTTTTCATATTGGCCTTCACTGC[T/CJAGCCACTTCCCTCAATTAACATCCTCTCCAAATCAATCATTGATATTATACTTCCTGCAA
208 TTTCTCCTGGGGATTAGTCTAATAATTGGCAGAGATAAGAATAAAGGCCAGGAATGTGTA[T/CIGTTTAACCAAGGAGTGTTTGCAATCTATTGCAAAGGGAGAGAGAAGAACTAGCTGAGCAA
209 TTAAATAACTCAGAATTTACTCATTTGTGAACATACCTCTCTGTACTTCCAAGTTATCTC[T/G]JTTACCACACACAGAAATGTAAAAGCTTTAAACAATGTGTTTTTTAAGTGCTTAGTGACAA
210 AGCAAGAATGAGGCTTTCAAATCTCTTGTTTACCATCTCCTACCATGAGTTCCTATCACA[A/GIAAGTTTATCATGGTGAGCTTAACAGAGACAACTTAAGGGGAAAAAAACTTTTAGAGCACT
211 GGGTATTTTAATCAGTCCCTTATTTAGCACATGATACTGACTATCAACTTTTGTGCAGAA[C/GJAAGATGTTAGCATGGAGGAGCTGGCTTACAGAAAATATTTTAGACTTTCCGAGACACTGA
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
212 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs427295 80092085 G
213 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6753378 80096033 G
214 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs921637 80112935 G
215 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs6729700 80114681 G
216 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1812391 80132155 G
217 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs9973600 80136766 G
218 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2121309 80139124 G
219 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs7605424 80155080 G
220 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs4852550 80159781 G
221 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs716487 80164159 G
222 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2902109 80171196 G
223 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs3849389 80212764 G
224 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2862019 80222952 G
225 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1867805 80224823 G
226 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs7605086 80228591 G
227 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2078520 80246156 G
228 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1443897 80266636 G
229 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs894829 80266847 G
230 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs980741 80277819 G
231 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs1374118 80286561 G
232 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs2597321 80321430 G
233 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs310781 80323440 G
234 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs160864 80331785 G
235 2p12 CTNNA2 CAPR catenin (cadherin-associated protein), alpha 2 1,135.8 2 rs318369 80342285 G
236 2g31.1 GAD1 glutamate decarboxylase 1 44.6 2 rs3791878 171380437 T
237 2031.1 GAD1 glutamate decarboxylase 1 446 2 rs2241165 171386625 T
238 2g31.1 GAD1 glutamate decarboxylase 1 44.6 2 rs3828275 171390986 T
239 2031.1 GAD1 glutamate decarboxylase 1 44.6 2 rs3791850 171416346 T
240 2g31.1 GAD1 glutamate decarboxylase 1 44.6 2 rs769393 171417767 T
241 2031.1 GAD1 glutamate decarboxylase 1 44.6 2 rs7578661 171423379 T
242 2g31.1 GAD1 glutamate decarboxylase 1 44.6 2 rs4297845 171427785 T
243 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1836724 211953197 T
244 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs3791682 211957951 T
245 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1816532 211976485 T
246 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs3791700 211983265 T
247 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs3791703 211992598 T
248 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs3791709 211995179 T
249 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497944 212002670 T
250 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2033647 212010372 T
251 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1816531 212019978 T
252 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2371271 212024933 T
253 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1836749 212036235 T
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 17
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
212 0.14 0.04 0.08 0.10
213 0.32 0.28 0.17 0.39
214 0.42 0.32 0.14 0.14
215 0.48 0.17 0.18 0.18
216 0.23 0.06 0.12 0.12
217 0.41 0.30 0.11 0.12
218 0.43 0.20 0.11 0.13
219 0.32 0.24 0.21 0.27
220 0.43 0.08 0.18 0.16
221 0.22 0.42 0.31 0.36
222 0.14 0.16 0.43 0.42
223 0.48 0.13 0.13 0.16
224 0.48 0.03 0.18 0.17
225 0.39 0.42 0.26 0.31
226 Y 0.29 0.19 0.38 0.42
227 0.13 0.46 0.19 0.22
228 0.10 0.48 0.11 0.14
229 0.11 0.03 0.07 0.09
230 0.27 0.07 0.37 0.41
231 0.34 0.13 0.36 0.39
232 0.31 0.09 0.39 0.42
233 0.39 0.23 0.34 0.41
234 0.39 0.33 0.47 0.46
235 0.42 0.07 0.40 0.38
236 0.30 0.01 0.19 0.22
237 p=0.016 (Addington et al. 2005) 0.19 0.27 0.23 0.18
238 0.49 0.18 0.36 0.22
239 p=0.047 (Addington et al. 2005) 0.18 0.14 0.07 0.03
240 0.04 0.00 0.25 0.26
241 0.27 0.09 0.30 0.40
242 0.43 0.38 0.46 0.41
243 0.42 0.38 0.21 0.32
244 0.33 0.20 0.49 0.49
245 0.23 0.18 0.33 0.31
246 0.28 0.10 0.48 0.34
247 0.36 0.24 0.43 0.39
248 0.29 0.10 0.48 0.34
249 0.43 0.22 0.14 0.31
250 0.36 0.21 0.44 0.32
251 0.33 0.19 0.27 0.38
252 0.50 0.29 0.15 0.29
253 0.28 0.26 0.32 0.40
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 18
R
1 Sequence
212 GCCCATAACTGTTTGGCCTTTTTCTTGCTGCCTTGGCACATCCTGGCTTTATCCACACCC[A/GJAGTCACCACCTCAGAAAGTGAGAGTCACACAGTACATAGTAGAGAACCTACCAGTAGAGT
213 TCTGTTTTAATTAGTCTCAGTAATAGATATGACAATAAGCAGGGCTCGTTCACAGCCATT[A/G]JCATCAAGCAATGGAACCATCAGATCGCTGATCCTAACACCATGAAAGCTGTCACCCTGAA
214 TCTTCAGGGAAGTCTTTCCCTGATGTGCCAACCTGTTGGCCATAATAAAAGGTTTTACTT[A/G]ITGGATAATACTGACAATATCCTGCATGAAATATGACTAAACAGAAAGCAGCTGGCAGTTA
215 AAAAAAAAAGCACTGAAAGAAAACATGGACAAATTCCTTTATGAACTTGAAGTAGAGAGG[T/CIGGCTTTTAAATATGACTGAAAATCCATTAATCATTAAAGGAAAGGATAAATCCAACCATA
216 ACTTTAAGTGTGAAAGCATATTGTTTATCCTTTAGAAAAGTGAATAATAATTTTTGCTGC[A/G]JAAGTGGTATACCAGCACATTTGTCTATAAATTTACATTCTTGGATATTAGCAAAATTGCA
217 gtcacagctgctatgagtccacaaccatcagaaatccacatttctgatgaggattgtaca[ T/G]cttcaagatggagcttctettctgtgagttgagatgaatgcttcgtctctagecttetct
218 ATAAACGTTCTGCTATATTGTTTTGATATTTCCAGTTATTTTCTGAGAGTTTGCCACAAA[T/CJAGTGACGTGAGAAGGAGAAACTTTTAAAATGATTTTTGTTCTGAAGGAGTCCATAGGCCT
219 GAATGGCATTTCCCCATTTTGAAAGATGTAAGTAAAAACACTGTTTAACATCTGAAGTTCIA/G]ITTTGCAAGAAGAGTAGATGAGCTAGAGAAGGTGGCAGAATGACAGTGTGACTCCCACTTT
220 GGGACGCTGTGAGATGCTGGTGAATTTGCTAGCTGGCGTGATGGATTGTCCCCTTACTTC[T/C]ICTGCTTTCACTCCCCAACAGATGATTATTGTTCTCCTGTGCAAAGGACTGTGAGGACACT
221 GCCTGCAGGGGTTAGGACCATGCAGAAGATGGGCATGGGTATTCTACGCATCTCCAGTCA[A/GIATTGAACATATTGGCTTAATGTC
222 TTTCTTCTTAGCTTCAGAGCATGAGGACGCTTGTGAAATACGTAGCAAGTGGCTCATGGGI[A/G]JCTCTTTCCAAATTGAGTTAGGATGTGTGTTCAGTTCTTGAACCTCATCTTATGCAGTGTG
223 gtgaaactctgtctcaaaaaaCATGTATATATAAATATATCTTGTGCAGTTTAATTTTCT[A/G]ICTTGGATGATATGCCTGCTATTGTGATGTTTGAGGAAGTGAAGACGTCTTAGCACGTACT
224 cccttacctgtaagtcattgggaagttggagtcttcagegttagcetgetcacctcttctt[A/G]cttggtgecttgccataaatgcectcactttctctcactgcagtcectatgtcagtgtttg
225 TTGCTTAGGACGTAAAATTTTCATTTTCTATGTGGATAGGACTGTAACCCGCTGCACTAA[T/CIATCACTACTGTCACATTTTGTCTACGTACCTCAAGCTTCCTACTATTTTTATAAGTAAGA
226 TTAGAGCGGATGTACAGGGGAAAGTTTTGTCTTCACGGAGTCAGTGTGGCTCATCTGTCT[T/GJTATTAAATGTCTAACAGTTACACTGAACAAGAATGACATTTTAAATAAGAGTAAGTACTG
227 TCAACAGAGACTTCTAGACTTCCACTTCttgtaatgcaggtatgaaaaaaatgcttcaaalA/G]agcaattactaacacacttgaaacaaacaataaatagaaggccttatcaaagaaatggat
228 CTTTGCCATCCACAAAGGGAGAAAGGAGAGCACCAGCTGGAAGCTAATCTCCACAACAAT[T/IC]JGGCTCACAGACATTTCATAAATGTGTTCAACATCAACTCTTACACTCTTTTTTACTTATA
229 AAGGAGAGACATGAGAAATAAAGTAAAATCAATAAGGCAATGTGTCTCTAGGAGTTGACA[A/GITTTTTTAGAGTGATGTATGAAGGCTCCAACATCTTTATTTCCAGAGTGAAGAAGATAATG
230 ACGATGTGAGTCTGAGCCCTGCCTTCACAGATCCTACTATCTAAGCAGCCATTAAGCAAGIA/TIAAGACAACATAAATAATTGACTACAGATTGTGAAAAGTGCTCTGAATAGAGATCTCATTG
231 TCCAAAGTTCTGACATCTTGAATATAACAACTGACACTAAAAGTTTTTTAAATTGATTCA[C/G]GACAATGCATTTAAAACATATTTATAAAGCACTTTATATAGATCATCAAGTGACTTTAGA
232 TGTAAGATCATTAAAATCTTCACTGTGGAGCCAAGGTTCAACCTGGGTTTTTAGGAAGAGIA/GJCAGGATTTAACTGTTTGAGGGAGTTAACATATAATGTAAAACATGGATGTGTTGGGTACA
233 GCAGAATGAAGAAAACACACCACCCAGAGTTACCATCIA/GJAGAAGAGAGAACAGACCCAGGCTGGCAGAGGAACAGCTCGGGCCAGACTGCTGTTCAGCT
234 GTACCCTTTTAATATCTCCTCAATGGTGTTTCTTCCCACACGTTTATGGACAATTTTAAG[T/G]JAAGTCCTTAGTAGCACTGATGCAGGGCTTATTAGAACCCACATCTTGGTGTCCATCTAGT
235 GCCCTTAGGAAAAGCAATGGCTACTACAAGTGATCTCTTTATAACACTGGAGTTAGCTGA[A/GIATTCAATTGGGTATTCAATTATTACCTCAGACCATATTGGTAGTGAAAGTCCCCAACCAC
236 TCTCCCCCAGTTTTTTTCTTTAGGGCAAAAATGTTGATGTCTGTGCGTGTCTGGGTGACA[A/CICGTGTAGGCAGTGATTCCTTTACTGGTATTTACCGTGGTCCTCCCCCTCTCCCCAGGTGG
237 CCGACAGGCATATACTCTAAGCCCCCATCATACTCCCTTCCTGCTCCTGGCTTCAAATAT[A/G]IGAACGGTGTCTCTGAGAGGCGGGGCACCCGGCGCCCCTCCGGGCCCGTAAGCGACCCCCG
238 CCGGCCCTACGACACGGCTTTAAACCTGCATCCCATTCCTTGGGCTGCACTTCCAGTAAT[A/G]ITACTAGGAATCAGAATCCTCTCTAAATCCTGTAATTATTTTATGAATAGCACACTTACAC
239 TGAAGGATCTTTTCCCCTAGATAGAGCAATTGGCTCAGAATCATCCTGCCTCTGCTCTCC[T/CITAGAGCTAAACCCTTGTTGTGAACTTTCAACCTCTTCATCGTGCTTAGGTCCTTTAGTTA
240 AACCTGGTTTCTTCTCTTGGCTCTTGCTGGCTACTGTGCTTCTTCTTTGATCAGTACTCA[A/G]JGGTCTGTCAGCAACTGAACCTTTAAGGAAATTATTTAATTGAGTATTCCTTCATGTTTGC
241 TTTAAAGTCGGTAACTTTAGTTACCTAGAAAATTGGTTGTAGGGAACAGCTCTCTTGCCA[C/GJATATGATTGGATAAATGAGGCATTGTTCTCCCTGGTGTGGAAGTAACATTGCCTTTGAGA
242 GTAGTGTACTGTGTATAGTTTTCTGTGGATTTTGACAAACCCATTCAGTCATGTATTAAT[A/GJACTATCATCATGATCAAGGTCTACAACAGGTCTGTCACCCCAACGAATTTCCCATCCCCC
243 GATAGATCCAGAACCACAAAGCATCTGCACCACAAAAGGTGTTAGACTACCAAGCAGCTCIT/CITGGTTTTCTGCATAGTATTAGTAGCACAGCTTAGGATGAGAATCCTTTCTCCAGTAACAT
244 CTGAAGCTTAATTCCACATCTATGTCTATAATATAGACTGCACATAGACATAAACACGCA[T/CIGTATTGTAAGTCCTCTGACAGTCCTCTCTTTTACTATATACACAAAGCCCTAAGCTATTC
245 AAGGAGGAGGCTCCAGAATTATAATACTTAGGTATTTAGTGGGGTCCATGGTGAAAGGTT[T/GITGGGACCAAGCCAGGCATAATTGCAATCTCAGTGATACCAATGAGCATGAACACTCTGAG
246 ATATATATACACACATTGCCAATCTCTCCTCTTTTCCCGAATTGGAGGTCAGTTATAAAT[A/G]TCAGGCTGCTGCTTCAGTTTGGGTGAGGAGTAAAATCATTGTGATTTACCACGCTATGAG
247 ACAAATTTACTACTTCTTCATGCTCCGTACTGGTCAGTGAATACTGGATTACAGCACTTA[T/CITATGCAGTCCCTCTATCTGTATGATTCTTTGATTAAGGTTTTCACTTCTTGAAAGCAGAA
248 AAGGAGTTGAAATTTAAATTTTGTGAAAATATGAGCAAAAGTTTGAAAAATGTTGTTTTA[A/TITCGTAATGATCTGAGAAAGAAAGCAAGCTAGTGAAAGAAACGACTCAATTGGTAAGGCTT
249 TAGGCCTTTGAAATCATGAGGTTGGCTGCTCACCAAGGTGACACCAAGGTAACTCTATGA[C/GIJAGAATCATGGTATTCAGTGAAAGGGAAGAGAAGACACATTGAAAGTAATTTCCCTACGGG
250 TTTTCGTCAATACCATTATTTGAAAATTAAGTCATTCTCTGTTCTTTTCCATAAGCAGTT[T/CIATATGAGTTGATTCTAACCAGAGATTAAAATGTTAAATTCAATTCTAATACAATTTTCCT
251 TCACTGGTTTCATTAAATCCATTTATTCGGTACCATGACTTGTGAATGTTGCTTTGTTGT[A/TITTACGCTTTCAGTGTTTTATAGAGGGTTTATAGTTTTCTTATGTTAAATGTTAATATATT
252 TATTAGATACTGGAAATATCAAGTTATCAGGAGTAAACTTCTATTAAACTTGGCTTGTTT[T/C]JGTCTTATCATCACCATCACATTTCACTGCGAGTAGAAATTTTAGAAAAATCTCTTTTTCA
253 TTAATCAAGTGAGTAGCTTTGCAATTTGTACATGAACAAACCCTGCTGGAATTTGAGCCA[C/GJGAATCCTTGAAACTAAAAACTATAGCTCCGCTTTTTGTAATTGAAGGAGAATCACTGATT
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 19
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
254 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4302167 212041668 T
255 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4439896 212053703 T
256 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4672614 212058333 T
257 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4672615 212065237 T
258 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4278873 212069319 T
259 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4358067 212072729 T
260 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10932379 212083593 T
261 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435632 212086769 T
262 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7599979 212091765 T
263 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10932380 212098595 T
264 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1851183 212112767 T
265 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs953956 212121920 T
266 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497945 212126355 T
267 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497946 212126407 T
268 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1879531 212147301 T
269 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1818751 212162650 T
270 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1972143 212170367 T
271 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1851196 212178865 T
272 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7601664 212201009 T
273 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435644 212213909 T
274 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435647 212215478 T
275 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10932390 212220691 T
276 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6708035 212224987 T
277 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6730119 212227273 T
278 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6719645 212233218 T
279 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6719664 212233284 T
280 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6725181 212238711 T
281 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1818750 212243604 T
282 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10173674 212253778 T
283 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1829615 212256022 T
284 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2371276 212263330 T
285 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7425448 212266785 T
286 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10205553 212268193 T
287 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435659 212273140 T
288 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs3923755 212274316 T
289 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435660 212280184 T
290 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6745717 212285476 T
291 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs12162287 212288142 T
292 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435665 212299886 T
293 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7570613 212337824 T
294 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs13008313 212350533 T
295 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7423708 212354130 T
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 20
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

254 0.18 0.32 0.26 0.37
255 0.17 0.48 0.33
256 0.15 0.41 0.22 0.34
257 0.22 0.48 0.25 0.44
258 0.15 0.46 0.02 0.02
259 0.28 0.40 0.27 0.47
260 0.47 0.37 0.24 0.43
261 0.28 0.13 0.39 0.47
262 Y 0.23 0.32 0.14 0.17
263 0.30 0.33 0.14 0.18
264 0.27 0.05 0.14 0.16
265 0.08 0.48 0.02 0.01
266 0.19 0.36 0.06 0.07
267 0.01 0.28 0.05 0.04
268 0.18 0.33 0.15
269 0.15 0.42 0.08 0.08
270 0.10 0.30 0.08 0.09
271 0.10 0.39 0.23 0.17
272 0.09 0.38 0.28 0.28
273 0.01 0.08 0.00 0.00
274 0.02 0.20 0.00 0.00
275 0.20 0.03 0.28 0.34
276 0.21 0.37 0.00 0.00
277 0.43 0.33 0.08 0.11
278 0.26 0.04 0.38 0.30
279 0.08 0.28 0.00 0.00
280 0.10 0.41 0.05 0.08
281 0.04 0.00 0.00 0.00
282 0.47 0.36 0.00 0.01
283 0.49 0.27 0.05 0.08
284 0.50 0.37 0.11 0.12
285 0.15 0.14 0.05 0.03
286 0.48 0.30 0.14 0.10
287 0.44 0.26 0.33 0.31
288 0.46 0.33 0.16 0.23
289 0.41 0.39 0.08 0.10
290 0.19 0.26 0.06 0.02
291 0.28 0.05 0.47 0.48
292 0.11 0.16 0.32 0.38
293 0.26 0.09 0.39 0.47
294 0.45 0.23 0.35 0.40
295 0.28 0.33 0.19 0.09
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R
1 Sequence
254 CTTTGAGCAAATGAGGCTAATGAAAGAAAGCCACCGTGTTTGATGTTTAAGAGGACAGAT[T/G]TATAAACAGGAAAAAGTTAAAATGGGATTACTACTTTACACCTCCAACAAATAAAATAAC
255 TGGTGTTCCAGTGTTGCTACTGCCCCTATCTACCTGGTGAAATACTTTATCTCATTAGGC[A/G]TCACAGTTTTTATCCACCAAATGATAGGGAGTGAAATGTTTTGTTTATCTCTGTCATTTC
256 CAAGATGTAACAGTCTGCTTTCTGAGATCCTGCCTTTTTAATCTGTCATTAACCTTGTTC[A/GJTTTATCCTTTTTCTGTAGGAAAAACTATAGACCAGCAGGAGAGTATTCTTACTCTAATAA
257 CAGTGTGCCTCTAAGCACTTTCAAGGTAAGAAGAAGTCTTCACTAATTAATTCAGTTATT[T/CITGATTTTGGGGGGAGCATTCAGGTTTTGGAGTAATATATAGATGGCAAAGTTTAAATCTT
258 GTTGAACCACTCCCATAAATAGACCCCTATATACAGTTCCCTACTTGACACTTCTGTTTG[A/G]JGCCTCTAATATGTTATGTGTGCAAATCTGTGCTCCTAATAATCTCTGCCAAATCAGGCTA
259 ACTTCACTCATAAGCATCAGAATTTTAACAATAGGGTATTTTGCTTTGCTCTTTCTAGGT[A/GJAAGATACCCCCAAAAAGTTCTATTTCTGAGACTATATAAACTGTTCCCAAACCAAGGTGG
260 TTTACCTTTTTTTGAAGTTATCATTCAAAATACTCAGAATTCATGGATCTTTTCAGATGT[A/GJATTATCTTGAAATTAGAAAATGTTTTCAATTATATATCTCTCTCTGAAAAGCTGTATGAT
261 TAACCCCTAACAGGAAGAAGAAATACAATACAGGCTCAGGGCTCCAGACTACTAAAACAAIA/GITGATGAGGATAATAGCTAAGGTTTCTTTATATTTTTGGGGGGGATTAAAAAATTGATTAA
262 TATCCTGTGTCTGAGATGATTGATGTCATAATATAAACTCTGAAACATACAAAATGGCCAIA/TIAATTATTGAATGAATATTAAAGGGGTTTTTTTGTCAGGCTTAAATTTTGAAAATACAGGT
263 TTAGATGAGACTCTGAGATGTGCTGGCTTCAGGCACCAGGTCGGCCACACACTGGAGTAGIA/G]GCACCAAACAGGTTCTTGAAGTCCCCAATTTTAGGCCTTGGTTCTTGGATGACATTTCTG
264 GTGAATGTGATCCTCCCTAAGAGAGAAGGCAGAAATACAAAGGGAGGTTTTTTTATGTTCIA/TITTGTATCACGTCTTAATGTTCCTCAAGCAATGGAACCATTCTTTCTTATGCTGAAAACTT
265 AAAATCACTGAACTAGACCTTCTGGGGCTCCTTCCTGCACCAACATTTCAATAGACTCTGIA/CITAATCATTTTTAAAGATTCACCAGTTCCACAAAAGAAAATTTTCTTTTGGGTTCTTTNTG
266 TAGGAACCTGTGTAGGAAAGCATATGTGGATGAGAGACTCAGGTTCCTTGTTCCAAAGGC[A/CIAAAAATATTGAATATTAAACATGAGATTCCCTGCTCTCCTCAGCCTGGTATGGTCTATGA
267 CCAAAGGCAAAAAATATTGAATATTAAACATGAGATTCCCTGCTCTCCTCAGCCTGGTATI[A/G]GTCTATGAACAAATGCTAAATACTTTGTATCTGAAATTTTAAAAGTCATATTTTTAAATG
268 AGTTAACCCCAGGGAGAGCTAGCAGTATCTCTTCCCATCTCAACATATAACCATGAAGAGIA/TITAAAAGATGGCTAAAGTAGATTTTGGCATTATAAGAGAACTTCAAAGACTACATAAATTT
269 ATTCAGAAGTATTAGGCAATACTTCTAAATAGATTTTTCAAATTTTTGACTGACATCATT[A/GJAAAAATTAGCTATTCGTTTTGATACGTATTCTCAGTTACAAGTTATTCTATATTATCAAT
270 ATATGTGTGGATTGAAAAAGAGTGTTAATAGATTCTGTACAAATGAATCCATTTATGTTA[T/G]TATGTTCTGATTATAAACTAATATACACTCATAGAAATGCAGAAAATATGTACAAATGAT
271 TGCCTTTCAAAACCAGATTCGCTGGGCTCCCATTGAGCTCCCAACTTGTAGGTAGCAGGA[A/GJAATTTAGACCAAGATCTTTTATATCAAGATTCTAAATTCAGTATTTCTTTTACCTAAGAG
272 CTGTGTGATTACAACACTAAGTTTTATCCTGTAAGCTTAGTCTTTCACTGCTGGTATAAT[A/GJAGATCATTGACTACTAATTTAATGATCCTAATTAAAACATGCATTCCTTGTCTGTTAGTT
273 AAAGTGACTAGACTCCCATGCCTATGGGAATATAATAAGGCCGATGATGCCTTAAAGGGA[T/CIGTGCAGAAATCAGCAGACAGACAATTAGAAGGGAGAAGTTTTTAGTTCTTTTTGATCTAT
274 CCTCTAAATATAGGAAAGCCTCAGGACTCAATCATTGGATTTCTTTACTTTCCTACTTAT[A/G]JCCCTAGACAGGATGTACCATCCATCTCTTTATCTATGTAATGATAAGCAAGCATATTCAG
275 TATTTTTTGAATCTTAACACTTCTCTCCATTCACTCGAATTTCTGGCTCCCCAATTCCCT[C/G]JATTACTTATTCCAATAGTTTTAGCCAGCCATTCACATTGATAATACTAAATATTTACATT
276 TGTTTATTATACTTCAAGTTCTATTTTATTATACTGTAAGTCACTCAGTGAGTTTGAGTA[T/CJAATATTAACATTTTAGGGTCTCTAGAAGCTTTGGTAACAATGTCTGAGCATTTTGCTATC
277 ATCCAGGCTAAATCCTTCATGTAAATGTCAAACTTTCTCATAAACATCCCCTCACAAGTCIA/GIATTGATTCTGACAAGTCAATGCAAGTGAAGAATGGAGTCACACTGCATTATATTTAAGTT
278 TGTAGGGCTTTAAAGAAGTAGTGAAGTTGCTAGATTAGTATTTTCAGTAAATCTCCTAGC|T/CICTGTGGATACTAGTCAGCTGGCAGCCAGGCCGACTCATTTGGCACAAAGACTATTTTAGT
279 GATACTAGTCAGCTGGCAGCCAGGCCGACTCATTTGGCACAAAGACTATTTTAGTCCACG[T/CJAAGAGATGATGGACCAAACTAGGGAAATGGTAACTGTGTTGGAGGCAGAAGAACAGATTC
280 ATATCCTGTATGTGTGAAAACACTATAATAATGTATTTGTGCTTGAAATATTTTCCTTTT[T/CIGACATAAGCAGTTCCTGGGCCAACTGATTTCCATGTCATGACTCTAATGTGACTTAATTT
281 GCATGGAACTGATAAGCACATTGAGACTGGATGGTAAAATTGTGATTCCAAAGGTCTCAA[T/CJACTACAGAACAATTCATTTAAGTACATTGAGCAATTCATTTAACATCTCTGAGATTATTT
282 TTTTAAAGCAGACTTAGATCTATCAACAAATCTTGCTACTTCTTGAATAATCTCTTTCAG[T/CJATAGTTTAAGAGAGAAATGTGTGTGTATCTGTGTCTGTGTGCAGCAGTTTTATTGAAGTA
283 ATATTAAATTTAAAATATTTATATTATAAACCCAAAAGATAAAATAGTGAATCAAAAGTTIA/G]TAGAGCTCATAAGCCACATATGCAGAAAAACATAAATAGAAATAAAATAAAATCATTTTA
284 GAAGCTTCCTCTCCAATTTATGTCAAAGCATGTAACGAAAGATCAAAGCAGTCAGCCTTT[A/G]JCCCTTCCACTTACTGTAAAGTGCTGTCACCTTTAGCAGAGGTAAGGGGAAGGGACAAGAG
285 AAACAACAGAAATTTATTCTCTCACAATTCTAGAGATCAGAAGTCCAAAATCCAGGTGTT[T/CIGCAGGCTAGTTTCTTCTTGGGCTCTCAGAGGGAGAATGTTCTATGGTCCTCCCCTAGCTT
286 TACCTTCCATTCCCTACTTATTAACTCTTTGGCCTGCTTCAATTCTGGACTCACTATAAA[A/GITTGGATGATGTTGTCATCCAGAGAGTTCAGTTATTAGCAATTAACTATAGTTCTGAAATT
287 TTTTTTAAGGATGTGTTAGGAAACGAGAGTATAGCCCTGATTTAGGGAAACATTCATCAA[T/CITGGTATTGAAGAAGATTCTATCTTATTGCCATGAATCATCTACTTTGGGGCATGTACACA
288 ATTTACATGTTTAATCGGCATCCCAGGTCATTTCAAGGATCCAATCAATTTGTGGAGATC[C/GJACCCTATTGAATTCTCTGTTTGTTGTTTGGTTTCAGGGAGTTTCATAACAGAATAACAGA
289 TACTGAGAACACTTCCATGTTGCCAGGAATGAAATGAATTCTGGAATGTTAACATGAAGCIT/CICAGTGGACCACAGATATTTTATACAGTTAATTTTAGAGACTCAGGACCCTTGTCAAATAA
290 ACACATACATAAGTCTTACAGAAATTTTATAAATCAATACTCCTCCTAACAACATAAAATIT/ICJATCTATTTTCTACTTTCTTTGAAAATATCATTTTTAATGATTTTGAAATGCTGGTAACTT
291 AATTGATTACTCATTTTGTATGAAAAGAGAAGTTGCTTGACCTTAGAATATATATGAAGT[A/CIATGAGCTTGTCCTGAGAGAAGAAATACTGGAAAATTTGAGAAGAAAGGGAATCTGGTGCA
292 CCCTCCATAAGTTGACCACCATCTCTGCCCTTCCAGGAATCACATTACTCTGTTTCTCAC[A/G]JTCCAGCCAGATAGAAACACTACTTGCAATTAAGTTGTGATTCTCATTGCTTCTTCACAAG
293 TTTGTGTCACAACAAGGTCTGATTTCTAATGGGATTAATACAAATGCTCAGAAAGTTCAA[T/CIGGATTTTAGGAGGACAGGAATCCATTAGGCAAAGATGTTGAATGAGATCATTATAAAGAC
294 TGTCACTATCTCATGCCTGAAAGAAATTAGCATGGTTGACACCTATAATTCCACTAATTC[T/CJACTATCCCTACGAGGTTTACCCCCATTACAGGGTTCCTGCCTAAATGAATCATCATCCAA
295 ATCTATTTTACCTAAATATTTTCATATAGAAGGAGTAACACAAGTTGGTAATGTAATAGA[T/GIGAGGTTTAATTGTACTCTATCTCGAGAATTCTATTTCAAGAAAGCTAGTTATATGTAATA
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 22
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
296 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7588431 212359230 T
297 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435670 212364130 T
298 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4673633 212366542 T
299 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4672626 212378670 T
300 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7583346 212386651 T
301 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2118891 212387888 T
302 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs991476 212411600 T
303 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497952 212431603 T
304 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1025752 212431704 T
305 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1439252 212445389 T
306 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs13390226 212448106 T
307 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2068401 212452431 T
308 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7600260 212457852 T
309 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4292044 212469397 T
310 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2043888 212477024 T
311 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs11887994 212484167 T
312 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs11896200 212491048 T
313 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7603039 212497140 T
314 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497953 212500610 T
315 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7598440 212501443 T
316 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1098066 212508207 T
317 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs839530 212511010 T
318 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs839525 212523542 T
319 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs839517 212526022 T
320 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497955 212526746 T
321 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497956 212528430 T
322 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs990741 212533818 T
323 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs987320 212538445 T
324 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2118890 212552847 T
325 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521546 212558365 T
326 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs12473886 212559616 T
327 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1155683 212560914 T
328 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1357124 212568293 T
329 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1402714 212576359 T
330 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521539 212597880 T
331 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7607942 212604816 T
332 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1546717 212610584 T
333 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7582903 212617082 T
334 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6712126 212624402 T
335 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs9678219 212645894 T
336 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521545 212646410 T
337 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521553 212656660 T
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 23
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

296 0.41 0.35 0.24 0.13
297 0.31 0.31 0.05 0.06
298 0.19 0.22 0.34 0.36
299 0.09 0.22 0.13 0.09
300 0.30 0.02 0.38 0.44
301 0.08 0.00 0.26 0.30
302 0.18 0.13 0.26 0.30
303 0.21 0.14 0.22 0.24
304 0.42 0.47 0.45 0.42
305 0.36 0.04 0.47 0.44
306 0.07 0.30 0.01 0.02
307 0.47 0.28 0.35 0.33
308 0.13 0.23 0.00 0.00
309 0.05 0.00 0.00 0.00
310 0.14 0.00 0.00 0.00
311 0.27 0.46 0.21 0.12
312 0.04 0.33 0.00 0.00
313 0.21 0.27 0.40 0.48
314 0.06 0.04 0.00 0.00
315 p=0.005 (Silberberg et al. 2006) 0.47 0.05 0.48 0.46
316 0.19 0.12 0.38 0.39
317 0.12 0.29 0.10 0.07
318 0.20 0.31 0.10 0.09
319 0.30 0.48 0.39 0.39
320 0.07 0.00 0.00 0.00
321 0.04 0.21 0.00 0.00
322 0.26 0.19 0.39 0.39
323 0.08 0.01 0.28 0.29
324 0.15 0.38 0.02 0.01
325 0.11 0.00 0.00 0.00
326 0.14 0.28 0.46 0.44
327 0.18 0.27 0.46 0.46
328 0.40 0.36 0.44 0.40
329 0.03 0.43 0.47 0.46
330 0.01 0.39 0.00 0.00
331 0.37 0.01 0.02 0.03
332 0.10 0.18 0.08 0.03
333 0.28 0.22 0.08 0.04
334 0.13 0.43 0.17 0.04
335 0.13 0.35 0.08 0.04
336 0.12 0.45 0.00 0.00
337 0.36 0.16 0.17 0.04
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R
1 Sequence
296 TTCTAGGGAGTCATCAACCTAGAGGTTGCATTTAAAACCCTGAGAGTGTCTGAGATTACC[T/CICTGGGGAGAAGACAGAGAAATAAATTGACTAAAGATAAAACCATAATAGTCAAAAAACAG
297 AGAATAGATACTAACCTGTAAGAAAGTTCTTAGAGATACAAATTATTTACTTGTTAGAAG[T/GJACTGCCTAATGTTTCTGTCTTGGTTGACTACAGAGGCTTGACCGCATTTTTTAGATAAGA
298 CCAAGGCAGCAAAACCCATTTTCAAGATGAAGCCACAGAAAGCAGTTACAAGACTTTCTCI[A/G]JGACATAAAGCAATGTATCTTTCTCACTGTCATCACCTTAAGCCACACAAGTCTGTTGGCA
299 TTGTCACAGTCAGTCAATGTGGTCTTTTCAAAACCAAAATTAAATTGTTATAAGATGAACIA/GJACAAGGGTGGAACCAATACCAAAAATAGATAATTCAGAAGCTAGTATCTATGTCAAGATA
300 AGTTTTTTTCCCCTTTGACTCTGTATTACTATTCCTATCCTACAAGTGTGAAATCCAAGA[T/CIATGTAGAAATTAACTGACTTACTTCAAGAAAGACAGGACAGTAAACTAGTTCTCATTGCC
301 GAAATCAGAGGTGTAGGCACAGCACCTGTGGTGTTTCCATCAGTTTGTAATGGTGTATTCIA/GITGTGTATAAATGTGGCATATGTAATTAAGGTCCTGTGCCATAGCAACTGTAAGCACAGGC
302 AATATTATTGAATTTTGTTTACATACAATATAATGCCAATTTTACACTGACATTTTTGGA[T/CJATACCCACATAAGCAGAAAATGCCTGAAACTGCAATAAGGATATGAATTGTATTTGTTTT
303 CATGGCTCACAAAAAGCCATTTTTTTTTTATTTTGGCCAGCAATAAAATCCTTGGCTAGCI[A/G]TTTCTCTGTTAGCTATAACAAAAACCTAGTTGTAAATAAGAAATAAAATTTTGAGACAGA
304 AATGAATAAATAATTAAAAGATACATTGCCTTTTGGAGTAGAACCACCATACAACATGCCIA/GIGATTGTTAATGGAAAGTATATTTCTATGTTACAGCTAACATCTGTCTCAAAATTTTATTT
305 TGTGTGTACCTATGTATGGTTTTGAGTGGAAGCCTATGCAAATGTCAGCAAAAGGCGGGGIA/G]TTCTTTTCAATTTTTCTTGAGAACACCAATTTTTCTGACAGTCTTGTCCTTTTTAAGATT
306 CTAAGGAACATGCAGATAACGTTTTTTTTTTTCCAAAGCAGACATATCTGCATTTCTTTG[A/GITTGTTGGTTATTAATATTTCATTAATTTTCAAGCTACTGCAAATTCCCCTTGAGATATCA
307 TAAAATGATGTTTAACCTCATTGATAATCAAATACAAATTTAAATAAATATATCCTATGT[T/CITTCATCTATTACACTAGCAAATGTCAAAATGGTTGTTATTGCCAGTTTGGCCAGGGTGTG
308 TAACATTGTATTTCACTTCTTTTTTTGGCTATGTTGAGCAAATTCCAAAAATTCTAAACAIA/TIAATTATAATAAAATTAGAGTCAACAATAGTATTACTCTATTCTCTTTTTTTCTGAAAAAT
309 TGACTAACCTCTTTCTTCCACATTCATACTTAGTCCATCATCAGTAAATCTTTTCCCTGT[A/GJAAGTAGAGCCCAAATTCAACAACTTTCAAAGAAATTTCTACTGCTGTCATCCTGGTCCAA
310 ATTAGCTAAATATAGTGCTATAAGAAGAATATTCTGAAAAGAAGATTGGCTGTTTAAAGA[T/CIAAAGGAACATCAGGGTCAGCCGCTAATGTCAAAGGCAAATAAATACTGTTCCAAGTATTG
311 ATTTCACAAACATTCTATAATGGGTAGTAAGTCAAAAATAAGTATTAATTTGAAGAGCCC[C/GJACAGTCTTTTTTAAAAGTTGGCTTAATTTCTCTGATGCAAACATGGACATCTTCATTCTG
312 TAAGGGACCAACCTGACAGAACTTTGAAAGTCAAGATGAAGCCAGTGGCTGGATTGAAGA[T/CIGATTCTAGCTTAATGGAGGATATCACTCTTCAAATAGATGGGAATACAAATGGAGCTGAT
313 TATGCCATGACTCATAATAGGAAAGACTTGTCCCTATTAGTCCTCTAAAGCCCTGTGGCA[A/G]CTATGGACATCCAAAGGCTGTTGCTAGGAGTCCCATAGCACACACTAAAACTTAAAGGAT
314 TCCACATTAACAGAATGCCTTCAAGCAAAAAAGCATGACAGCCACATATGCTTTAAACTT[T/CJGGGAAACACAAATGTAGAGTGAGGAAGATAAAACCAGTCAAACAATCAGGTTCTACACTT
315 GCACCTGTTTGTTCACTGTTATCAAATGCCAGGCTGGGGGCTACCCCTGGTAAGAGGGCT[T/CIGGACTTCTTAAACCACAGAGCAACATAAACTCTCCTGTAGAAATCTTTTGTGTGCAAACA
316 GTTTACTTATCTTCAAAATAGAAAGAATCATAGTAACCTACAGTGATGGTTAACTTTAGA[T/C]JGTCACCTTGACTGGATTAAGAAATACCCGGAAACCTGGTAAAGCTTTATTTTAGAGCATG
317 TAAAACATATTTAGAAGCAATGCATGCCATCCAGAACCCTGCTGACTCAAATATAAAATA[T/CIGGTTAAGGCCCAAATCAAAAATGACACATTCTGTATTCTACAATTTGATGATATAAGCCT
318 TAGGATTCTACTCTTCTATTGATTATTTGTAGCATGCTTATTCCTAAGAATTGTGTGACT[A/GJGGGGGAAAGAGTCTGAATAGAGGCTCACATATTTTATTTTTTATTATAAACCAACTAGAG
319 TAAGCATTGCTTTCCACTTTTCGATTCCATTCCATTCCACAGCCATTATTAAATGTTCAG[T/C]JIGCCAGAGTCTATATTTAGGGCCATAATATACACACATAAAGTATAAGGAACCATTTCTGA
320 TTATTAAAGCCTTGAATGCTTCAAAACTCTTCTAGCCCAAGGGACAATTTGTTTTGCTTA[T/CIGACATTTGATGATAGAAATCAAAAGATAATGGAAAACAAAAAAATAATTTCCCATACCAT
321 GCTGGAGGGTTAATAGTCCCCCTTCAGATCTCTACATTCCCAATTGATTCTTCATCTCCT[T/G]JACCTTATCAAGACTGTATTCCTGTATCATAGACTTATTACACTAGAGTTAGGTTTGTAAA
322 ttaaaattatttt CACTTATTCGTTGGAACACCTTACAAGACATAGTGCCTGATGCAGACIA/T]gatatctaatccccaatatgatggtatttggaggtggggccttigggagatgattaagtc
323 CTCCGGTCTTTGAAGTAAAATAGAAGAAAGTGGAGATGTTACTTAGGCAAGCATCTTTCAJA/G]CACTAGAGCATTTATTCAAATGTGACTATATCAGGCAAATCTTTTATGAAGATGGCATAT
324 TGGATCAATCCCTAACTCAATAATGTTCATTAATTGGAATATTAGATGATTTATACATCTI[A/TITGCCCATTATGAACTCACCACATAGTTACTGAACCTCCATTTTCTTTTCAAATTACAGAC
325 CTTTTTCTTTACTCTTAATTTACTATCGAATCATTAGATTTTTCGGTATTTGTAATACTT[C/G]TGTTAAGTACAGTAAATTCAAGCATAAACATGGGAATATGCCTAAGATTGCTTTCTAGAA
326 CTTGAGAGTTAGCATAGCCTATTGGTTCAAGAACCTGGGCTCTAGGGCCAGATTTCCTAG[C/GICTTGGAATTCTTTACTGTAATTTTCTCTGTGGCATAACAGGTACACTCAATGCATAGATT
327 GGAAGTTTTACTTAAAGTAATTTATACAGTTCAGAACTCGCCACTAAAGTTCAACATTTC[T/CJAAGAGCTATACCTTTCTGTGACTTCATTTTTCTCAAGTGACATTACAAATTTCTGGTATT
328 CCTGAGTTAAAATAACTGTCCTGGCTAATTTGAAAAATACATTTAATATTTTAGTTAGAG|C/GJAACTCTAATTGATGATTGCAATAGTTCTTATGTGTAAATTCGTTTAAAGTTTCTCAACGG
329 AAAAAAAATGCAGCTGAAAAGCAAATAATGATTTGAAAAACTGAGCTAAAGCGTTTTTTC[C/G]TATAACTCAATATGATGGAGCAAGTAAATAGAACAACATGAACAAAAGAGATACAGAGAA
330 ATATCAAAATGTAGTAACCAAGGACCTTGGATTCAGGACAATTTAGTTCACATTCCATGC[T/CJATCCTTTCCTTGATGTGTGATATTCAGCAAATTACCAAGATTCCCTGAGCTGTCTTCTCT
331 TATCACAAAATTTTTAGAGAAGTCATTTTCTGACACTTTATATTAAATTGTGTGCAGAAAJA/G]IGACTCAAGGAAAGACAAGTGATGGCAAAGATTATTATGGCAATTTCCCTAGTCACTAAAC
332 ATGTAAGTTAAAGTGGACACATTGGGTGTTCCAATGCAGAAGAATACAGAGAAATGCCACIA/G]IGGCTGAATATTTGGGCAAAGACTAACATTCTCTTGCTGACAAACATGTCTTTGTATTTTG
333 GTCTTAATTTTTGTTGTTGTTTTATTCTGAGTGCTTTATGTGCATTGTCTAGGGTCATAA[A/G]TTTAATTAGTGTCCAACTTAGTACTACACGGTAGTGTCTCCCAATAGTATATTTTTCCAT
334 AAATTGTTATCATTTGAGAGGTTTTATTTAAACATCATGAACTCACATAGTATTCACTAA[A/GIACTTTTATTTTTAAGGTTCTCAAACCTATGCATTTAAAGAATAATTTTTAGCAATTTTCA
335 TGCAAATGAGTGAGTATCTGGAAGTTGAGATTAATGCTAAGAAACAAAGAAATATTGTTT[T/CJATGAAAGCACACATCAAACAACAACAACAACAACAACAACTGGACTGAGGCTTGAGAAAA
336 TATATATTGTTCTGGCCACAATGGTGTGTGAATATTGTATATATACAGCCTCATAGAATCIA/CICTGTCAAGACCCTTATTAAATATACAATTAACTTTCACCAATGGATTAATTAGTCTCATA
337 CTGGAGATAAATATTTTAAAGCAGTTTCCAGAATGCTTTACTTATGGGATTGTGCAATCCIA/TIATGTTGTCAACCTATTTTGCCAGGTTTGTCTGGCATTGTTTTTTTTGGGGGGGAGGGGTG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
338 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7564926 212670237 T
339 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2371438 212673776 T
340 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2371440 212678711 T
341 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs11903314 212688244 T
342 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7426206 212692700 T
343 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1568519 212714637 T
344 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7579746 212725217 T
345 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1357142 212725707 T
346 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6737841 212729291 T
347 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521657 212731683 T
348 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521653 212736287 T
349 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs939664 212746332 T
350 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497961 212751316 T
351 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521646 212752500 T
352 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1915745 212753019 T
353 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7608095 212778696 T
354 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2049180 212789985 T
355 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs9288446 212790272 T
356 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1521641 212802134 T
357 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1402770 212822805 T
358 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1948875 212830963 T
359 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1021916 212841067 T
360 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2135161 212844992 T
361 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1568516 212850372 T
362 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs953831 212859060 T
363 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1857795 212873152 T
364 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1505344 212875519 T
365 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1910866 212891941 T
366 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7601515 212898738 T
367 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1505366 212899634 T
368 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1505374 212900905 T
369 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1394785 212919219 T
370 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1505360 212920375 T
371 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497971 212933104 T
372 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497972 212933541 T
373 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs11892564 212934789 T
374 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs4511675 212941984 T
375 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1394795 212947747 T
376 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7575393 212970360 T
377 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1394796 212978672 T
378 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1283310 212982136 T
379 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs13383863 212992266 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
338 0.18 0.49 0.00 0.01
339 0.06 0.05 0.08 0.08
340 0.40
341 0.03 0.16 0.00 0.00
342 0.35 0.24 0.22 0.11
343 0.09 0.29 0.00 0.00
344 0.03 0.19 0.00 0.00
345 0.28 0.03 0.31 0.22
346 0.01 0.03 0.00 0.00
347 0.31 0.00 0.00 0.00
348 0.33 0.38 0.09 0.09
349 0.35 0.23 0.10 0.09
350 0.10 0.17 0.00 0.00
351 0.40 0.12 0.13 0.22
352 0.23 0.13 0.00 0.00
353 0.33 0.38 0.09 0.20
354 0.50 0.33 0.12 0.22
355 0.20 0.27 0.11 0.16
356 0.44 0.34 0.13 0.21
357 0.24 0.41 0.00 0.00
358 0.46 0.03 0.13 0.23
359 0.01 0.01 0.07 0.24
360 0.11 0.22 0.00 0.00
361 0.03 0.15 0.00 0.00
362 0.09 0.39 0.01 0.03
363 0.02 0.00 0.00
364 0.31 0.06 0.11 0.14
365 0.18 0.30 0.25 0.20
366 0.19 0.48 0.24 0.24
367 0.03 0.24 0.23 0.19
368 0.07 0.03 0.24 0.19
369 0.29 0.41 0.17 0.13
370 0.43 0.06 0.17 0.16
371 0.18 0.03 0.05 0.04
372 0.07 0.36 0.07 0.03
373 0.21 0.24 0.07 0.03
374 0.30 0.35 0.10 0.10
375 0.08 0.00 0.00 0.01
376 0.16 0.41 0.13 0.10
377 0.23 0.32 0.05 0.02
378 0.48 0.13 0.17 0.09
379 0.08 0.18 0.08 0.02
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R
1 Sequence
338 TAATTTCATCATTGTTGTAACAATGTACAGGATGCTGCAGAAGGGAGAGGGGAAAAGTGTI[A/G]JCCATTACAATTTAGGAAGGCATAGTGTACTTTTATGAGGAGGTAACATGATACTGGAAAG
339 TATTCTGCCTGAGTAGGAGCAGGGAAGGTTTTAAAGAAAAGGTAAGTCTTGATCAAATACIA/GJAACAATTTTGGCAGCATTTAGATAACTAGGCCTTGAGTCCTTTAGAGTCATTAAAGCAGA
340 CAAGCTATACAACACTGTCCTGACCTAATTGATATGGTTTAACTGTGTCCCCATCCAAATIA/ICITCATCTTGAATCGTAGCTCTCACAATTCCCACGTGTTGTGGGAGGGACCCAGTTGGATGT
341 ACAGTTTTCACATTTTATTTTTACACTTTTGATCCTTAAATTATACTCTATGTGACCAAC[A/GJAGAGACCTTTAAAATTGATTTGGTCTCATGCAAAATTGTTCATCAAGTTTAAATCTGTCT
342 CCTTGGTAGTTGAATGTTAAACATAGTAAACTGGATTTCTCTTCCCAAAAAGAAATGCAAIA/GJAACTGGAGGTCAGAAGAAAGCTGGCATGAAAGGTGTTTACAGAGATAAGCATCAAGATTG
343 ATAAATGGCACCCCTTTCACTAACTCAGGCAAAAATCTAGTCAGTCAACTATTCTCTCTT[T/G]JCCATAACCCAGTTATAAAAGCCACAAAACCATATGCAAATCCATCAGCTCTTTCTTCAGA
344 GAGTTCCTGTGGTCAAATCGGTCTCCATCATCTATTACTTTTGTGATCTTCGGCTAATTA[T/CITTTACTCCTATTTGGTTTCCTTTATAAAAGGGAGTTATTAATAATGCCTTCCAGAATTAC
345 CCCATACATCTAACTGCCTATTGAATATCTCCACTCATAAGTTTAAAGGCCCTTCAAGTC[T/CIAACAGGTTCAAAATTAAAGTCATCCTTTTCCCAGAAGGAGCTTCTCCACTTGTGCTTCCT
346 GGGAAAAAAAGGAAAGGAAAGCAGGAACAGAAACACCTGTCAGTCATGAATGACTTATTGIA/GJCCCAGTTCATCAGCAGGGGAGCTGAATTTGATCAGTTCTGCCATGATTAGTGTCACTACA
347 AATAAACAGTGTATTCTCTAAGGAAAGAGACAATGTGCAATTCACTTTTGTGTCCACCACIA/GJAGCTAGCCCAAGTCCACAACTCAGCAGAGGCTCATTAAATATCTGTCAATATGAGATGAA
348 TGTTTAGTTCCTTCACCCTTATTAATGAATAGTGCCTTTATATCATTTATGTTTTTTCAA[A/TITGTCATATCCTGTGAAAAGAAAACCTTGGAAAAACACAGTTTTGGGTGATGGGAAACCTA
349 ATAATGCTTCAAGGCCTTTGCCTTTGCTACTCCCTCAGCCTGGGGTACTCTTCCCTAGCT[C/G]CAGGGCTTACTTCTTTCTGTTTCTGTTGTATGTTGCCTTTTCAGAGTAGTCACCTGTATA
350 TTTAAGGTTTTATTTTGGAAAAGCAATTAAGAGGACACTAAAGGATTTCAGACAAGAGAT[A/GIATGTTAGGGCAAGATGATGATGCCCTAAAAATGAGAGTTATGTAAAGAAGGAGGAAAGTG
351 GGGTGAGCAACATGATCTCTAATTCTCACACCCAACAACCCATGGTAATCTTTTCTACTCI[C/G]GTGTTAATATAGCTCTTTGTTATTCCTCTCTCCTAGAATTTATCTACC
352 TTATTTTGGCATGCAACGGCAATTATCACAATTCTCTTTCAAAAGGATCTGCATGGCTTT[A/G]TATTACCATTTTTTAGACATAAAATTTTTATGATAATATGCATCAAATAATTGTACCCCA
353 AAGCATTGTTACATATCAACAATAACAAATACACCATCTTTTACATGTAGGAGGGTCTTA[T/CIAGAAATAAGTAGTCAGATACTTAGGTAAATCATAGAGAGAAAATTTGAATTTTTAAAATT
354 TTCATTTTTAAACATTCCTTGCAATATCCTTCACATGTATGTGTTAAGATTGCAGATCAA[A/G]GCATCTGGTCTGTAATGCCTTGAGCACACAATAAAGAGAAAGGTAGCATCAGACAATTAG
355 TAAAAGGGTCTTCTGTGGAACTGATCAGAGCCAAAACCAAAATTTGTCTCCAATATCTTT[C/G]TGTCATCACCCACCAAAGCTTCTTAACATCTTTGCAAGTTCAAATGTTATTTAACCCTTA
356 TCTGTTTCCCTCTCTTCTAACTTTGTCATTCTCTATTATTGTTAAGGTTTCCCTCATTATI[A/GITTTTCCACATTAGACTGTGTTCCTTAATTGCAACACTGTACATTATTCACCTATGTGTCA
357 CTGCATATGAAAAGAAATCAGCCIA/GJACATTTTTTCTTATTTATGGCAAATCAAATACTGACTTATGTATATGAATATAGTAAAGA
358 GGGGTTTTGAAATATTGTTAAGCACATTATAAATGCTAAAATACTTCATAAACCACTTTT[A/G]TAAACAGGATGAATTGAGAGCTGTGAAA
359 TTTCTGCTCCCCCTCCCAAACTGCCTCAGCTTTTGTGAGATAACATTTATGGTTCCTACCIT/C]TCTTCTAGAGAATGCTAACTAGAAATTGCATCAGGCATTTGATATAGTGGTGATGTTTAA
360 CTTATAAGGATTAAAATTAACTGGTTACCAATTAACATTTTTTTTAAAAGACCTATGCCTI[A/GJAGGCAGAAACTTTAGAATGTGAAAACAGAGCCTCTCCCAGTTTTCATAGCAATTAACCTC
361 TTTAATATTTTTTGATGTGTGTTTATTGAGCTAATATAATGGAACTTGCAACCACAACGGIA/T]ITTCTACACGATTTCACCCCCGAATAAATAAGCACAACATATTCACCGTGAGTTCCCTGGA
362 ATAGTCAAATGTCATAATGGGCAACATGAGTTACACGTTGGCTCCCTTGAGTGTCTCCTC[A/G]TAATCACTTCAAATCTTACTGAGACCGAGATTTCAAAGCAAGAGGTACATATTAATTCAG
363 GTTCAGCAGAAGGGTACAGTGTTAGATGTAATTTGTTTATTGACAATCTCCAACAATGGT[T/G]JCAGTGAACCAGCAAACACCACAAAAGTAATGAATCCTTTCCTCTTTTAAGTAATTATATG
364 AAGCCATCAAAATAAGGGGTGAATTAGAGTCCATTTTATTACCTCATATAATTGCAGTACIA/G]ATAAAACATTGGCAAAATATGAGTTTCAGAATTTTCTAAGCAATCACCTTCTCTATTTTT
365 AGCTGGGATCACTGAATTTGGATTGAAAGTGTGGTATATCTATTATCCCAAGAACCTGAA[T/G]JCAAAGAGAACACTGAAAAATGGTGAGGATTGGTCCCCACTGGCTCTCTGTAGCCATGGCA
366 TGCTTAGGAGAGGATGTAAGCAAAAGCCATGTTATCAAAACTGGGTTAAAATGCAGCACAIA/GJAGGTAAAGGTGTGAAATGGAGTATCATTACTAACCAAAGGTGCACTTTTGGGTTGGGGGA
367 CTATAGAAATGCTATTTTATATAAACATAGACGCCCTCAGTCCCTAATGCATAACCCTTT[T/G]JTACCAACCAGGGCTTTGATTTTCATGCTGTCCCAAAGTTGCAGACATGTTCACGACACAG
368 TTTTGAAAAAAAAATAAGGCATAGATACTCTTTCTGCTTTAATCACCCCTTTAATTCTCA[A/GIATTGGGCCTAATGATTTAGTATTTGTCATCTAAATCCAAAACAGTTTTCCAGTTAACAAA
369 TTGTCAGGTGCATATCAACATTTATGTTGTCACCCTGGGCCAGCAAAACATTTAACAGAT[C/IGITGCTGTATCTATGTTTTCTAAGTATTTGATACCTATTTTTATATTTCCTCAATGATGGCC
370 AATTACAACTTTGATAAGTGATTTCAAAATATTCCTAACTTTGTAATTTCAAAAAAAAGG[T/G]JCATTGGGAATCACTAATATACCCAAAATGAACTCTGAGGAAATGACAGATATTGGAGTGT
371 TGTGTTTGTAAAGGGATCTATTTGTGGAAAACTGACACCTCACTGTCCCTAACAAAGAACIT/CITTTCTATCACTTCAAAATGAAGGCATCCACAATGACCTACTATTCTTTACATCTAATAGA
372 GACTCTTGTAGCAACTTTTTTATTAGAATAATGCCTAATCTAATGTTTGGCATATCATGG[C/G]JCTCTCAGTAAATGCTGCTAAATGACCAAACTTAGTAGCAACTGCTGATTTTTATTAATGA
373 TGATTCATCTACAATAAAATAATAACTTCTATTCGACAATGTCTGGCATGTGGTTGTCACIA/GITTAGCATTTGATTAATATGAAAAACAGCAGAAGTGTGAGTTTCACTCTGCGTTTTAAAAG
374 TCTCAGGCAGGCTGTAGGCCAACCTTCTGAATTAGAATCTACCTTGTAACACTATCCCCA[T/GITGCACATTTGACAAGCACTGATCTAGGACTCATTAAGTTTCTAAAACAAAGGTTGCAAAA
375 GAAAGGTTCCTATTAGTTTGTCCTCGGCTTTGGAAACTAACAAATAAAGAAAATTGCATA[T/CIGATTTGGGGCAAGAAAATTTTCTTTAGTCACTGATTTACTCTGTGGCACAATCATAGCAG
376 GGCATGGTGGCACGCTCCTGCAGTCCCAGCTACTCAAGAGGCTGAGGCGAGAGTATCAGT[T/G]JGAGCCTTAGAGGTCAAGGCTACAGTGAGCCATGATCTTGACACTGCACTCAGCCTGGGTG
377 GTGAGGATATATTTTCACAATTAATCATGCACATCTGTTTCCCTTAGATCTTCAAAGTTA[T/CIGAACATACTTCAATTATTTTTGTATGCTGGCTCCTAGGGAGCAGCCACACTTAGTAAGTA
378 TTCATTTTAATTAAGTATCCATTTTCATGTGCTTGAAACAGAAATGAATATAGCTTGGAC[A/G]JGGGAACAGGTTATTTATAAAAAGGGAGATTTAAATGAGGGTAAAAATACATGGAAAGACA
379 TTTCAAGTCAATCTACGAATGACACTACATGCTGTAACATGTAATCACTAGATTTGGAAG[T/GIGGGAGGCAAAGAGTTGCCTGCATTTGAAAGTAGTGAAGACAAACATATTAAATAGGAAAA
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

380 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7570330 212997889 T
381 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1505349 212999751 T
382 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs2062930 213021330 T
383 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1505372 213024715 T
384 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs972489 213025126 T
385 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs7564771 213031181 T
386 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6435706 213046909 T
387 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs10497974 213048055 T
388 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs6752299 213056612 T
389 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs979452 213061384 T
390 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1384295 213093389 T
391 2qg34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1351593 213102850 T
392 2q34 ERBB4 HER4 v-erb-a erythroblastic leukemia viral oncogene homolog 4 1,156.5 2 rs1384292 213110886 T
393 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1728818 11007992 T
394 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1710887 11014960 T
395 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1568074 11016308 T
396 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1710891 11024133 T
397 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs2697144 11026099 T
398 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs2930154 11028389 T
399 3p25.3 SLC6Al GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs6778281 11028517 T
400 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1170695 11030338 T
401 3p25.3 SLC6Al GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs9876005 11037763 T
402 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1728802 11041520 T
403 3p25.3 SLC6Al GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs10510403 11041670 T
404 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs11925331 11047167 T
405 3p25.3 SLC6Al GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs2675163 11050014 T
406 3p25.3 SLC6A1 GAT1 solute carrier family 6, member 1 (GABA transporter) 46.5 3 rs1062246 11055169 T
407 3p21.2 GRM2 MGLUR2 glutamate receptor, metabotropic 2 11.6 3 rs4687770 51730105 T
408 3013.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs2399496 115328703 T
409 | 3qg13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs9824856 115335421 T
410 3g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs2134655 115340891

411 | 39g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs963468 115345577 T
412 3g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs3773678 115352768 T
413 | 39g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs2630349 115356062 T
414 | 39g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs167771 115358965 T
415 | 39g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs167770 115362252 T
416 3g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs1486009 115371222 T
417 | 39g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs6280 115373505 Gly9Ser
418 3g13.31 DRD3 D3DR dopamine receptor D3 50.3 3 rs9825563 115382910 T
419 | 3913.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs4688043 121073938 T
420 30g13.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs1381841 121161492 T
421 | 3913.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs11923854 121229259 T
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
380 0.18 0.04 0.00 0.00
381 0.18 0.00 0.00 0.00
382 0.48 0.48 0.01 0.04
383 0.30 0.25 0.01 0.04
384 0.19 0.06 0.00 0.00
385 0.21 0.08 0.00 0.00
386 0.01 0.25 0.03 0.04
387 0.02 0.34 0.00 0.00
388 0.03 0.25 0.02 0.04
389 0.25 0.05 0.01 0.00
390 0.42 0.07 0.14 0.07
391 0.13 0.25 0.09 0.03
392 0.47 0.17 0.13 0.06
393 0.29 0.44 0.45 0.47
394 0.48 0.20 0.36 0.46
395 0.48 0.28 0.47 0.50
396 0.46 0.42 0.46 0.40
397 0.23 0.16 0.35 0.36
398 0.23 0.00 0.18 0.17
399 0.09 0.20 0.11 0.13
400 0.31 0.43 0.35 0.40
401 0.02 0.35 0.11 0.14
402 0.09 0.00 0.17 0.13
403 0.17 0.18 0.30 0.23
404 0.04 0.45 0.40 0.32
405 0.24 0.11 0.38 0.32
406 0.34 0.28 0.41 0.44
407 0.18 0.49 0.36 0.40
408 0.50 0.31 0.33 0.44
409 0.03 0.38 0.01 0.01
410 p=0.022 (Talkowski et al. 2006), haplotype (Dominguez et al. 2007) 0.28 0.04 0.34 0.19
411 haplotype (Dominguez et al. 2007) 0.36 0.03 0.32 0.41
412 0.13 0.26 0.17 0.20
413 0.08 0.32 0.15 0.14
414 0.17 0.13 0.18 0.22
415 0.29 0.28 0.24 0.33
416 0.07 0.06 0.00 0.01
417 p=0.001 (Talkowski et al. 2006) 0.35 0.12 0.24 0.37
418 0.27 0.46 0.23 0.32
419 0.07 0.23 0.01 0.07
420 0.18 0.02 0.00 0.00
421 0.18 0.02 0.00 0.00
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R

1 Sequence
380 ATGAAAGTATAAGCACAAAGACAATTGATCAAATTATTAATTGTGGTCTTCTACTGGAGA[C/GITATGACCCATGTCATTTTAGTTATACATAAAGAAAAATAATGGTGTAGGTGATACCTAAT
381 AGTAAAGCCTATATTTTAAAAATAACCATTACAGATTGTGAGTGCAGTCTAGGATCACAT[A/C]JGCAGAACTAAAAGCTAACTGGCCCACCCACAAAGTAAATGTGAGACAGAGGGCTCGGGGT
382 TATTCTGTAACATCTTGTGCGATTAGCAAATGTAAGGCCGAAATGAATCTTTCAAACAGT[T/G]TATAAACAGTTTGATTTTCAAAATTATATAGACATTTCATTCTGATGTACGCAATTCATG
383 AGTCTGCAGTATAGTATTTTACTACATGGTTGATGTTCGGCTATACTTAAATGTTGGAAAJA/CITATCGGAACATTACTTCAGATACTAGAGTTAATAATATTTGAAGTGGTGAAGTTTTAAAA
384 ATGTGTTAATAAAATATGCAAGGTCATTAGGCTGGCATGATTTAAAGAACCTTGGTAAGT[T/CJATTCCCTCCCTTCATCCTCCCCCTTCATTCCACACATAACTTTCTGCTCTACTCATGACA
385 ATGTAAAAACAAAGCAGAAACATTGGAAAGCAAATGAGTGGAGCAGGAGAGAATGATTACIA/GJACAAAAAACTGTAATATCTTTTGAAAGGACCATGCAAAGGCAGCCAAGGGGAAAATTCCA
386 TTTCATGACAACATGAAATTTAACCATTATATGTTTTAATATCCATATTAATCCTGAATA[C/G]JGAAAAAAGGTGGCTTTGACAAGTACTTCATAATAGCTAACAAAATTCAACCAATTGTAGA
387 TGAGCCACCACAATGGGACCATTCTCCATCTTATAGCCTCTATTTCTGTTGGTTGCGTCA[A/G]ITATCACCTAAGCCCTCAAGTAGAAAGCTTACAAATCTCAATTCTTCTTTCTTCATAGTCT
388 ATAGTTCAGAAACTAAATGTTTTCTCTTCTCTTTGTCTAAAGAGAATATCTTGATTTAGGIA/CJICTTTAACTCCTTCTGGAACTCTTTCAAGAAGCCTCACCCATTGACTCTTTCTAAATCTGC
389 CAATATGCTAAAATAACATTGGCCTTTTAATTATAGTCATCCCTCTAGTTTTAACCTCTA[T/CIAGTCTGTCATCCATATTGTTGTAAAAATGATTTTCTAAATCACAAATCTCATCAGGTCAC
390 GGACAAACCATGAGCTATACCTTTAAGATAAAAACCTTTTAATGTAGTAGTTGAATTACCIA/GJAAATTTTTATGTGCAAGAATAGTAACCCAATAAAATAATTTTTACATGCAAATAACCTTA
391 ATCTCATGACTATGCCTTCCTTATTGTCCTTACTTTTGCTGATCCCTTTTCCTGGAATTT[A/GITGGCTTACTTGGTGCTTTTACTTGGCCAAACTTTTGAATCTTTTAAGTTTTACTTTAAAT
392 GCTTTGCACCTGTGTGTGCTGCTGGCGACCGCTGCGCCCCCAGTCGCCCGAGCCTTGTGG[C/G]JGTCAGACGCAACTCGCGCCCAGCCCGGGCAGCCGGAGTGCAGCAGGCGGGCGCGCCTCGG
393 ACTGTCCTAGGCTCCAGGGACAGAGCGATGGACAAGACAGGCCACAGCTTTCAAGGTGAT[C/G]JCCAGTCCAGTATGGGAGACAGGCTTTCATCAAATAACCGCACAAACCCAGAATGACAAGC
394 GAGCCCAGATGAGGCCAGATCTGGTAGGAGGCAGAGCACAGAGCACTCAAAGATCGAGACIT/G]TACAAGAGAGCGTGGGAAGGCACGGCTGTGAGGCTGGGGAGAAAAGGGCCGTAGCATCTT
395 ACAGGCTTGAGGCCCAGCAGAAGGCGGCTCTCCCACTTCTTTCTCAGGTCTGCAAGCCCAJA/G]JGCCTCGGAGCCCTGCAGCTTTGGATCTGATTCCCAGCTCTGCCCTGTGTCAGTGGTATGA
396 TAATTAGGGGCCAGAACAGACGTTAGTAAACCACTGATCGTGTGAGCGAGACAAGCAGGA[T/CITGGATCAGAGTGAAGTGGAGCTGGAAATTGGAGTCTGACTGTCCTGCTTGCACACAGAAG
397 TGGCCTGAACCTTATGGACTCCCAACTCCCAGCCAGCCGCATACTCTTACTCAAGAGATG[A/GJAGGAAAGCAGTTTCATGCCTTGGTATAAACCCCTCAGCTGCCTCAACGTACCTGAGAGGG
398 TGCCAATCTCTGAATGACAAGATGCTTTGTAGGGAAAGAAAACATGTACAGTTTGGAAGC[T/CICTACATCAGAAGTGGCAAAATGGGTCAAAACTGGCCCTTGGGCTTGTTTTATTTGGCCTG
399 TCTTTGTGCTTGGTTTGGCCCCATTTTTATCAATGGCTTTAACACTTGGTCATAGAGCAT[A/C]JCACTGAGGAAGGATGGGATATCCTGGGAATGTTTTACCATCTTCCTGCCTGGAGTGTCTT
400 CTCATCTATAAAATGGGAAGATAATAATAACTCCTTCCGAGGGTTATGGTGATGATTAAA[T/CIGAGATCATGTGTGTAAAGCATGTACAACTATGCCTGGCATATAGTTAGGGCTTAGGAAAT
401 accagataatgtggccatagtcgtcagcatcetggggectggcacagagtggtcaagggg[A/GlagagtggatcagagaggcaaacggaggggaataaccagcataGCCAATTAGAATCACCTG
402 TGTTTAGAGTTAAAAAAAACGCAGTACATACAGGTTTGTTTCCCATTTTGTTCACTAAACIA/GITTGTTTTATTGCCTCATGAACAATTTGACGTTTTAATTGCACAAAACAGTCCCTCAGAAG
403 GAACCTCATTTTGTAAGAAAATGTGATTGCATCTGCAAAGGAGAGTTTCAGAGGAGCATT[A/GIAAGTAGGAACATCCCTGCATTTATGTGTTCGTCAGACAATTCTTGAGTGTCTACTATATA
404 cagacaaattagatgattttggagagtgtcaagtgccctggagaaaagaggacagcagcal T/Clagagaatggccagtagcacaggaggggcgctcecctcagacaaggtagtcaagggaggtcet
405 CATCAGGGAGAAACAGCCCCTGCCCAGGAAAGCCTTTGAAGGAATGGCTGGGATAGATGT[T/CIGAGTGGGAGGGACATTGAGAGTGGCAGGGGTGGAGGGGATCATCATGTCAGTCTCCTTTT
406 TGTAGAGAAAAAAAAATATGTGTACACATATGAACGCACAACATGCACATTCATCCTCACIA/GITGTGGCACGTAAGGTCTCATTTGATATTGTGTAGGAAATCTGAAGCCTTTTCCTGAGGTC
407 AAGAGTCACATTACAATGGCAGCTCTGATGATGGCCACCTTCCCACATTTGAGCCCTGTC[T/CIJAGCAGCAGACCCTTGAGATAGAACACCAAGATCCAAGAGGAAGTGGTTACATTGGGCAAA
408 TCTTTCTTCAATAATAAATTAATCTTGGCTTACAGTCCCTTTTTTACCTATAAACTTAAAIATITTTTTTTGACATTTTTGACTCTTTTGTAATAACACTTAGCTTAAAACACAAACACACTGG
409 AAAGCCAGATATTCACTTCATACCTCCATTCCCATGCAGCTAGAGCTCAGGCACATGCACIA/CJAAGCCCAGTCAATTGCAGATTCACACCTGAGACTTTGAACTGGAACTTGTGAAGCAGGGA
410 TTTAGCTAAATTGGAGACACAAATCTGACACCGACTTTGGAATCTGCTAATTTTGGCTGC[A/G]CTTTGAAGGTAGGAAATCCAATCTCAAGAAAACATTGATAGTTGCCTCTAGAGCCTGCCT
411 TCATTCAGGCATCTTCAGAGTTTCCTTTGGCACCAGCACACCATGCTCTGCTGTATCAGGIA/GITCTGTTGATGATGTGATATTTGCCTAGACTGCTGGGCCTCTGCTGGGAGTTAAGGCAACC
412 TGTTCAGTCATGGCAGCAGCAGGACTCAAGGCTCAGCCCCTCCTCCAAGGTGCCTCATAG[T/CITACCACTAACAGCGAGGCCCTTGTAGACATATTGTACTAGAAGCCCCCGGCAGAGTCTAA
413 AGAGTTCTGTGAGGGCTGCTTTTCACCATCTTTTATTTGGTCAGACAGGGGGCTCAATATIA/G]JTCTTTAGTTCTGTGGACTCCCCTCCTGGAGTTGTTGAAGGAGAAAGCTTTTTGCAAATGA
414 CAATTTCATCTCTTCCCAGGTTGCCCCATACCCTTCTCATGCTCCAAAGTCTATCACAAT[A/GJATCCTCTTTTCCATAAAGCCCTTTCACATTCCCACAGTCTGATTCAGTCACCCTTGAACT
415 CATTTTTCATAAAATTTACCTCCAAAGTAAAAATCTATCTGGCTTCAGCTTGTAAAGCTT[A/G]JGAAACATTCTGAAACAACATTTATGGGAATCTATGTAAAATAAGTCTGTGCCAATGTGAC
416 AGAAAACCTATATGTACTACTACAGTGATTTCTTTAAGGCCTTTGGCAAGATTTCCTGTC[A/GITTTTCTATAGTCTCACCTGCCCTTCTATGCTCAGTAGTAGAATAGGAGCACCAGTATATC
417 GTGGGCGGGCCTGGCTGGCACCTGTGGAGTTCTCTGCCCCACAGGTGTAGTTCAGGTGGC[T/CJACTCAGCTGGCTCAGAGATGCCATAGCCCAGAGGGAGGTGCGTGATGCCAAGGGGCTTCC
418 GACCCCCGTGGTGAATGGGGAGGGATTGGTGTGGAAATAGAAGAGAAGCAGGGTAAATGAIA/GIGTGATCCTTTCTCTCTGGACTTCACTATAGGTGAAGATTAGCAATTGCTCCTTTTATCTG
419 CAAATTGGGACCTTCCTGAGAGTGAAGAGGCAAGCAATTAATAATTACACTGGACAAGCAIA/TIAAACTGGCACATAAGATCACCCTTGTCATTATATGTATTTAACGCTAAATTTTCCTAAAG
420 TTCAAAACTTACCCAGGATCCCAGCAATTGCACTCTTGGGCATATGTTTTATAGAAATAGIA/GIAATTTACGTTCACATTAAAACCGGCATATGAATGTTCAAAGCAGCTTTATTTAGAATAGC
421 AATATTCATGACATAAGATTACATGAAAAAGCAGAGTATATAGCTACAAATTGCTATATA[T/CITGTGATCCCAATTTTGAAAACAAATGCTACACAAACACACCAAAAAGTAAACAGTTTTCT
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
422 30g13.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs10934505 121250012 T
423 | 3013.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs968824 121255730 T
424 30g13.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs334555 121286826 T
425 | 3g13.33 GSK3B glycogen synthase kinase 3 beta 267.7 3 rs3755557 121297647 T
426 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4315750 46745942 G
427 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4694834 46774165 G
428 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs6818828 46787693 G
429 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs6854637 46793476 G
430 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs1866989 46795862 G
431 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs1470207 46818137 G
432 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs1946966 46832233 G
433 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs6827925 46851302 G
434 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs1542097 46856324 G
435 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs3822110 46863626 G
436 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs2044081 46913097 G
437 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs1372497 46917095 G
438 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs7672100 46960347 G
439 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs2078610 46983811 G
440 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4396966 46985892 G
441 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs9683412 46997541 G
442 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs13102109 46997899 G
443 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4235146 46999617 G
444 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4518219 46999789 G
445 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4627835 47005024 G
446 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs10000697 47010078 G
447 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4599390 47030500 G
448 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs728292 47052237 G
449 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs6830892 47060562 G
450 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4694846 47063555 G
451 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs13107066 47073452 G
452 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4695226 47077677 G
453 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs7439087 47091757 G
454 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs7679148 47111576 G
455 4p12 GABRB1 gamma-aminobutyric acid (GABA) A receptor, beta 1 395.1 4 rs4591574 47118352 G
456 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1513467 93464181 T
457 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs13115966 93503757 T
458 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6821502 93511369 T
459 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2089990 93519211 T
460 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1513460 93528549 T
461 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6826363 93549155 T
462 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs13109229 93551627 T
463 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs5021051 93565766 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

422 0.06 0.36 0.50 0.49
423 0.25 0.33 0.01 0.07
424 0.20 0.00 0.00 0.00
425 Y 0.18 0.12 0.18 0.08
426 0.07 0.32 0.16 0.16
427 0.14 0.28 0.39 0.29
428 0.32 0.03 0.03 0.04
429 0.05 0.31 0.10 0.14
430 0.47 0.40 0.22 0.21
431 0.48 0.48 0.39 0.49
432 0.48 0.35 0.40 0.49
433 0.08 0.08 0.18 0.12
434 0.11 0.08 0.18 0.12
435 0.06 0.38 0.35 0.38
436 0.08 0.07 0.05 0.01
437 0.28 0.36 0.38 0.28
438 0.25 0.09 0.02
439 0.37 0.25 0.03 0.04
440 0.47 0.28 0.26 0.31
441 0.39 0.26 0.02 0.03
442 0.06 0.00 0.10 0.00
443 0.38 0.10 0.02 0.03
444 0.28 0.00 0.02 0.03
445 0.21 0.13 0.07 0.12
446 0.42 0.30 0.25 0.31
447 0.44 0.27 0.27 0.32
448 0.43 0.34 0.01 0.00
449 0.49 0.36 0.10 0.12
450 0.32 0.45 0.09 0.12
451 0.48 0.43 0.11 0.14
452 0.47 0.25 0.10 0.14
453 0.33 0.39 0.09 0.11
454 0.30 0.34 0.16 0.08
455 0.43 0.20 0.23 0.10
456 0.05 0.02 0.00 0.00
457 0.01 0.00 0.00 0.00
458 0.29 0.43 0.31 0.22
459 0.23 0.09 0.46
460 0.29 0.18 0.33 0.29
461 0.24 0.48 0.18 0.21
462 0.20 0.30 0.17 0.24
463 0.29 0.24 0.06 0.07
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R
1 Sequence
422 TAAGAGCATAAACTCTGGAGCCAGACAGCCTGGGTTAAATACTGGCTCTGCCACTTACTA[A/TICTGTATTACTTTAGCCAAGTTTATTTATTTCAGTTCCCTGTGCCTCAGGCTCCTCATCTG
423 AATGTTCTAGGGAAGGAGAGAGAGGAGGGAATGAGAGATTGAACTAAGGATAAAATACCA[T/CICATCTTGAACTTTCTAGAGAAATGTTTTTTATGCTTCTTGTTTGCTCTTTTTGTAAAAAT
424 GAATATGATATACAGTACGTTGCTCTTCTATATACATGTAATTATATCTTATTATTAAAA[C/G]TCTACCAACTCAAAGCTTCCCCCTTTCCTTCATAATTTAAGTAATGTATAGAATGTGAAA
425 TAATTTCTACCTGCAGAGTCATCTCTTTCTGTTAAGATGCTGTCTCCAGAAAGCACATGTI[A/TIAAAGGACCTATATTTGATCAGATTACCTGGCTCTTGCTTTGAAACACTGATGAAGGACTT
426 GCAAATCCAAGTTTTCGTTGCTCCCTCCTTTGGCATCCATGTCATGGTTCATAAAGGAGGIA/CIAACACAATAGTTTTCCAGTCAGGTTTGCTAGCAAAGGCGATTTGTTTGTTTGAGTTCAAG
427 CTTTAGGTCACAAAATATTCAAAGGAGTTTTGTACAAAATAGTCATTAAGCCACCTAGAT[A/G]JGCAAGGATGGCCTTATCATCTACCTGCAGCATAGTAGAAAAATAAAAACGAAATAGTTGG
428 CTACTCTTCTTTCATGAGCCACCTCAAATATCATTTCTTCTATGAGACATTTCCATACAA[A/TIGTCCATCATCTCCTCGAAGAATATACACTTCTTATACTCTGGTGTTGTTCTGTGTAATTC
429 CAAGTGGGTTGTTAAAAATGAAGACTTTTTCCCAGATGTGGTAAGAAGGAATAATGATCA[A/GIAGTCAGAGGAAGTCAGGGAATATGTGACAATGGAAGAAGAGTCAGAGATGTGATGTTGCA
430 ACTTCTAGGGTAATACAAAGTATACAGTACTCCCCTCCACGTTTGGCAATATAGGTAGCA[A/TIGATTGTGAAGATACATCCATGGTAAGGAATCTCTTTCTTGGGTTTGAAAATTCTATCAAA
431 ATTCTCTCTCCCCACCCCTGAGGCCACTGCCAGGGAATAGGAGATGGGTGGCATCGGAAAIA/TITCAAGACTGTCTTTACTACTCTCTTCAGTGTCTCTTTCAGCGATATGAAGTTAAAAAACC
432 TTCTTTCTCTTTCAACCACTAAAATGTCTCAGTGGCGTCTCTTCTTTTGGCACACTTTGA[C/G]ITAAGCTGTGCCAAAAGTGGAATCCCTGGTGCTGTGCCTTCTTTTTGTCTCTGCTTTCCGT
433 TAACATCTCTAGGTCTAAGATTTCTCAGCATACCTCCCTTTTTTCAGTTCAGGGAGGTGG[A/G]CTAGATGATTGTTTGAGGTTTCCTTGGCCTTTAATGTATGCAATTATTGGTAATGAGATT
434 TAATAGCAAAAGGATATTCACGTTTGACTGTTAGTCACACAATATCCTTTCTAAAGATAT[A/GJAAACCTCCTTCCACCTTACCTTCATGTAAAAAAAAAAAAATAACCCTCAGGCTACTTACA
435 CAGCCCTACCGATGCCCTCCCTTCTCTGCCCCCACTCCACCACCTTTTCCCATCTTACTG[T/C]TGCTTCAAAGTCTCCCTCAAATTCCACTTTCTCCATGAGAACTTTCACAGTTTTCCTAAC
436 ATCCTTTACCCTGTGTCTGAGACCAAT[T/CIATAAAGTGACATACAGTTTTCTACCCCATTAGGAAAATAGTCATGGTGATTGTAGAAAAC
437 CCCAAACTGCCTTTCCTTTGTATATTATCATAAGTTGGCACTTTCTGAATAATTCTTTGC[T/CICTCTTCTACTTTGATGTCTCTATTCTGCATTCTCCTGCTTCCTTCTCCCTGTTCCATGAA
438 ACTAAATCATTTCTAAAATACTGGGATTTTTAGAGAATGCTGGTTAAACACAGAGGAGTG[A/GJATACATGAGTCAATCTCTGCCCACTCTTTAAACACCAAAATGATAGAGGAGAAATAAAAA
439 ATGGCTGGGGGATTTGTTGCCAAGACACAGCTGGGTTTAAACTACATCTTTCCCTACACC[T/G]JCATTGGCCCAGAGTATGTTCTGTGAGCTATGTTTCTTGAACCTCAACTCTGGTCCTCATA
440 TTTGTTTTTTGCTTCTGAGCCAGGGAGACATGCGTATCAGCAACAGAGGAATTTTTTGAC[T/CICTTCCCTGAGGATCCATTATTATCTGTGATGATGTGAAACAGAGACCATCAGTCCACAGA
441 AGACACTTAGTGTGCTTATAAATCCAGATCAACACTTTTGCCACAGGTTAATAGTAAACA[A/TITGAAACCCAAAAACTCATAGTCCAAATATCAAACAGCTTTCCATTCCACTGAATACAAGA
442 GAAACAAAAAAAGAAACAAAAATCAGTAGAGGGAAGGAAAATAGAGAAATTCAGTCAGCAIA/TIACTTAGGTTATGTTGACTCTTAGGTTTCATTTCTAGGAACCAAAAAGACACACCAACCTT
443 AGAGCCTTTCATTCAGATTAATTAATTACTGGAGTTAATTGGAACATTCAGGTTCCAATT[T/G]JCAGGTTACCATAAACCTGAAAATGTTTATCATGACTTTTATTATTCTGAAGTGTAATGGT
444 TTCCCTTGTTAAGAAGTACATTTTTTAACTTTAACAATGTATGTGCTATGTGCTCACATG[T/CITCTTTATGAATACAGTGTATTTAGGGGTTTGTTTTGTTGTTTTTAGTTTGAGAGGTGGTG
445 TGATGCCGATGAGGAAAAGGCATCTGATATTAAGATTCAATGCGAAGGAAACAGAATCCTI[A/TIAGTATGATTACAAATATGCAAAAAGTCCACATAGGGGAAAAATGAAAAGACATACTACAA
446 GTTAATGCTTTTGCCTTTAGCTGGTTTTACCATCCTATACTTTCATTTGCTATCCACCAA[T/CIAAAAATATTTTCACACACCAGAATGAAAATCTTGAGTTTAAAAAACTAAAGACAGAATTA
447 AATCGTGCCATTGCACTCTAGCCTGGGCAACCAGTGTGAAACATCATCACCCCACCCCCCIA/CIAAAAAAAAGAATAGCTTGTCAAACAGAAATGAAGCACAGTCTATTTCTTTCAAACATAAA
448 TCTTCTATGCTTCCACTGTGCCTTTCCAGACCTTGATCATATCCTTTCAGAATGAAGGGA[T/CITCAGTTTTCACAAATGAAAATAACCTTAGAAAGAATGTGAAGGTGGGGGTAGAGAATTGT
449 CTAATAAGGAAGGAATCCTGCTCCTTTCTTAATGTTTCCAAGTTAAGCTCCATCAGACCA[T/CICTGGCAGTCATGGTACTTAGAGCATAAGAGGTGATTAATACCACCCTGGGATGTACTGAA
450 GGTAGACTTTTTCATGAGATGACATTCGTAATTTTCCTCCAAGTTTAGTTTCCATTATGA[T/CIGAAAAGTTGCAAGGTTTTCACTGTCATGGAAGAATTAAAACTGTGACTTAAGCTTCACAA
451 GCCTGGGCGACTGAGCGAGACTCCGTCTTAAAAACAAAAAACAAAAAAGAAGCCATAGAT[T/GJATCTCAGCAGGAAGAAGTTCTTGGGAGGAGTAGAGGCACAAGCTAGGCTGACAGGATTTG
452 AAGTCTACAAACTAAGATATATGAAAATTCATTCTTTGGTTTTTATGATTTTATTTTAGA[A/CITCTATGGTTCAGTCTGATAATGGCCATATACTTCCTCGATTCAGCAATTTTTCAGACACT
453 TTCATTTCCTCCTCCCTGGAAGTGAGCAGACTCAGCAGATCTGAGTTAAGTAGACAGACA[T/CIAGAAGCTGGTCTCAGCTGCTGAGTTCCTAAGGCTACCCCCTGCAATCCTATAAAAATGTG
454 AACACTTTCAGACAACTTTCTAAATGTAAATCAGCTCTGTATTGTGGTTAATTCCAGGAT[T/G]JCAATGTGCAGGTGGAGGTGGGCATTGTAAAGGTATACAGCTCTGTCTTTAGGTCCAGCTT
455 AAGATTGGAAGCCAACTCTTGAGATTACCTAATGAAAACCTTCCATTTATAGATAAGGGA[T/CICTGAGACCCAGACTTATCCAAGTCCATTTCTGAGTAGATAATAAAACTAGAATAATAACA
456 TCTAATACAATATAGTAGAGCACAGGTAAAAATGGATCCCATGTAATGAAAACAATTAACIA/GIAATTCTACATAATCGGGCTATTTCTATCTCCTAGATAGCCCACATTAATAGGCCACATTA
457 AATGACTGAAAGGATTATTAAACTATGGTCAATTACTGATGATTTATAACACACAATTTA[T/CIGGTGATTCATTTTTTTTCTGGATACCTATCTTTGAATATGCTATTTTTAAAAATTATTTT
458 GGTTGCTTCATGAAGATTAAAATGAAAGCTGTAACCATAACAAAAAGTACAAGGTAAAGCIA/CITCAAGAACTGATGTAGAAGCTGCAGCAGGTTATCCAGAAGACATAGCTAAAATAATTTAT
459 TCTGGTACCAAATATTTGTTTAAAAAAATGGAAAATACAATTTTAGCCTAAATAGTCATA[T/GJAAATGGGTCCTGGAGTAATTTCCTTTACAAAAATAGAAATATTGATAAACTTAATTATTA
460 ATTTTGCATGCAGTTGCAGTATTTTCCTGAAGTCACAATAGTATTCCCAATACCACGGTT[A/G]JCAATAGTATCCCTGGCTCTCTCTCTGGTGAGCTACCACCTCATTTACCTTCCCACTGCCT
461 ATTGACTTCTTCTTTTCCTATTTTGATGCTTTTTATTTTATTTTCTCTCTTGCCTGATTG[T/C]TCCTGCTAGGACTTCCAGTGCTATGTTAAATAGGAGTGGTGAGAGTGAGCGTACTTGTCT
462 TCTTACAAAATAGAGATCAATCTCCAGCAAAATACAAGGCTTCACTGTATAAACTAAATA[T/ICIGTTACTTTATTCTTAACGTTCTTTCATTTCCTACAATATTTAACCACCTTTTCCTGATTT
463 AAAGGGTGCTGTTTAGGACACATAGTAGCAAAATAAGGTAATCCATATTATATAGTGTTT[T/CJACTTCTGACCACCTCTTCTGTAGTATGTTTGTGTAGCTTATTCTGTCTAGGCAACTGCCT
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
464 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6844474 93573071 T
465 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7689616 93578476 T
466 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs12647297 93621516 T
467 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6811045 93622702 T
468 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6532372 93628760 T
469 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7659338 93647438 T
470 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs13435785 93658446 T
471 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs4692973 93669372 T
472 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6815704 93693589 T
473 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1450500 93698298 T
474 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs921354 93703741 T
475 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs11934085 93734189 T
476 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7693534 93758663 T
477 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs11734654 93788183 T
478 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7694867 93792419 T
479 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1479332 93809842 T
480 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7692227 93828960 T
481 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516911 93838020 T
482 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2870642 93850739 T
483 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1434786 93859480 T
484 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6532381 93872361 T
485 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516914 93879690 T
486 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516916 93879981 T
487 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2217789 93895487 T
488 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs11931529 93918392 T
489 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7671095 93926311 T
490 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1369169 93959432 T
491 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs4235037 93973122 T
492 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1865431 93992250 T
493 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs13147599 94003309 T
494 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6532382 94005798 T
495 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6818303 94041073 T
496 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1902436 94098316 T
497 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1378914 94117470 T
498 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs729545 94120351 T
499 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs12498874 94128750 T
500 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs13142489 94135377 T
501 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1039938 94137366 T
502 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs11945434 94159989 T
503 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1912718 94208915 T
504 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs12506519 94233179 T
505 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10021148 94257587 T
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

464 0.09 0.29 0.11 0.16
465 0.04 0.04 0.00 0.00
466 0.18 0.01 0.09 0.07
467 0.03 0.12 0.02 0.00
468 0.00 0.10 0.00 0.00
469 0.28 0.09 0.17 0.20
470 0.01 0.00 0.00 0.00
471 0.20 0.19 0.17 0.20
472 0.14 0.45 0.13 0.21
473 0.40 0.13 0.43
474 0.33 0.48 0.34 0.47
475 0.05 0.14 0.13 0.22
476 0.28 0.34 0.33 0.41
477 0.04 0.03 0.09 0.21
478 0.24 0.20 0.24 0.22
479 0.03 0.00 0.00 0.00
480 0.21 0.33 0.28 0.41
481 0.10 0.02 0.02 0.13
482 0.11 0.00 0.24 0.22
483 0.06 0.02 0.10
484 0.20 0.16 0.44
485 0.28 0.39 0.46 0.46
486 0.07 0.03 0.00 0.00
487 0.03 0.00 0.00 0.00
488 0.06 0.14 0.16 0.11
489 0.23 0.49 0.07 0.21
490 0.48 0.16 0.47 0.46
491 0.03 0.00 0.00 0.00
492 0.34 0.12 0.49 0.42
493 0.08 0.00 0.00 0.00
494 0.34 0.45 0.46 0.39
495 0.09 0.29 0.00 0.00
496 0.01 0.07 0.31 0.17
497 0.04 0.00 0.00 0.00
498 0.01 0.03 0.04 0.07
499 0.10 0.03 0.00 0.01
500 0.13 0.00 0.00 0.00
501 0.37 0.38 0.39 0.38
502 0.06 0.19 0.00 0.00
503 0.48 0.47 0.41 0.38
504 0.42 0.31 0.42 0.34
505 0.40 0.42 0.28 0.42
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R
1 Sequence
464 GCTGGGAATGTGCTGGGTCACACCTGAAGCCAGCAGGGTACTAGGTCTCCCCCAAGGCCT[A/GJCAATGAGTATTGCCTTCATCTGCTGATGTTTACTCAAAGCCCAAGGGCTCTTTATTCAGC
465 AACACTAAACCAACTATGTCACACAAAGCTTACTTTAAAAAAAGAAAGCAGAGGGACAGT[A/GITGATGTATTTGTCATTAAAAGAAAAATAGGCTGCCAGGAATCTCGGAGCACATATACTCA
466 TAGAGAAGTATTACTCTTCTATTTTAAGAAATTACGGAAAGAAAAAGATAGAGGTAATTA[T/CITCCAGGATAAGTGTTCATTTAATAGAATGGTAATAAGGAATTTATGTGAATCACAGACAC
467 ATGAAATAAAAATAATTATTCTATTCTTGCACCTTCTCCTTCTGGTTGAATTGGTCAAAG[A/G]JCAAATAAGAATATAATTTGACTCCATTTAGTTATGTTAACTGTTTTAGAAAATACAATAG
468 GAAGCAAAATCTTTATGTTACTGGGAAATGGGAAACAAACTAATCTCCACAAGCAAGGCAIA/GJAATTCCACTGCTTCTGAGGTCAAAATGTAACCAAAAACCCTTCTGTCTCTGGGGTAGGCA
469 GCAGTATTTCACTTCAGTCCCCTTTGAAGAGTGTCATATATTTCCTGCAGGGATATTTCT[T/CITGAAACTACAGAGCATATCACAGCTCCTTCTAAGATGATACACCACTTGGATGTCCTGAA
470 ATTCTTTGCCTGATAATTCTCCAAATTAGGAGTTAAGGTAAAGGTTAGCTCAACAGGCTT[A/G]TTGCTACTATAAATTAAATCCTGGCCCTGCCAAGATACAAAAGCTCAGAATATACCTGCA
471 AAACATAATGTGCTTTACAGGACTAATCATAATTCATCATTATCATGTACTTATCATATA[T/CJAGAAAGGACTGCCCTAGGCATTGAAGTTTTGGCAATAACCAGATTGCCCTTGTTTTTGAA
472 AAGAATGATGGTTTAATGTGTTGAACAGAATATACCATGAGCAAAAGCTTGTTGATTTGGIA/G]TAAGTCTCTACCTTGTTTCTTTAGGAGAATGTCATTTATGACTCCTCCTGCATTTGTATA
473 TTACATTTGGCCAGCCCTCTCTCAAATGCTTGCAATTGGGTAACATTGTTCCTGTGAGGG[A/GJAGGTCGAATATCACAGAGGTTATCTTATAAAACCTCATCATTTTTACAATGCCAAGATAT
474 ATAGCAGGAGAGGATTATGTATAGTTCTAATTTTACCACACTCCTCCTGAATACAATTCT[A/TICCAGAAACACTTAATGCTTTTTTCTTTTTTATTCTTTAATGACTGCCTAGTATATTGTCT
475 TTTAAAAACCTTGAGAATTATAGGGGTGGAAAATTATATAAatctggttgaatattttca[T/Claatttagatgaaataattgagacccagagaggttaaataattttccctagttcttctagg
476 aagtttgatagtgtgacaccttcagctttgttcattitgcttaagattgctttggctata[ T/Clagatccttitgtggtticatacaaagtttagagattittttccaattctgtgaagaatgt
477 AATATTCTGCTCATTTTGTTATACAGATTAAGGAAGTAAACAGATCCCCTTTACTTTGTA[A/CICCTGTTAAAAATAATTTCATAAAATGAAGTTTCACTCATTGGGGACATTTTTTATCCTGA
478 AGATTGTCAATGTATTGGATGATGCCTGCCCACACTGGTGAGGGCAGATCTTCTTTACTC[A/G]JGTCTACTGATTCATATGTTAATCTATCCAGAAACTCCCATATATTCACAGACAGAAATAA
479 GTCTGATCACTAGTTGATAGCTGCCTTTATTCAAGAAAATCTAAAGGAAAGGGCGCTATT[A/C]JGTTTCAACAGTTGGCCCCACATGGAATAGGTGTATAATGGCTTTTGATTTGCAACTCTGG
480 TTGGAATAAACTTCCTCCAAACTTCTTTTAATGTTGATATTTTGACCTCTTCCCATGAACIT/CIGTTAACGTTCTTAATGGTATCTAGAATGGTGAAATCTTTCTAGAAGGTTTCCAGTGTATT
481 GTCAGAGACAGGTTGGGTTGAAGGATGATGAGGTCAGGTTGCACCATTTGAAACAAAACCIA/GITCAATGGAGTGTATCAGGAAGAAATTAAAATATAAACTGAGATAGCATGAGAGAAGTCTA
482 AATGCTCTCAACTTTTGCCAGGCCCTCTCTTAGCTTTTGTGCCATGTCCTGGTGACGACT[A/G]JCACTTGAAATCCCTGGGCTACTGTACTTCTGTGCTATCCTTATTGAGAGAATGGCTTTCG
483 gggattacaggcatgagtcactgtgcctggcCAAAAGACAGGTTCTTAACA[A/GIGACTACTTATGAAGTTATAAAACACTTTTAACAAATGCTATAACCATATGTTTATAGAAA
484 TTGTAGTCAACACCCCATCCCATTCATTTAAATTTTGCAAATAATTTCATCAGGAGTAAA[T/CIGTGAAAATGGACCTAGAGAATTGTGAGTATAATTTTTTTAGTGTTCTGTCATTGTGTGTA
485 GACCCCTTCTTTAAATCTGGCTGTCTTTGAAAACTTTTACCATTCATTAACACCTATATT[T/G]GAAAGTGGACAAAATAAATAAATGGGTGTTTGATTCTCAAACCAGTCCGTCCTGTGATTT
486 TTATAGGAGAAGAGGAAGAAAGGAAAAAGTGTTTCTGATTCTTCCTCTCATGTAACATTT[T/CIGACATAATTAAGTCTTATTCATTGGTACTGTATTTATAAATATTTCAAACTTAATAAGTA
487 TACTTATCTATACAATGATAGCTTCTTACAAGCAGAAACCTCTGTCTGATTTCTCACTGT[A/CITCCCCAGTGCTAAGAGCAGTACCTGCCAAAAAAGTTATTTTTTTAGAAG
488 TTATGTTCCCATCTCAATGAGAACTTTTTCAACACCTCAAAGAGAAATACTTGATCCTCA[T/CITTATACCTTCTCCATTGTTTTTTTTTAAATCGACAATTGCTCTTTATGTAATGAATTTTG
489 GTATGTATGTCACATGAATCTGTTGTCCTGAACTTTATTCCTGTGTCTTGAATTCATGCT[T/C]TTCTTTTAACCTTGCCTAAAACTTCTTGTATTTTATCTAAGTATCTGTTGGCTTCCTGTC
490 ATCTGAGgattctcagtgctgtttatacatcacaatcacccatgggaggttttaaaactta[ T/G]gctcagacatcatcacaaatctccaccacagacaaattcaaccccaattgctgagagagg
491 ATCAATTACAGTATTCATAGTGTTCATAAGAAATAAGACGTTAATTAGGTCATAGGGAAA[A/TIGTCAGTATAAACTGACTTTAAAAGGTATATTGAAAGATATGGTAGATGTTATGTTTACAA
492 GTGCAGAAGGGGAAGAAGCAGGCCTTTGGTCACAAATTTAAGTTGCATTAAAAACATTAT[T/CJAAAGTATTCATTACAGGCACAATGATAGGCAAATTAAAGACAATCTCGGGTAAGAGATGA
493 CTTAGAAACTGTCTTGGAGTTATGCGTTGTGCAGAACTTTAGAGTTTTTCTGTCTGATGA[A/G]JAAAAGACTGAATTTTCATTTATCTTTTGATTTAGGCTTTTATTTTTTACACTTAACTTTG
494 GATCCTTGCTATCATATTCCCTTCAGGCTAAAGTGGTGTGTAAAATTTTCTCTAGATGAA[A/GITATGTTGTGACTCAATTCACTCACAGTTTCACTCTTTGGCCAATTTGATATAGAGTACAA
495 AAAAAAAAAAAAAAAAAAAAGATAATGCCTTACAGTTTCATCCATATTGCTGCTGCAAAAIC/GJACATGATTTCATGTTTTATGACTGAGTAGTATTCGTCTGTGTGTGTGTGTATTTCCCATT
496 ATGATATCACCTGTGTACAAAGACACTTTTAATTCTTCTACACCAGTAAGTATACCTTTA[T/CITTCTCTTTGTATAATTGTGCTAGGACTTTCAGTAAAATCTTGAAAAAAGAGTGGTGAGAG
497 GCAGACCTACTGAATAATGGGAGACATTTTCCCTAAGGAGATGACATTTGATGGGAGAAC[T/CIGAAAAGCAAAAAGTAGTCAACCACAAAAATTTCTGGGAGAGGTACATTCTACATCAAAGG
498 ATTAATTACAAATATGTTGCAATAACTTCAAGAACCCAATTTTTGACTATTTTATCTTTA[T/CIATTTGATTTATTAGTTTTGTAGATTCTTGATTTGTTTAGATAGGGTTGGGAGAGTAGAGT
499 CAGGTCACTAGATCCAGATCTCACTTGAAGAGAGAGGATTGCACAACCATGAATCAGAGA[A/TICATTGGGGACAATCCTACAGGCTGCTTATCATGGTATTTATTACATTTTAACTGGATTAC
500 TAGTGGGCAGAGACATTTCTTCCTTCTCAGTGTATACAAATTTTATGCTTATCAGTAGAG[T/G]TGAGATTATTGGCTCACTTTTCCTCACAAGTGGATACATCTCTCTTCTTTATTCTCTCTC
501 GATGTAGTAGGTGATACAGTAGGAGTTATGTGGCAACATTTAGGCTTAACACTACCACAA[T/CIAAAATCATTATGTGTCAAGGCTGTGAAAGAGCTAGTGTGTTAGGAAGCATTATCCTTGAG
502 TGCTCTCTTTTTTGTATAAAATTCAAAACTTGGTCATCGTTTTAAGAGAGATATTAAAGG|C/G]TAACACATTGTATGATCGTATCAAAGTATCACATGTACCTCATGTACAGCCATTATACAT
503 CTTTCCTATTTACAAAAAAAAAAATTCAGTAATCTCGTGTTAGAGCTTTACCTCTTTTCT[A/ICITTCTGCGGGGAGGTGTGGGGGAAGAGAAGGTGTTAAATGTGATTTTATATACATCCATGT
504 AAGCATGTCCATTTTCAGTACTGCATAGCAGGTGCTGAGCTTGAATGACCTAAGCAAACT[A/CICAACGAACACTTTCAGATTTCAGGTCAGCAAAGTCATCACCATTTGTTTATGGAACTTCT
505 AAATATCAGCTTTCAGGAACATTTTGCATGTGACAGCATGTGAGAATCAACATACATTTA[C/GIGTACAATCAGTCTGCTTTATTAACTGATTTTGTTTTTTGCAAATTCACCTATTCATTAAG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
506 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1354296 94294286 T
507 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1155646 94339397 T
508 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1875705 94361522 T
509 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7697616 94375370 T
510 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516413 94425654 T
511 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs4524351 94435453 T
512 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6854968 94452990 T
513 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs3890316 94461921 T
514 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1433666 94471383 T
515 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2163959 94474279 T
516 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2870699 94492353 T
517 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1583337 94502359 T
518 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1948016 94531366 T
519 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1485012 94542392 T
520 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1948017 94553839 T
521 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1905733 94554163 T
522 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516921 94596757 T
523 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1485015 94609228 T
524 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2200375 94610021 T
525 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs4557232 94649460 T
526 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs9307127 94653793 T
527 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs4286488 94659049 T
528 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6841321 94663865 T
529 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1369465 94671971 T
530 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1369464 94681259 T
531 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs9991666 94693931 T
532 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2196320 94722771 T
533 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1435475 94747783 T
534 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516926 94756177 T
535 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1435476 94759989 T
536 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1435477 94762390 T
537 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516930 94776709 T
538 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516931 94778088 T
539 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516933 94789431 T
540 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516938 94793386 T
541 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516940 94813222 T
542 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs11946557 94816124 T
543 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1548037 94823482 T
544 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs2196321 94832181 T
545 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516941 94842434 T
546 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs6850113 94853325 T
547 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs1439543 94857136 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
506 0.45 0.23 0.24 0.34
507 0.43 0.38 0.15 0.27
508 0.46 0.28 0.46 0.39
509 0.08 0.33 0.40 0.32
510 0.40 0.21 0.15 0.39
511 0.35 0.05 0.19 0.39
512 0.34 0.43 0.42 0.46
513 0.27 0.35 0.09 0.10
514 0.44 0.28 0.33 0.36
515 0.09 0.25 0.02 0.07
516 0.42 0.23 0.35 0.32
517 0.48 0.18 0.38 0.39
518 0.35 0.38 0.40 0.35
519 0.09 0.34 0.01 0.06
520 0.10 0.37 0.01 0.06
521 0.02 0.00 0.00 0.00
522 0.02 0.11 0.00 0.00
523 0.33 0.02 0.10 0.18
524 0.20 0.16 0.41
525 0.17 0.33 0.46 0.38
526 0.28 0.01 0.08 0.19
527 0.26 0.00 0.33 0.29
528 0.28 0.08 0.00 0.00
529 0.33 0.02 0.39 0.30
530 0.04 0.42 0.00 0.03
531 0.43 0.43 0.13 0.32
532 0.23 0.00 0.05 0.19
533 0.03 0.19 0.07 0.07
534 0.27 0.33 0.00 0.01
535 0.12 0.44 0.06 0.03
536 0.46 0.26 0.35 0.33
537 0.24 0.24
538 0.11 0.00 0.00 0.00
539 0.28 0.08 0.04 0.02
540 0.12 0.11 0.07 0.03
541 0.31 0.26 0.34 0.38
542 0.01 0.07 0.00 0.00
543 0.43 0.09 0.34 0.33
544 0.50 0.26 0.26
545 0.03 0.09 0.00 0.00
546 0.33 0.18 0.22 0.20
547 0.13 0.07 0.42 0.39
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R

1 Sequence
506 TATAGCAGCTATTCCTCCTATTAATTAAAATTCTATTCCTTCATTGTTACCAACTGATTA[A/G]GGTACAAGTTTTAGGAAAATAATAATTGAACAAATTCACCCTCAGGAGTAATGATACCAG
507 TGAGAATAAAGATTTAAAAATCATTGCCAGTGTCAGAAACCACTGTGTTACTGTCTTTAA[T/CITCTCTGTGAGTTTCTGCTGGCATTGGGGTTTTCCTGGGCGTTTGCTGTGGTGATTTAAGG
508 CATCACCAAATCTCCACACTCACCTCCTCTACATGACAAGCTTTCAATATTTGACACCAT[T/CITGTGGCTTGCTTTGAGATATCTTTCTTTTAGTTTTCATCACCTGGTATCGTTTCTAGGCT
509 CTCAACCTCTGATTCTCTTCTTTTAATTTTTCTACTCTTTGCTCTCTATATTTGATGTCC[A/G]ICTGGTATTTCTATATCAAGTGGATGGATGaaattaaaacaaattttatttcatatttttt
510 TGTCAGCTATTTAGTATTGTTTCTAACATGTCAAATAGGACAGGCAAATTATCTTAAGACIA/TITGGGATTTAAACAAGTACTTCTTGATATTTCTTATTTTTTAATGCACATGTTTTATTTTT
511 GATTTAAAATAAATCATGGAGTGAGTGAAATCGAGAAAAACGAGGTCCAAATGTGGAGTC[T/CITGGATTTTCCAACATTAAGAGGTAAGAAATATGAAGATAAAAGAGTACAGGAGACTGAAA
512 TAATATAAAAGCAAAACAAGAGCAAAGTGTTTCCATTAGTTCACTACCCATGTTTCTGCA[T/CICTTAATCAGAGCGTTGTTAATATTTAAATATGCGTTTGAAGCCCCAAGTGTATAGGGAGG
513 acttctgggatattatattctctaggttttcattttcctcattCTAAATATCTTTCAGAT[A/G]JGAAGTGACAGATTCTTTCTATGCTTTTAGATATCAGAAATTTCACATTTGTGATTAACTC
514 ACAATTGTTTTTGTGATTGTGTCTATTTTCTCAGAGAGAAATATTCAAGGAACATAGTGT[T/CITCTGGAGTCTCCAGAATGAAGTGGAAAAGGGGGAAGCAGAGGATATAATACTGGAGAGAT
515 ACAAGCAACTTGGACTGGAATCAAAGTGACCTAGAAGAGCTACTTTCTACATCTTGCTAT[C/G]JAATTCCCTAGGGCAAAGACATTATGTGGCAATATGTCCACATTAAAAGAAAGTATATCCT
516 TGACTTTGAAGCTTGCAGTCATTCTCTTGCTGTATGCTATAATTCCAAGCCAGGCATTCT[T/CJATCAGAGGGACAGGTGGAGATCATTGAATCATAATCAAGGTTCATTGTTGTGAACTTTAA
517 AGAAGCAACGGTATAAAAAATATACTCACTGAGGCACAGGCTCACAGGAAAATCTAGTAT[T/CIGAGAAAAGTTACAAATTCTCTTTAGTGACCCAACACCTAACCTAAGCATAAGATTTCACT
518 CTAGGGAACACATTTTACAAATTGAACCTATCTTGCAGGTGGAAATACCATAAAGAAAATIT/GJATCATTGGAGAGATTACTGGCACACTGCATTCATTCACATGTCAAAGTGGAAAACATTCC
519 AGTCTCCTCTATTTAATACACCTATGCTAAGAAGCTTTGGCACACACTGCAAAAAGCACT[C/GIAACTTGCAGTCAAAAGGTATGACTTTTAGTATCGTACTAGTTTTTCTGCTTAATTGATCT
520 TAATCTTTAAAGCTTAAATTTTAAAAAGACAAAGTTTAACAGCAACCATTGAGGGTGAAT[T/CIATTTATTGTTTTGCTCTCTTAACATACCTTTGGGGAATACAAATTAAAATAACAAGAACT
521 TGGAGGCATCAGTCTTTGGAAGAGTATTAACTTCTGGGACTGTCCTTGACTGATTTTTAG[T/CITGGAGTATGTGTCATAATAATTCTATTAGATGAACTAAAGCTTTCAATCAATAGACTAAA
522 CAAGTAAGGAATGCAATAAATATTATTCTATTTTGAAACAGTGAGAGCCAAATAATTAAT[T/CIGGACAAGTTTAAAGAGTTGGGCAGATTGGATATTAAATAACAGAGCAATGACATTCTTTA
523 CTCCAAGATCTAGCCATAATGTTTTCTACTCTGCAGATCAGACACATATGGTTATCCATT[A/TITGGAACACATGTTAACAAGTAAATCAAGAGATACGTCTCATTCCCAGCTGTATTTGTGGT
524 ATTTAGTTTTTCAGAAACGTCACTAATCTATACAACTATTTGCAATAACTACAGGGGACCIA/G]IGTTGCACTATTTCCTGTGTCAACAGAAGATCTGACCTTGTTTTCCGATAGCTTAGAGATT
525 TCCAGGTAGAAATAACAAGGCTATTAGACGTGGAAAGGCAAAGATGGTGACAGATTTACAIA/GIAATTTAGGAGGTAAAATATACAGAACTTGATGAGAGTAGATGAGGTGGGGAAGTTAAAGA
526 CAAATGGTAGAATCCGTTCAATATTTTAGAATATTCCAGAAAATTCCAGAATCGCACTTT[C/G]TCTTCAGATAGGATGATTTAAATGCATTATTTTATGCAACAGATGTGTAGAGCAAAAAGG
527 gtcagccagtacaaaggccctgaggtagaagceatgcctagatgttccaagaatatgaagg[A/Glggcecagtatggaticagaaataagggataatatcagaagtgcaacaaggtcaagaggtaa
528 AAGATGAGTGTAGGTTGGCAGGAGGGGTGAGCATATTGCCAGGTGCTTACTGAGGTGTGG[A/GJGCCCCTCTTCATCCCTGACAGTGGCAGTGGAAGCTTGGCTAACAGCAATCTCACCAGCAG
529 aatatgaaaaataaaaataaTTCAGAATCAACCTTCCTGAGTTAATACAATGAACATAATIA/GITATTGTAATATGCAGAAATAAAATATGCAATCTGTAATATGTATATATATTGTAGTAATG
530 TACTTCAATTTCACTGAGTTAGGCTGTTTTCTCCATAGTGTCTCTCAACGACATTTCCTC[C/GJAGTTAGGTAAACAAATTCTGTCGGGCTGTCATATTCTTTTTCATTTGGGTTTTGGGAACT
531 AAGGAAGATTTGTCTAAGGTTCTATATAATTCACATTAATTTCTAACCTAGTACATTTAT[C/G]JAGAAAAAGAAAATCGGAAATTAGTTTAGCATATATTTATCAAACACAGGAAGACTACTAA
532 AGACGTTGCTTTAGTTTTACAGTTTCTTCAGGTTTATCAGAAATAGAATGAGAAGTAGCGIA/T]ITCATCTCAGACATTTGCCTAAAATAAATATAATTTCTGACACTTACAAAATGTATTTATC
533 TTCCTGGGAATGGAATTGCTGGACCAAAAGACATCTATGTATTTTTTAATTTGAATAGATIA/GITTGCTTTTGAAAAAGGCTATAACATTTTCCTGTTTCCACTAGCAATATGTGAGAGTACAC
534 CACTCAATGTATTTCCAAATTAGAGAAGGACATTTCTTCTTGTCTCACACTTTGAAAATGIA/G]JTTTTATGATAGTCCAACATTTTAGCCATTCATAGTCATCTTGTAGTCATATGTCTAAAGG
535 TTTTTCTTAAAAGCCCAATTTTTTTTTACCTTAATACCGTGATCATATAGAACTGAGGAA[A/G]ICTGCATGCTTTCTGTGGCCCTTGCCGTAAACTACATAGCATTATATTTCTTTACGTAACT
536 GGAGCTATAAGCAGGTCTGCAAGTTGGTTGCAAAGATCAGAGAAAAGAAGGAAACTATGGIA/GJATAACTCTGTGGGTGAGAAATCAATGCAGACGAAACCTAACCAAGTGTTTTTCCTTCTCT
537 AATTATAAGACTCTCTCCAAAACTCTTTTATTCCCTTATAGTTAAATCACATTTTTAACA[T/CITCAAAACACTCATTCTACTCAACAAACATAACGTCAAGACACTTTTTACTGTTTGAAAAA
538 TTGCCTCTTATCTATCCCATTTCATAGTTCTTTGAGCAGCTCAAATAAACTAACATCATA[A/GITTGGTCAGACAGTCTACTCACATGTTAAACGTTTACTAATATGAAACAGAATCTGATACT
539 TCCTTTTGCCTGTATAGAATCCTTCTTATTGATCAACTCATTTCTCTAACTTGGCCTAATI[A/G]ITCTCAAACAGTGCTTTGCCTATAGGAAATCAACAACATGATGTTAACTAATGCATTGGGT
540 ATACAGTGAAAATGGGGGGAAAAAGTTTGGAAACGTAAATTTGAGTTATAATAAAGGAACIA/GIATGTGAGAACAAAGTTGTTAGAACAATCTCTGAGTCTCCTCCACGCTGTCACATTTCCAC
541 TCTTTAAATAGCATAGAATACTATTTATCAGCGGTAGAACCAATTTAAATTACTTTCAGCIT/CICTGATGAGAAATGGGAAGAGACTGAAGTACACTACACATTGGCATTTGTACAGTTGGCAG
542 TCCTAAGCAGAGGTTGGAAACAATTTTCACGCGTCACTGAAAGATAGCTTCCTTCAACTG[A/GJATAATGTTAATGTTTATTGGCACTTAATAGCCTTAGACAGGACAGTATTTTGAAATTCAA
543 TTACATCACAAGAGTCTGTGTTCTGGAAGAATAATGCACTGAATTTTAATCATGATAATT[C/G]JAGGCTTAGTATCTTTAAATACAACATAGCAGATGCAAGGTTAAATGGCAGTTTCAGTCTT
544 tgttgtcactttttttgactttttigacttcttgatttccatgattcctagaacaatact|A/Glagcatatgtaaaagtgticaatgaatatttgttgaatgaatgaat ATGGTTAGGACTATT
545 GGCTTTTTGTAAATAGATTCCATACACCAAGAATGTCTAGATTTCAATGCATTCTGCATT[A/CIAGTCCTTCTGTAAAACAAATAATTGTTTTGCTTATTAATCATAACTTTGGATATCTGTTT
546 TCAACTTATTAAAATTTGGGAAATTCTTTCCAAATAATTTAGATGTTAGACAATGAATTT[T/CITAATGATTCTCAAGGTATTACTTCTTTAAAGTTGGAACAGAATGTGTAATAATCTTTTCT
547 TAGATCATTACTAAAAACGCATAGTCAGGGTCAAAATAGAGCTGGAATTCTTTTTACCTA[T/CIATTTAAAAAGTATGCAGTGAAAAGTATTCAGGCTCAACTAGATAAAGAAGCTTTACAGAG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

548 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs4692990 94891726 T
549 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs10516943 94894653 T
550 4922.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs7662498 94896866 T
551 4022.3 GRID2 GLURD2 glutamate receptor, ionotropic, delta 2 1,467.8 4 rs13101891 94899563 T
552 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs40184 1448077 T
553 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs11564773 1449813

554 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs6869645 1457548 T
555 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs6876225 1459036

556 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs2550936 1464256

557 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs6347 1464412 T
558 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs11564759 1468291

559 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs37022 1468629 T
560 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs11564758 1473588

561 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs463379 1484164 T
562 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs403636 1491354 T
563 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs2617605 1495521 T
564 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs6350 1496199 T
565 | 5p15.33 SLC6A3 DAT1 solute carrier family 6, member 3 (dopamine transporter) 52.6 5 rs2963238 1497427

566 5q12.3 HTR1A 5-HT1A 5-hydroxytryptamine (serotonin) receptor 1A 1.3 5 rs1423691 63287418

567 5031.1 NEUROG1 NEUROD3 neurogenin 1 1.7 5 rs2344485 134896540 T
568 5031.1 NEUROG1 NEUROD3 neurogenin 1 1.7 5 rs2344484 134904530 T
569 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs1985524 147827981 T
570 5q32 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs10062444 147834255 T
571 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs2005953 147847332 T
572 5q32 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs6865878 147891909 T
573 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs1432917 147901079 T
574 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 12278392 147908418 T
575 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs7731872 147927154 T
576 5q32 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs4599527 147932732 T
577 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs4489051 147934678 T
578 5q32 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs1833710 147947939 T
579 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs4280857 147952812 T
580 5q32 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs7711800 147963048 T
581 5032 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs1011427 147968170 T
582 5q32 HTR4 5-HT4 5-hydroxytryptamine (serotonin) receptor 4 203.1 5 rs2068190 147987206 T
583 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs2241695 149583017 T
584 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs2053053 149589586 T
585 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs919741 149591881 T
586 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs3822607 149591986 T
587 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs3776825 149600864 T
588 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs7701427 149613148 T
589 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs2304042 149625000 T

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 41
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

548 0.19 0.00 0.27
549 0.02 0.23 0.00 0.00
550 0.04 0.03 0.00 0.00
551 0.18 0.22 0.05 0.07
552 0.44 0.14 0.32
553 haplotype (Greenwood et al. 2006) 0.04 0.18 0.01 0.02
554 0.05 0.18 0.02 0.06
555 haplotype (Greenwood et al. 2006) 0.05 0.20 0.00 0.04
556 haplotype (Greenwood et al. 2006)

557 haplotype (Greenwood et al. 2006) 0.28 0.38 0.08 0.08
558 haplotype (Greenwood et al. 2006)

559 0.23 0.44 0.44 0.44
560 haplotype (Greenwood et al. 2006)

561 0.30 0.47 0.42
562 0.21 0.22 0.35 0.28
563 0.39 0.15 0.09 0.18
564 0.10 0.02 0.01 0.01
565 haplotype (Greenwood et al. 2006)

566 0.48 0.18 0.13 0.13
567 haplotype (Fanous et al. 2007) 0.09 0.00 0.11 0.16
568 p=0.017 (Fanous et al. 2007) 0.34 0.16 0.29 0.37
569 0.39 0.48 0.18 0.11
570 0.03 0.33 0.16
571 0.42 0.30 0.47 0.48
572 0.01 0.04 0.00 0.00
573 0.08 0.48 0.35 0.22
574 0.11 0.50 0.35 0.22
575 0.01 0.09 0.00 0.00
576 0.17 0.36 0.22
577 0.03 0.20 0.02 0.02
578 0.10 0.27 0.17 0.18
579 0.06 0.04 0.00 0.01
580 0.50 0.45 0.41 0.46
581 0.09 0.32 0.42 0.32
582 0.48 0.33 0.24 0.31
583 0.49 0.16 0.28 0.37
584 0.46 0.16 0.13 0.16
585 0.30 0.02 0.10 0.08
586 0.48 0.03 0.49 0.40
587 0.40 0.27 0.40 0.38
588 0.13 0.26 0.33 0.27
589 0.37 0.03 0.25 0.22
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R
1 Sequence
548 TGGTTCTTGGGGGGAAATGCTCCTGTGGCATTATTGATTGCAGCCTTCATGAGAAGGACA[A/GITGATTTACTGTGTTGCTTCCTGTGCAGCTGTGAATTTGCTGTACAGTGACAGGGCCTTCC
549 CACGTTACTCTTCTTTCTATGACAGTATGTCCATTTGTTATATATGGAATGCCATTATTT[T/GJCAGTGATCTATATAGCTTGAGTTTTAAATCAGTATACTTTTATCAAACGGTATACCTTTT
550 TGACTTCATCTAACCCTAATTACCCCCCAAAGGCCCCATCTCAAAATATCATTACAATGGIA/G]GCTTAGCGCTTCATCATATAAACTTTGGAGGGGCATAAACATTCAGTCCATAATAACATG
551 CATATATTTCAAATTTAAGGTTCATTTTCTACCAAATAACATGTCTATAAATTATGATGG[T/G]JTCTTAGAGCCAACAAAAATTTCATCAAAATTTGAACATAAATGTTGTTCTAAATGTTAAA
552 CCACCACGCCAACCACAGTCTCGCGGCTTTTTAAAAAATCAAGTAATGATTGATTTGTAG[A/GJAGTTTGAGTGAGGCATCGGATCCCCGGCACCTGTCAAGGGTGTGTTGGTCCAGGCCCCCA
553 GAATCATGACATTCTCCTGGCTGGGGGAACAGGCACCGTGCCCAGCCCTGTGTGGGCATCIA/GIGAGGTGGTTCCCTCTGGTCCTGTCGGCGGATCTCTCCCCAGCCTCCTCATTCACAGCGGG
554 GTGCATCCCTGGACATGTCGGGCTTGCCTATCTGACATGGAGGTATTGCTGTAATGTGCT[T/CITCTGTTATTGTTCAACTTCTTGCTAGATACCACCTTTCTTAGAAAGAACTATGCCTCCCC
555 CAGGCAGAGGTGAGTGGACAGCCCGACTCACCTCCAGCTTCCCCTCCCAACACAGAGGCGIA/CIGGCCCAAGTGCAGGACTCACAACGGACTGTGACAGGGGTCCAAGACCATGTGAGGTTTTT
556 AAGGTCTCCCAAATAATCACGGGGCTCGCCCAAGTCAAGGACAGGAGGTCTGGGGGCCGT[A/CICGTGAGCCCAGGGATCTTGCCTAGCCCTGGGAGGGCAGGGCCCCCTCGGGTGGAAGGAAC
557 AGGGCCAGGGCTGATCTTCATCATCTACCCGGAAGCCATCGCCACGCTCCCTCTGTCCTC[A/G]GCCTGGGCCGTGGTCTTCTTCATCATGCTGCTCACCCTGGGTATCGACAGCGCCGTGAGT
558 CGCAGCACCAGCGCCCTTGGGAGTTCATGGGAAACACAGCCCCCGAGACCCCATGAGACCIT/CIGCCCAGTCAGGATCTGCATCTTAGCGAGGTCCCCGGGAGGTGTGTGCTCCTAGAGCTTCT
559 GTGCTTACTTTCTTTCACATCATGAGGCTAGAAACACGGTAAAAATACAAGGACAGTGTG[A/ITIGCAGCAGAATGGCCAGGCAGACCACAAGCAGGCTTCACTGAGAGTGGGCGCTGGAAGGCA
560 GGGGCTCTGGCATTCCCAGGTTTCCATATGCATTGCCTGCCAGGGCTGAGAGGTGTCAGA[C/GITTGCAGACACCAGGGTTCTTTCCTCGGGAAGCCAAATCCCAAGTACCTGTGATACAGCAC
561 CGGACTCTTCGACTCAGCCGTCATTTTGGAGAGGAGGAGAGGACGTTTGCGCGATTCTCC[C/G]JCAGATCCAGTGTTTCCCGTCAGCCAGGGCGCTCCTGTTTGAGGGGCTCGCTTGCCTGGTT
562 GAGGAGGGCTGCAAAGTGTGGCCGCAGGAAGGAAGGCTCGTGGCCCTGCGGGCGGATCTT[T/GJGGAAGAGCTTGTTCACACTCACCTAGTCCTGGTGAGGAAGGAAAATTGCAAATCACAGAA
563 TCCAGAACCCAGCCACAGAGCCAGAAAGCGAAGATCGAGGCAGGGCCACCGGGGACGTCCIA/GIAGAACATTGGTGATCCCTTCCCAGGAGCCTCTTTGGGCCTCCCAGCCTCCCTGCCTGGCC
564 TAAGGAGCCCAATGCCGTGGGCCCGAAGGAGGTGGAGCTCATCCTTGTCAAGGAGCAGAA[T/CIGGAGTGCAGCTCACCAGCTCCACCCTCACCAACCCGCGGCAGAGCCCCGTGGAGGCCCAG
565 TGTCTGTGTGTCTGTGTGTGCGTGCGCTCGACTGAAACACGCTGCTGCTGGATCCAAATG[A/CICAGAAGTCGCCCTGGCTGGGGCGGTGTAGACGCTCCTGCTCTCCTGCTCAGCGTTGCAGG
566 ATATAAGTTTGAATTTTTTGCCTTGTACCTACCCCTGGCCACCCTGTTGCAACTCTTTAA[T/CIGGTTAATGATTCTCTCCTCATTCTGATGCTCTCCTCCTTACTCTGCTCAAAACTTTCTTC
567 AAAATCTTTTTTTTCCCCACTGGATTCTTCTTTTCATGAATATAGTGATTTGGTGGCAAG[C/G]JGTACAGAGGAAGATGGGAATGGGTTCAGGAAAATGTGTCCTGAACACAAAGCTGGTACAG
568 ACCCCAGGTTGAAGTGTTTCTGATAACCAGCAGAGAGGCTATTTGGCTCAACCTTGCTTT[T/CJACAAAAGGGCTGGAAGGCTATGGACTCTAACTCCAAACGAGGACATACACATGGTCACTG
569 CATGTCTCTACTGACCTCTTCTCTTTGTTGGCTACATAAGCCCT[C/G]TCTTCCTGGTTTTGAGTTTTCCTAACACCTGCTGCCAGGCAGTTGGCTAACCACCAACCA
570 GCCATGCTAATTCAGGGAATGAAATGACGTAACCCCCCTAATGACATTCAATACGGAGAA[A/G]GACTAAATCGAAATTAAATTATCTGATCTCGACCAAGTTTTTAAAAGTACAGATAATGTC
571 CTGTGTGCGTAAGAATCAGCTGAGAGCAGTTTTTTAAAATGCAGATTGCTGCTCTCTCTG[C/G]JCTCACTCCTGCCCTCCTACCCTCGCTGTCAAAGGTCTGGTATGGATCCTGGGAATCTGTA
572 TGTCCTCTGTATGTGCTATAACATGTCGTTATCTCTTAAGAGTGGGGTGCCACAAGGACA[C/GJCACTATGTTCTGGTGCATCCTATATGGACCAAAAACCACTGCATTGCCTTCCACTTTGCT
573 TATTCGTGTGTTTTTCTTTCTGGAACATAATAGCTGTTCCATGCATGTTTGGCTGAGCACIA/TIGAATGCTGAGATGTGACTTGTGGTTGTTTGTATGACGCTGGGGTTGGTTTCTCTGTCCTC
574 ACGTCCTGCTCACAACGGCATCGATTTTTCACCTGTGCTGCATTTCTCTGGATAGGTAAGIA/GJACAGAACAATGTGCATAGCGGAGCTCCATGCTGGAGACATGACTTGATGGATATTGGGCA
575 TCTTACAAGTTTATTTCTTGCAATAAAATCTTGTCTTCAATTTCCTGCCCTTATAGTCTA[T/CIGTGCTACACAAAATCTAGAGTTATACCTCTGAAATCAAAGGCAGACAATGTATGTTTTCC
576 AATTGTCATGGATAATGATAATCCAGTGATACTAAAACATATCTAGACAATTAACCAGAA[T/CJAATGAAGGTTTAGAATTATTCCCTGTGGCACAGGTAGAGCAGCTGAGGAAATGGAGATCT
577 CATAAAATAATTTTCTCTGGTTTCTGCTGCTAAAATGTCCTTATAGTGGAGCTTATAATA[A/TICCCAAGAGGAAGCAAGCATGATAGGATAACTAATGAGTTTTCCACATAAGAGTCAACCTC
578 TCAACAATGCAAGTGTTGCAGAGATTAAATGAGACCAGTGCTGAGAAAAGTCTATCGGTC[T/CITGCAACCACAGAGCTGACTGATGGTTCAGCAGGGGAGACTCAGCTGGTTGGTGGCAGAGC
579 TCATGGCTGTCTTATGGTTTCAATTTATTCTATTGTTTATTAATTTTAAACAATTATGTT[A/G]TAATCTCTCAAACTGGTATGCAATCTGAAGTACTTATAGTTAAAATTTTTCTGCTTTTGG
580 GTTAGTTTAACAAATATAAATCAATGCAATTCTCCATGTTAATAAAGGAGAATATTCATA[T/CICACCACCTCAAAAAAAGCATTTGAAAAAATGTTATAATTACGATTTACAAAGAAAAAACT
581 ATTTTAGAGAAGCAGCTAATCTAGGCTTTGGTGGTCCACAAAAGCTTCTGAGAGATTGTG[T/CJCATAACTAGCCAAATGAAGTGGTGAAGAAGAATGCTCTCAGTAGCAAGAGAATGCCATT
582 ACTTTCTCTATCAACAGTGTAACTGACGTTTCTAGCCTCACCTTATCTCAAATGCCACCA[T/CITGTTCATTGTATGTAATTACTGCAGTTCAAATCCTCAAAAGATGAATGCCAGAAAAAGCG
583 GCTGTTCCGGGACCACACTGGAGGAGGGGATGGGAGGGGCAGAGGAGATGCAACCGGGGGIT/CICTCCTGTCTCACTTTCTTCACTTTCTCCACTCCCAGCAGCCCTCTCAATGGAGGCGCCCT
584 GCATGCACTTGTACACATGTGTGCACGTTTAAAACTGTGCACAAGGAGGGTGCGCAGGTG[T/CIGTGTGCATGTATATACCTGAGTGTTGCATAAAAGCATGGAAATAGGCTGTTAAGCTGGTC
585 TCTGTCTAAGCTGAAGCTTGGATTCTGCTCACTATGTATTTGGCTTTGAATGAATGAGAGIA/G]ITGGTGGTGTCCTCATTTTACAGATGGGAAAACTGAGGCTCAGAACATCACACATCTAATA
586 AACAACCCTCGGAGAACACTATCATCTCCATTTCACAGACCTTCAAACCACCTTGTGGCC[T/C]IGCAGTTGCACAGCTTGAGGACCTGGACAGTCATTTAAATAAACATCTGTCTAAGCTGAAG
587 CCTTCTGTGGAGGCCCCGGATGGAAGGCACAGGGCCTTGAGTTCAAAGGCCACTCCTGGC[T/CJCAACCATCACTTTGTAGCTCAGCCTCCTTCACTCCCTTGGATGGAGGAGGGAAGAAGTCC
588 GGCCCAACAGCATCTCCAGCCATACCCACTCAGGCAGGGGGTTCCCAGAGGCTTATGTGT[T/CJAACACAAATGGGTGCTGACCCCCAACACTTCTGCCAGCCCACCCCACTTACCAAACCATG
589 GCAGTGGAAAGAGGAAGAGGCCTGGGTTGCAGTGACTCAAGCACATCCCTCGCCCTCTCT[A/G]JGCCTCCGTTTCCATGATTCTTAAATGTGAGGCTTCTCCGAGACTCCTCCAGGCCTGTTCC
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

590 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs959059 149630732 T
591 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs874084 149631023 T
592 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs3797616 149633197 T
593 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs1897559 149636405 T
594 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs10515639 149636619 T
595 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs1432833 149641346 T
596 5q32 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs3806947 149651516 T
597 5032 CAMK2A calcium/calmodulin-dependent protein kinase Il alpha 70.3 5 rs1432832 149653734 T
598 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs592403 160652562 T
599 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs3850733 160670895 T
600 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs153296 160673511 T
601 5934 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs10515827 160687535 T
602 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs252942 160688459 T
603 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs187269 160689203

604 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs252944 160690915

605 5034 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs194072 160691233

606 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs1816072 160692234

607 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs1816071 160692534

608 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs967771 160694752 T
609 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs2910298 160724310 T
610 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs1422951 160766838 T
611 5934 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs10043074 160780542 T
612 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs4498288 160807099 T
613 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs2962420 160822562 T
614 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs7724146 160827209 T
615 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs2962406 160842679 T
616 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs2962402 160870827 T
617 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs6882041 160874978 T
618 5q34 GABRB2 gamma-aminobutyric acid (GABA) A receptor, beta 2 254.3 5 rs4426954 160885609 T
619 5035.2 DRD1 dopamine receptor D1 35 5 rs5326 174802802 T
620 6p24.3 MUTED muted homolog 183.2 6 rs2815132 7974944 T
621 6p24.3 MUTED muted homolog 183.2 6 rs9379157 7993105 T
622 6p24.3 MUTED muted homolog 183.2 6 rs2294435 8002919 T
623 6p24.3 MUTED muted homolog 183.2 6 rs2815155 8010229 T
624 6p24.3 MUTED muted homolog 183.2 6 rs2326975 8014321 T
625 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs1047631 15631080 T
626 6p22.3 DTNBP1 Dyshindin dystrobrevin binding protein 1 140.2 6 rs742106 15632459 T
627 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs875462 15646415 T
628 6p22.3 DTNBP1 Dyshindin dystrobrevin binding protein 1 140.2 6 rs1040410 15655455 T
629 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs7771339 15677985 T
630 6p22.3 DTNBP1 Dyshindin dystrobrevin binding protein 1 140.2 6 rs760666 15697100

631 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs2619539 15728834
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

590 0.03 0.38 0.00 0.00
591 0.18 0.47 0.37 0.27
592 0.02 0.00 0.07 0.04
593 0.13 0.01 0.04 0.01
594 0.19 0.33 0.35 0.34
595 0.14 0.45 0.44
596 0.04 0.24 0.10 0.20
597 0.33 0.23 0.28 0.20
598 0.30

599 0.08 0.30 0.13 0.08
600 0.24 0.00 0.23 0.16
601 Y 0.19 0.00 0.00 0.00
602 0.29 0.37 0.23 0.26
603 p=0.0009 (Lo et al. 2004) 0.29 0.37 0.17
604 p=0.0003 (Lo et al. 2004) 0.10 0.13 0.13
605 p=0.0005 (Lo et al. 2004) 0.12 0.14 0.18 0.22
606 p=0.006 (Lo et al. 2007), p=0.027 (Lo et al. 2004), p=0.047 (Yu et al. 2006)

607 p=0.0008 (Lo et al. 2004), p=0.005 (Lo et al. 2007), p=0.045 (Yu et al. 2006)

608 0.24 0.00 0.06 0.18
609 0.13 0.00 0.06 0.02
610 0.28 0.41 0.36 0.21
611 0.15 0.42 0.28 0.20
612 0.01 0.00 0.00 0.00
613 0.37 0.29 0.50 0.46
614 0.18 0.08 0.23 0.14
615 0.26 0.31 0.44 0.30
616 0.01 0.00 0.12 0.09
617 0.31 0.25 0.44 0.28
618 0.41 0.18 0.39 0.46
619 0.13 0.18 0.24 0.24
620 0.48 0.18 0.24 0.24
621 0.04 0.03 0.10 0.21
622 0.18 0.16 0.16 0.17
623 0.46 0.15 0.23 0.18
624 0.06 0.17 0.23 0.20
625 0.20 0.17 0.00 0.02
626 0.34 0.16 0.44 0.38
627 0.20 0.00 0.00
628 haplotype (Fallin et al. 2005) 0.08 0.23 0.09 0.07
629 0.03 0.00 0.00 0.00
630 haplotype (Fallin et al. 2005; Straub et al. 2002) 0.20 0.12 0.00
631 p=0.006 (Straub et al. 2002), haplotype (Li et al. 2005) 0.47 0.28 0.36 0.34
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R

1 Sequence
590 TTGCCCCAGTGGGAGAGAGGGTCAGGCACCAAGGTGGTCCCTGGATGCTGGGGATCTCGG[A/GITTAGTTCACCACACTCTCGAGGCACATTCACACACACACTTGCACGTTGACCAAAAGAGA
591 CAGCAGAGGGGGTGGCTGGGGTTAGGGTGAGGGTCTCTGAAGGACCAGGAGCCCCACGTG[C/G]TATACAGTCAGTATGAAAAGTCCAAGCTTGTGGAAGGCTGGGAACTAGAGACAGGGTGGG
592 CTACTCAAAGAATAAAATCTAAAAATGTTCAGAGACCTGGATTCCACGGTTCTAACACTA[T/C]IGTGATTCTAATGTTTTACAGCATGATGAGCCCGACTTTGATGACGTTGGCAGGCTCCTCT
593 TCCTGCACCCTGGAGCTCACAACCTTCCCTGCTTCCTGCCCTTCTCTTCCTGGAGTTCTC[A/G]JGAACCTTGCCCAGATGTGGCCACTTTAAGCTTCTTTCTCATAGGGCTTTTGAGAATCATG
594 GGGATGGTTGGACGGGGGAGGGAGGGATGAGTATAATTTCTCCATTAGAGAGGCAAAACT[T/CICATTCTAGGTAAAGACCTTAGATCAGTGATTATCAAATTGGCTGCCTCAGAATCCCCTGG
595 ATGGACCTCAAGGTCGGACCCCCTCTAACCTGAGAGTACTGGGTATTGGAAAAAGCAATGIA/G]JCTATGAATCAGCAGTCCTGGGTTCAAAGTCTTGGCCCCAGTTTCTTCAGCTTTGGAATAG
596 GAGGGTTATCCAGATGTCTCCAGGGGGCCCCTGCAAGTAGGGTAGTGAGTCAGGGACTTC[A/GITGGGGTTGGAGAATACCAACAAGCAGATAACATGTCCTGCAAGTGAGAGGACTAGCAAGG
597 GGCCCTGCAGGACCCTGGGGCACTTGGGCATATGTGTGTGGGCTGTGGAAGGTGGGATTT[C/GJAGTCAGCTGTCACAATGCCACTGGGGCTACAATCACCCATGCAGGAACCCAGCCCTGGTC
598 TTGTTTTTCTCAGACGAAGTCAGCTGTCCCTGCAATTTTTGTCCCTATAATTTTATTTCT[T/G]JAATTTAATAGAGTATTTCAAGAGAAGGATTTGTTCATCACTTTAAAGGATTCATGGTCCT
599 GAGCTTTTCAGAGACTTAGCTAGGCTGAGTAACCCTGGCTTCTTGAATTCAAATTGGATT[A/CITATGGCTGCCAATAATAGAACTGAAGAAAGATATTTTAAAACAGCTTCACACGCAATCTG
600 TCACAAAGTTTGGGAGGCACATCACCAATGTGTTGATCAGCAAATATTTATTAAACTAAT[C/G]ICTCTTGGAGACCAAGCCAACAGTTAAGAGCACGGGCAGTCCTGAACATAATCAAACCTAC
601 GGGACATTCTTGATAAGAAATGGGGTGGTATTATTCATGATGCTGACACAAAGGACAGCA[T/CJICGCATAATCAGGAGCAATGTGGACCTCCTCTAACCTTTCATGCTGGGTGAACAAAGAAAT
602 TCCTATAGTTTTTACAATGAAAGATGTCTCCAGACAATGCCTAATGTCCTCTGGGAGAAG[A/GJAAATGACCCTGTTTTGAGAACCACTGAAAAATACTAAATAATCTCTGGTATCTTTTTTGT
603 TGAGTTAGAAGCTTCCATATGGTTTGCTCCAAATACAACTCAATGGCAGAGATTATTTAT[A/G]ICTTTGCTATCCTTGAAATTAATTTGAAGTTAGAAATATCAAAACATCAAGGAAATAATCA
604 CCTAGGATAGGGAATGGATATAGGTATAAATTAGCTTACAGTGATCACTGAACGTTTGATI[C/G]CCTTCTTTTAATTAAATTTTTGTATTTATAGTTATATATCTAGTGCGGGGTTAAAACGTG
605 GTGGAGAGAGCTTTTATATCAAGGTTGGATTTGGGGGAGAGTACACAGTCCATTACCATG[A/G]TCTCGGAAAAATCATTGTGGGTACATTGCAAGACAGGATGGGAAGAATCGTGAGAAGACT
606 ATAGTGTTTAAGGGCCTGGATTCCTGAGTCAGAAAGATTCTCATTCCAATGGCAACTCTA[T/CJAACTTTCCATCTGTGTGATCTTGACCTCTGAGCTTTGTCTATTTTCACATCACTATTTTG
607 GATCATCCGTAGTTGAAATGATGAAGAGAAAATTGAAACTGGAAAATGTCTCAAAATGACIA/G]GCTATAAAGAGGACACGAGAAATGTAAGATACCTGTATCTAAAGCAAGACCAAGGTTTTA
608 GAACAATTGAAAGAATGAAAAAAAGAACTGTCCCAAATTGTCCTAACAATTACAGAGGAGIA/G]GGTATGTTTGATTCACTCTATGAGGCTGAGTAGGGAAGAGCTGGAATTC
609 TGGCTTATGGCATGTAATAATTACAGTGACTAGAATGGTACTTCTTTAGGTTAAGTGGCT[A/TIATTATCAGTCAGCCAGAAGGATCTAATGTAAATATTTGAGGGAAAGAAGTATCAAAAGTT
610 GAGGGAGGAGGGGGCATGATGAGGCCATGTAGTTGACATTGGTATTGTGTAGCTGAGCTG[A/G]JCACAGAATACAGCAGAGTATCCCCCTGACTATTCCTATTTCAAAGATATATAATACTTTC
611 TTTGTGTTGGGATTTTGGGGTTAAGGGAATGAAAGTTCCTACCACCTTAAATGAACTTCC[T/CICCTTTCTATCATTTTGATGTCAGCTCATCATAACCCACCTAAGGAGCCTTCTCCCACCAC
612 GGCTAGTGGGAACAATTCAACATGGAATTAGTATCTTTCTCTAGGGATTTATGGTCATTT[A/G]GCATTTTGTTGCCTTTTATTCTGTCCATAAGAGTGCAGATAATGAGCTACTTCTGAGAAG
613 TGGATCAAGGAGCACCCAGAAGTGGTTTATTTGGGGTTTTTCAGTTTGAATAAACCAACT[A/CITGAGACAAGTTCCCAAAGGTGGAGTTGTCAAATGTGAAGGATAGCCTTGTAATATTAAAG
614 GGGTAGAATGTTTTAACTTTAGGCATTTTAGAAAAGTATTTCAGTTTTTTTGTCAGTATT[T/C]JCCACTTTTCAAAAATATGACACAACAGGACTGATTTCCAAAGATTGGAATACCAAACTAT
615 CCCACTAGTTCCTACTCATTACACAGTCAAATGAGTTTGAGAAATGCTGAGTTACACAAGIA/TITTAAGAAATTTCTTTGCTGTAGGACTTATTGGTAGCCATTAAATTAATGTGCATAGCAAA
616 TAAAGGTCAACTTTTAGATATAAACATAACAGAGTTTTATGCAGTTTAGAAAAGAAAAGA[A/GICAAGATTATTTAGGAACTTTGATCTGTCTTTTTAACCGCTCCTTCTCTCTTTTGATGTAG
617 TATTATTAGAAAATATGTTCTTTTCTATTCGGGGGATAGTTTGCAAAACAGATCTTTTTA[T/CITTTGGAAAATGAATGAGTATATTATTGCCTACAACTGTAGCTATGAGAAACTCAATTTTA
618 AAGGCTGGCCTAGTTGATATAAATTCTTTTCTCCTACAATTTCTGAGCTTTTGCCTTCTT[T/CITCAAAGGTACATTTGATATAACCAACACAGGAGTTACAATTCAATGAAAGACTTTCTAAA
619 CATGGAATGTTGGTGAGGCCCTCTGCCAGGGAAGCAATCTGGCTGTGCAAAGTGCTGCCT[A/G]JGTGGGGAGGACTCCTGGAAATCTGACTGACCCCTATTCCCTGCTTAGGAACTTGAGGGGT
620 gaggttcgttccccaggteecctgggaacagaggcetgectagecagecttceccacactaal T/Clgagatatcectttgeggacctcecccaticaagatgagtggeatictgategtttactag
621 GGTTGTATACTCTCAACAGCATCTTGGTAGCATTCTGTCTTTGTTTACTAGCAGAAATAC[T/CJICTATGAGGAGAAACTGCCCCCAACAACAACTTGGTTACTCTGAGTAATGTTCACATACAA
622 ATTCTAATGTGGGTTAAATTGATCAAGAGAAAATTCCTCCAAAGGCAGCACAGGAATTTCI[A/GICTTGATCTCCTGATTCCTTGTTTTTGGTTAGATTACTAGAGACACTGTCAGGTTAAAACA
623 CTACTGTATAGCAAAGCCAATTAGCTGGGGGCTGTTTCCCTACTATGCCATGAGTGTGGC[T/C]JGACTATTCCTGCCTTTCTTTTTAGACACCTGTTTCCTAGAATGCTTCTCTTGCTCCCTCT
624 CTTCCAGCCACCTGATTACAAATTCCAAAGCTTCTTTGGTGCAGTCGATAAACTAGTCTG[T/C]TCATGTAATGTAAGTTCTCCTTCTCCCCCATCCCCATTTTTCCTGACCTTCTGCAACACA
625 GCTGTATGCGGAATTCCACCTGGAAAGCCAGGTTGTTTTATAGAGGTTCTTGATTTTTAC[A/G]TAATTGCCAATAATGTGTGAGAAACTTAAAGAACAGCTAACAATAAAGTGTGAGGACGGT
626 CTCCACTCCGGTAACTTTGGTGAGTTGAGAGCTTTCTTGTTTGTTTTCCCTCCTTTACCA[T/C]JCCAGAAATCCATTTGAGTCTGCTCCTTGTGGTTAAGGACTGGCGTTTGCAGGGAGGTGCG
627 ACTCCTTAAAGGGGAACATCTGGGTGAGCCTGGCCTAGCTAGGCTTGTGAAGGGCA[T/CITGGGCCTTCTTGGAGAAAGATGTGAAGCGTGACAGGGATTTGACACAGGGCCATTATCTG
628 TAGTCCTGTAGGTGATTTTGATGCTGCCAAATGTGGAGAACCACTGGTTTTCTGTCTGTA[T/CJAACCCTTTTGAATGGACTCTTTAATAAATAATTTTCACTCACAGACGCTGGCAGTTGGTT
629 GCCAAGCTCTGTACTTCCTGAGAACCTCTGAACACATAGTTTCTTCTGCATAGAAATTTCIA/G]ITGCCCACTCGTTACTCATATTGGTTCTCTCCTTTTTGTCCTTTAGTCTCAGACTTAATAG
630 ATATATAATTTGAATATAATATAGAAATAATAGAAATAAGTACACTAAGGTGGGAGTAAT[T/CJAACCAGAGAGAGGTCATGACACTTGATCTGAATGACGAGTACTCACTGGGCTAGAAAGGA
631 GAAGCAATATTCAGCTCATTCTGTTATAACTAGTCTGACATGGTCTTAAAATGTATAAAA[C/GJACTATCATAGCTAATAGGATTATTTAAAAGGCTGTTTCATTTTGATTAGTGATAAAAACT

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 46
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

632 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs3213207 15736081

633 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs1011313 15741411 T

634 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs6459409 15744832 T

635 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs2619528 15757808

636 6p22.3 DTNBP1 Dyshindin dystrobrevin binding protein 1 140.2 6 rs2619522 15761628

637 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs1018381 15765049

638 6p22.3 DTNBP1 Dyshindin dystrobrevin binding protein 1 140.2 6 rs1474605 15766191 T

639 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs1997679 15766884 T

640 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs909706 15768850

641 6p22.3 DTNBP1 Dysbindin dystrobrevin binding protein 1 140.2 6 rs9476886 15769440 T

642 6p22.1 MOG myelin oligodendrocyte glycoprotein 15.4 6 r$29254 29731573 T

643 6p22.1 MOG myelin oligodendrocyte glycoprotein 15.4 6 rs29234 29732091 T

644 6p22.1 MOG myelin oligodendrocyte glycoprotein 15.4 6 rs2256266 29740297 T

645 6p22.1 MOG myelin oligodendrocyte glycoprotein 15.4 6 rs2747419 29750173 T

646 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs204991 32269344 T

647 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs2071286 32287874 T

648 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs379464 32294326 T

649 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs422951 32296361 T Thr320Ala
650 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs520692 32296618

651 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs2071282 32296921 T Pro204Leu
652 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs915894 32298368 Lys117GIn
653 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs3134931 32298598 T

654 | 6p21.32 NOTCH4 notch homolog 4 33.3 6 rs532385 32303337 T

655 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs7762948 34094069 T

656 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs2229901 34098425 T

657 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs7772436 34099346 T

658 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs2451383 34113047 T

659 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs9469690 34120889 T

660 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs3778068 34136383 T

661 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs1906953 34144424 T

662 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs2499689 34149284 T

663 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs2451341 34149425 T

664 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs1565364 34156504 T

665 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs1873249 34161402 T

666 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs874631 34170783 T

667 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs2499713 34171329 T

668 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs733457 34176386 T

669 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs747373 34188002 T

670 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs2499722 34191437 T

671 | 6p21.31 GRM4 MGLUR4 glutamate receptor, metabotropic 4 133.8 6 rs937031 34193665 T

672 6q14.1 HTR1B 5-HT1DB 5-hydroxytryptamine (serotonin) receptor 1B 1.3 6 rs6296 78228979

673 6023.2 TAARG6 TRAR4 trace amine associated receptor 6 1.0 6 rs8192624 132933946 T Val265lle

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 47
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

632 p=0.00009 (Straub et al. 2002), p=0.005 (Schwab et al. 2003), p=0.17 (van den Ord et al. 2003), p=0.020 (Li et al. 2005), p=0.036 (Stefanis et al. 2007) 0.12 0.03 0.01
633 p=0.009 (Schwab et al. 2003), haplotype (Straub et al. 2002; Funke et al. 2004) 0.07 0.00 0.19 0.23
634 0.17 0.08 0.27 0.29
635 p=0.002 (Li et al. 2005), p=0.013 (van den Ord et al. 2003), p=0.014 (Schwab et al. 2003), p=0.047 (Straub et al. 2002) 0.19 0.37 0.09 0.07
636 p=0.005 (Stefanis et al. 2007), p=0.015 (Funke et al. 2004), p=0.030 (Schwab et al. 2003), p=0.047 (Straub et al. 2002), p=0.066 (van den Ord et al. 2003) 0.18 0.36 0.08
637 p=0.0006 (Funke et al. 2004), p=0.026 (Stefanis et al. 2007), haplotype (Straub et al. 2002; Schwab et al. 2003; van den Ord et al. 2003) 0.08 0.31 0.09 0.06
638 0.19 0.36 0.09 0.07
639 0.28 0.43 0.09 0.06
640 haplotype (Straub et al. 2002; Li et al. 2005; Funke et al. 2004)

641 0.25 0.47 0.42 0.34
642 0.04 0.00 0.02 0.14
643 0.05 0.17 0.02 0.01
644 0.31 0.05 0.22 0.28
645 0.03 0.04 0.00
646 0.14 0.16 0.21 0.33
647 0.20 0.01 0.29 0.16
648 0.01 0.23 0.08 0.10
649 haplotype (Wang et al. 2006; Zhang et al. 2004) 0.37 0.27 0.27 0.22
650 p=0.002 (Wang et al. 2006), p=0.017 (Zhang et al. 2004) 0.07 0.25 0.25 0.18
651 Y 0.03 0.00 0.09 0.06
652 haplotype (Wang et al. 2006) 0.35 0.36 0.48
653 0.22 0.43 0.44 0.42
654 0.13 0.39 0.42 0.42
655 0.04 0.42 0.04 0.05
656 0.18 0.26 0.27 0.42
657 0.06 0.28 0.03 0.04
658 0.23 0.23 0.31 0.50
659 0.16 0.49 0.24 0.32
660 0.38 0.33 0.43 0.43
661 0.10 0.39 0.40 0.46
662 0.03 0.21 0.06 0.16
663 0.01 0.17 0.06 0.14
664 0.23 0.33 0.44 0.42
665 0.48 0.23 0.23 0.28
666 0.09 0.05 0.26 0.24
667 0.07 0.01 0.19 0.14
668 0.41 0.27 0.36 0.48
669 0.02 0.16 0.01 0.02
670 0.43 0.34 0.43 0.43
671 0.03 0.23 0.10 0.12
672 0.34 0.24 0.46
673 0.08 0.03 0.07 0.03

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 48
R
1 Sequence
632 CATGGTATATTCTAAATGTATTAGGGAACTTTTCTTTGAAGACTTCCTTTCGTAAAGCCA[A/GITAATTACCCGTTAATTATGTTTTATGTTTGTTTTCTTTTTGGTTGTTAGTGGTAGTTTTT
633 ACAATAACACTTAAAAGTTGATATGACTCCTTAATTCACAGGCTACAGAATGGATGTTGCIA/G]ITTAGTGGGCATGAAAACAATGTTAATTAACAGTTGCTTGTGTGCAGTAACTTGGCGTCTC
634 TGCCAACTTCTTAGGAAGCCAGACAGGTTTCCTTGTTGACTCCTTTAGCCAACAGGTACA[T/CITTTTTTTCCCCCTAGCTTAAGCTTTCACCAGGGGGATGTAGCCACCTCAAAGTCCAAAGA
635 TGTAATATACATAGCATAAAATGTATCTTAACCATTCTTAAGCTTAGTAGTGCTGAGTACIA/G]TTCACATGGTTGTGCATCCAATCCCAAAAACTCTTTTCATCTTGCAAAATGGAAACTCTG
636 TAGAGGGGAGGAGACTGCTAGAATTAAATAGCTGGCAGAAGCAGTGAGTGAGAGCTGACA[T/G]JCCAGGTGACCAATGGTAGAGAAAGAAAATTTAGGAAAGGTAGACATAAGAGCCCAAACAA
637 AATGATGTAGACAGTTGGAAATTGAGTTACAAGTAAATGAAACGTCATGCAGGTTCCGCA[T/C]JGCTGTTGAATCACCGGCAGATCTCAGCAGTCATTGTAGTACTCAATG
638 GCAAAGCAGAATGAACAGAATGTTAAAGATACAAATAGTGTGGTATGTGAGTCCGAAGAAIA/G]JGAGTCATTAGTTAGGATGCATTTACAGAAGGCTTCAAAGAGGAAGGGGTTTCTAAAACTA
639 ATACCAAAGTACATACTTCGAAGCCACTCTGGTCTTTGACTTTTACCTTTTGAGCTGTTA[T/C]JGACCAAAGGCCTCAGGATTGAGGTATTTAGGCATGCAAACCCTTCAGGGAACTGAAAATC
640 GAGATCAGGGTAACCCTAAACGTTTAGAGTTAGTTAAGGAGAGACATGCCAAAGGGATCT[A/G]JGTTAGAACCCCTTGGAAACTGACTTGACTTCTTAAAGATGCCGTAGTCTGGGGCCATTTT
641 TTTGGCTAACATCTTTCTCATTAGAAATTTAAAACGAGGCTGGGCGCAGTGACTAATACCIT/CIATAATCCCACCACTTCAGGAAGCCTAGGAGGGAGGATCTCTTGTACCCAGGAGTTGGAGG
642 TTGGACACAAGCAATGTTTGGCTACTCTGGTGCTGTGTGGTTGAAAGTCA[A/G]JGATTGCAGGGGTCAATCCCATGGAAAAAGTGGCCGCTGTGGATCTCTGGC
643 TCCTCAGTGTCACAGGGGAGAGTGAGATCTGGAATGGAAAATGACCTTTCTCTCACCTCT[T/G]GGCTCAGCTGAGAATTGCAAGTGTGAGACCAGCATTGGTAGCAGGTTCCAAAAATAGACT
644 ACAGGTGTGAGCCACCATGCCCGCTGTAAACTACCTTCTTAAAAGCTCTAGAAGAGGGCT[T/C]JTTAACCTTTTGTTGTGTGTCATGCACCTTCCGCAAGCTGATGAAGTTGATAGACCCATCT
645 GGCTAGAAATAAGAAGAAAAAAAGAAAAAATTGGCTTTTCAAATTAGAAGCAAATAAAAA[T/IGITTAACTGGAATCTTTCAACACTGTCAGAAATGTAAATTTTAACTTACAACAACACTTCTT
646 CATATCTATATCTCTTATGCCCAAAATAAACTTTCCCCTGCCCCTTGTCTGCACTAAACT[A/G]ITAAGTTTCCAAAATGAACCCTTCCCGTACTCTATTTGGTACACATCTTGTCTCCTGAATA
647 TCTGTCCTGATCATCATAACCCAGGCAGAGTGGACCACACTTAATCCAGCTACACTCAACIA/GJCATTTCACCCCACCCCACTCACTTCGATGTCACGCCACCCTCTTTGTAAAAGAACACTAA
648 GAGATCCCAAAGTGGAGGAATTTGAAGTGCATCTGGGAAGCTTGTTGCTCCTATATTTGT([T/CJCCGTTGCTTTGGGTTCATCCTGGTCTCCACTGTTTCATCCTGAATTGAGGTGGGATCAAC
649 TCGTCCCCTCCCCAACCCCCTGCAGGCTGGGACTGCTCCGAAGATGTGGATGAGTGTGAGIA/G]JCCCAGGGTCCCCCTCACTGCAGAAACGGGGGCACCTGCCAGAACTCTGCTGGTAGCTTTC
650 TCTCCGTTGGAGCCTCCTCCCACAGCTGATCCATGACCCTGTCAGGTTTCATAGGCCCGG[A/G]CTGTGAGGTGAATCCAGACAACTGTGTCAGCCACCAATGTCAGAATGGGGGCACTTGCCA
651 CGGGCTTCGAGGGCCATGCCTGTGAACGTGATGTCAACGAGTGCTTCCAGGACCCAGGAC[T/CICTGCCCCAAAGGCACCTCCTGCCATAACACCCTGGGCTCCTTCCAGTGCCTCTGCCCTGT
652 TTGACACCCAGCTTCTTGTGCACTTGCCTCCCTGGCTTCACTGGTGAGAGATGCCAGGCCI[A/CIAGCTTGAAGACCCTTGTCCTCCCTCCTTCTGTTCCAAAAGGGGCCGCTGCCACATCCAGG
653 AAGGAGATGAAGGGAAACAAATGAAGGCAGAGGAGGGAGTGGGCAAGAATAGGAAGAGGGIA/G]CCAGTGATGTGAGTTTTCCTCTCCTCCCCTGCCCAGGTGTGCCCCTGGCTTCCTGGGTGA
654 CAGGGGGTATACAATGAAAGAAAATCCCTTTAATAAAATGAATCTCTATTTGATGAAATAIT/CITGTAGGAAAAAGGGTCATTTCCCAGAGGGAACTATCTGTATCCCTGGCATGCTGCAGTTC
655 GCTCTGTTTAACTCATTATGGAAATTTTCCCGATATACAGGAAGGAGAGCAGGATAAAGA[T/CITGCCCGCTCAAGAATCATCCACTTTTGGCCACGTTGGCTTCAGCTCTGCTGCTCCCTGCC
656 TGCCTGCCCGTGGGCACCCACGGACGTGGCTTGGTGCTGAGGATAGCAGAGCCCCCAGCCIA/G]ITCACTGCTGGCAGCCTGGGCAAACCGGGTGAGCAACAGGAGGACGAGGGGCCGGGGCGGT
657 CCCCAGATCCCCAGGGCCCTCTGAGCACCTACCCTTTCTACTTCTTGGTGCCCCTGTCTC[T/CJCTCAGTCTTGAGCCCCCCTTTTCTGCCCCTGTCCCTCTGGCCCTTACTCCACACCAGGAC
658 TCTTTACATCTTGCTCTAAATTAGTGCTACCCACAGTTACACGTCCCTGAAGACACAATG[A/GICTGTGAGCAATAGAGCCACACGAGTGTTGTCACACCCTACTGAATATGTTACAATATTCT
659 CTCAGGCCCTTCCCTTGTGCCCCACAGGAAACAACGACAGGACCTAGGTGACTCCCCTGGIA/CIGGGGTAGCGGGGCATGTAGGGGAGGGGTGGGGGATACTGCAGGAACCACAAACCCTCACT
660 CATCTGAGCTGAAGGTGTCCTCAAAAACAGCAGGCCTGGAGTGAGGCACATAGCTGGGTG[C/G]JGGTGTGGGAGCCTAATCTTACCAGGCTTTGGGATGGGAGTAGGGGGCAGGAAGTCAGGGA
661 AGACCCATCCCCCCGCACCACCACTTGTGGGATGTGCCTATCTCATGCAGTCAGCCTGGG[T/CIGGGCTGAAAGGAAAGGCCTCCCGTAAGAGGAGCCGGCTTGTGCCCTGCCTCACCCACTCC
662 CACCATACACAGTCAGATACGCACCACACACAAATACACATAACCACACACAGAGTCACAJA/GJATACACCACACACAGACACAGGTAACCCTGGACAGTCACATATAACAAGCCTGCCTGACC
663 AAGCACAAGCAGGCGGTGCCCACCGTGAAGCGTCCACACCCCCACCCTCACACTGCCTGG[T/CIGGCTCTCACACAGTCACCGCACGTGAACAAAGCACCCCTCCAGCCCATCTCTTCTTAACT
664 GCACCAGAGGAGTGGCTGCCAGGGGATTCAGGCCTCCCAGACCACTTTCAGAAAGGGGCCIC/G]TCACAGCTCATACTTGGTCACGCAGGAGTCACACGTGACTTGAGGGATCCTGATCCACTT
665 AGAGAGCTAAAGAAGAAGTGAGTAGTTGGGGGCTGGATTTTGCAATTAACC attcattca[A/G]caaacatttattgagcaactactatgtgccagggctgtgttagatgctggagatgcageg
666 CCCCCCACCCTCTGGGAGAATGCAGTGTGTGCCGTGGGCCAGGGCCAGTGTGCCAGGGCC[T/CICACTCTGGATTTGGGCCAGGGTCTGAAGGCTTCTAACGAGTCTGGCCCCACAGGGGATGC
667 AGCTGTCTCCTAAGGCTGTGAGGGTCACATGAGGGAATTCAAGCAAAGCACTCAGAACAG[T/CIGCCTGGCAGGCGGTAAGCACTAAGGGTCAGCTCTTAGGGGAGCTGCCATTCCTCCCGCTA
668 TTGACCAGGGTTTACTGAGCACCCACTGAGTGCTCTGCATGATCCCTGCCTTCATGGAGC[T/GJGACATCCGAGTGGGAGAGACAATCAATAGTGAATGAATACACACAGAGCTAATGCTGGGT
669 AGAGCTGTAAGCAGGGAGATGCTGCCTCCCTGGGGCGGGGGAGAGGAGGAAAAGAAAGGGIC/GICTATTTAATTTAATTCCGTGTTTTATCGCTCGTTGGATAAATAACCTTCATTAAGATGGA
670 GAAAGAGCCTTTCTAGCTTCCCAAAGGGGCCCTGGGACAAGCCTTGCTGGGTTTTGGGCC[T/CJAACTCCAATCCTCTGTCTGCTCCCAGCCCTCCCTAAATAACTGTGCAGCGCGAGGCTGGA
671 TGGCATTCAATGGCTAGGTCATCACCCAAGGGGCCCTCGCATCTTTCATATACTATGTCT[T/CIGCTGGTGGCTGGTTGGATGTGAGATCTTGGGGCTGCTTACCTGGCTGCATCTATGTATTT
672 CACCTCTATTAACTCGCGGGTTCCCGACGTGCCCAGCGAATCCGGATCTCCTGTGTATGT[C/GJAACCAAGTCAAAGTGCGAGTCTCCGACGCCCTGCTGGAAAAGAAGAAACTCATGGCCGCT
673 TACAAAGCCAGAGTGGCCAGGAGAGAGAGAAAAGCAGCTAAAACCCTGGGGGTCACAGTGIA/GITAGCATTTATGATTTCATGGTTACCATATAGCATTGATTCATTAATTGATGCCTTTATGG
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674 6023.2 TAAR6 TRAR4 trace amine associated receptor 6 1.0 6 rs8192625 132934025 T Cys291Tyr
675 6g23.2 TAARG TRAR4 trace amine associated receptor 6 1.0 6 rs7772821 132934199 T

676 6q23.2 TAARG6 TRAR4 trace amine associated receptor 6 1.0 6 rs4305745 132935405

677 6g23.2 TAARG TRAR4 trace amine associated receptor 6 1.0 6 rs6903874 132938603

678 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs12216492 146418311 T

679 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs4896857 146488865 T

680 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs4607452 146529796 T

681 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs4895691 146564647 T

682 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs4272232 146605615 T

683 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs7744909 146607938 T

684 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs7750079 146643446 T

685 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362956 146668721 T

686 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs941901 146698944 T

687 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362862 146702961 T

688 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs1983635 146707365 T

689 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362836 146708451 T

690 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs61914 146717958 T

691 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs725186 146718101 T

692 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362895 146721019 T

693 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362848 146724178 T

694 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs9403775 146728202 T

695 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs2300620 146745874 T

696 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362925 146757695 T

697 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362854 146758161 T

698 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs362936 146762519 T Gly884Glu
699 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs979775 146767662 T

700 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs7755078 146768262 T

701 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs2300626 146771510 T

702 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs3804295 146781896 T

703 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs2284796 146788588 T

704 6q24.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs2941 146796825 T Val929lle
705 6024.3 GRM1 MGLUR1 glutamate receptor, metabotropic 1 409.8 6 rs7770466 146800958 T

706 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs488133 152167137 T

707 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs532010 152172611 T

708 6025.1 ESR1 NR3A1l estrogen receptor 1 295.7 6 rs11155813 152191128 T

709 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs9479130 152210149 T

710 6025.1 ESR1 NR3A1l estrogen receptor 1 295.7 6 rs1709182 152217050 T

711 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs9340820 152217518 T

712 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs1709183 152235689 T

713 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs9340835 152241624 T

714 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs6557170 152244797 T

715 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs7761846 152254201 T

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 50
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
674 p=0.040 (Duan et al. 2004), haplotype (Pae et al. 2006) 0.07 0.13 0.07 0.03
675 0.20 0.25 0.33 0.14
676 p=0.001 (Duan et al. 2004) 0.42 0.50 0.35 0.33
677 p=0.003 (Duan et al. 2004), p=0.010 (Pae et al. 2006) 0.17 0.43 0.27 0.12
678 0.12 0.00 0.04 0.06
679 0.07 0.36 0.09 0.08
680 0.09 0.26 0.18 0.11
681 0.01 0.38 0.01 0.03
682 0.39 0.00 0.44 0.46
683 0.03 0.24 0.16 0.10
684 0.03 0.38 0.09 0.01
685 0.02 0.00 0.00 0.00
686 0.22 0.14 0.16 0.10
687 0.01 0.00 0.05 0.01
688 0.35 0.00 0.05 0.08
689 0.29 0.03 0.02 0.04
690 0.44 0.35 0.33 0.49
691 Y 0.20 0.08 0.26 0.17
692 0.15 0.12 0.26 0.12
693 0.09 0.00 0.24 0.37
694 0.11 0.44 0.27 0.27
695 0.16 0.15 0.36 0.47
696 0.01 0.00 0.23 0.11
697 0.38 0.33 0.30 0.43
698 Y 0.03 0.00 0.00 0.00
699 0.15 0.00 0.00 0.00
700 0.38 0.04 0.08 0.11
701 0.03 0.45 0.38 0.29
702 0.49 0.06 0.46 0.47
703 0.03 0.00 0.41 0.34
704 0.04 0.00 0.00 0.01
705 0.03 0.24 0.00 0.00
706 0.32 0.00 0.09 0.09
707 0.32 0.45 0.38 0.37
708 0.12 0.45 0.28 0.29
709 0.41 0.47 0.38 0.37
710 0.37 0.07 0.01 0.02
711 0.03 0.16 0.31 0.28
712 0.28 0.35 0.40 0.47
713 0.37 0.27 0.23 0.21
714 0.21 0.06 0.46 0.49
715 0.08 0.48 0.10 0.09
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 51
R
1 Sequence
674 GGTTACCATATAGCATTGATTCATTAATTGATGCCTTTATGGGCTTTATAACCCCTGCCT[A/G]TATTTATGAGATTTGCTGTTGGTGTGCTTATTATAACTCAGCCATGAATCCTTTGATTTA
675 AGGTTTTAAAGAACAGTTCAGCAACCATGAATTTGTTTTCTGAACATATATAAGCAGTTG[T/G]JATAGACGAAGTTCAGGATACCTTTAAAATTACCAAGCGAAATGAGTTTTTAAAAATCAAG
676 TCTATGTCCTTTCTTCCCCAAATCCATAACCCCCATGTAGTCATGAGAAAAATGTCAGACIA/GIAAACTTTATCGGGAATATTCTGCATAATATTTGATCAGTATTTCTCAAAACTGTCAGTCA
677 AGATATTTAGCATTTAGAGTTTCTCTCATAAGTCAGTGGTTCTTGATAATTTTTAGATCA[T/CJAGTCACATTGAAATATGCTGAAATCTATGTATTCTTTCTCTAGAAAAATGCACACAATCA
678 CCATTAAACAATTTTTCCTGAGAATGAGAAATTTCATCCAAAATCAAAGTTATTCCAAAA[T/CICATGACTTTCAATTCCTAACATGTCGTGTTAACTTTATTATTCTTTCTTTTATAGATATC
679 TCTGTTTTTTAAAATTCTGACGAAGTGATATATTTCTATTCATTTCTAGTTACAGCCAGA[A/G]JACTAGAGAAAAATGATTTTCAGAACCAAAAATTTCTGCTTTATATTTTTGTGGAGACCTT
680 TTATATGTGCTCTTCAAATTAGCTTTACTAAATTCACCAATTTTATGTGTTTATTTGATG[C/GJATTTTGATAACTCTACGCAGTGACATAAGCACCAAAGCAATCATGATGTAGAATGCTTGC
681 CTTTACAAGTGAAGAGGCTAAGGCTTCAAGAAGTTACATGACTTGCCTAAAAATCACATA[A/G]ICTAGTAAGTGATTGTGCCACTTGTAAGTTGTGCAACTTGTAAGTTGAACCCACAATGTCT
682 TATATTGCAAGCTCTTTGTTGTAATGCCGCTCTATCTGAAGGCCTAGAATATTTTCCCTT[T/C]TCCATTTCCCCTCCTCTTTAAAAAAGAATTTTACAGCACACCAGACATGAGAGACTTTGT
683 TAAAGTGATAAATTGTTCTTTTGTTCTCAAGGTTAATTGCAGTCCCTATGCCCTGTTTAC[A/G]JCTTTAACGACTCCCAATGGGAGCAAGCAAACAAACAATTGAAAATATAAATTTAATTGTA
684 CATGCACATTTTCTACATAATGGATTGTATCCCCTTTCTCTTATTTTTACTCATTACTTC[A/G]TTTACATTTAGTTTGTTTGAAAGCAAGTTCTCATTCTCTCACTCAGGCAGGAGTGCAGTG
685 CTCTTGACCTAGAGAGGCTTGCCATCTCTTTGGGCAAATCAAAACAGATCIA/G]JCATACATGAAATAGACAAATAACAATAGAGGACAACGAGTTTTTGCAGGG
686 TCCAACTCTCCCACTCCACATCCAAACTGATTGTGAGGTGTATTAGTCCATTCTTAAGCT[C/G]JCTATAGAGACATACCCAAGACTGGGTAATTTATAAAGAAAAAGAGGTTTAATGGATTTAC
687 AATCATTTCTGCCTTCACTTTAGATTCTGTGAGCTTTCAGGGGGCACTACTGAAAAATCA[A/G]TGCCAGGTATGTACTTAGAGAAGCTTCTGTTAATGGTTTTCCTGTTGACCTAGCCCATAG
688 GCATTTGTTTTATCAACAGATGTTACTAAGACCTCCTTGCCTGTGTGCTCTTGATAACAT[T/CJAATCTTCCTAAATTCTGGGATAGATATTGACTAAAGTTTCACTAGCCATGAGTTTTTATT
689 ATGAAAATAGAGATACTCAGAAAGGACATACCATTGCTTGGGATTCAAAGAGGACCATAA[T/CIAGCATAAACTTTGAAGCTTTCTTACATATCTAAAGGAAAGCATCCTTCCTATCACCCATA
690 ATGTGAGTAATTTCCATTTTCATTTCCAGGAATTTTTGTGTTTTATTTCAGATTACATTA[A/TITACAGCTTCTCACATACAAAGAAGGCTTTGCTGCAATGCTGGCTCTAGAATGTCTTTTTC
691 GAGTGATATCCAAGTGAGAATTAACTGTGGGCTGCTGGCTCACACTCATCCTGTTGATCAJA/G]TGACACTAATCTACACCTCTGATATCTTTCCATTTTAGATTCATTAGAGCTATAGAACCT
692 TCATTTTCCGTTTCTCTACCTAGTCCTTTGATTCTTTTGAAACTGGCATTTTTTTCTACA[A/CJAAGACAGCGTCCCCACTTTCTAACTATTTTCAGGAGCTATTTGGAGGGTGGGTGGGGCAA
693 TAGCAGTCATAACAGCAATGTCTAGAACTCTCCGAGTGCTGATAGCCAAGGGCCCAAGACIA/G]JCAAGTACAGCCAAAGAGAGTCTGGGGCAACAGATAAAATCTGAACAGTGTTATGCAAGCA
694 ATATCATTAATTTATCCACAACCACTATGAGTAATGCCCACACCTTCACCACTCCCACTCIA/TIGACCTATATCTGTGCTGTTCTCTTGGTCACTGAACTTTTTTGTTATTACCTCAGATCCAG
695 TGATACTATGGGGAGGGAGCATAATTTCAGTGTAAATTAATAAAGTCTGAGTCTAGAGGG[T/G]TGACTATGAAGATAGAAAGGATAAATTTCATCTTACAGATATTATATGGCAAAAGTACAC
696 ACCTAGTAATAAATCATAGAGAGGCACAACCATATACAATCCATCTGGAGATGCTCAAAGIA/GITTTCTTTTGCAATTTTATCAATGTCCCATACATTTTTTTCCAAATTAATTTAATTACAAA
697 ATTCAACTAATTCAGGAGGTCTAAGCCTACCTACAGAGGGAGAGAATATGGTCCTTTTTA[A/TIGTTAGTTGTTGAGTCTATTTCAGAACTATTTGAAAGTTTCCTAAAGTTTTTTCTTCATCT
698 CCGCTCCAACACTTTCCTCAACATCTTCCGAAGAAAGAAGGCAGGGGCAGIA/G]JGAATGCCAAGTGAGTTATCTGACCTGTTTGTCTCTCTTTTCTCTTCCTTT
699 GTACTTTTTCTATAAATCACAAGGTGCAATAAAGGTTTTTGTGAAGTTTCATCATCATGT[A/G]TAAGCTTTAGGGGAAGAAACTGACTTATAGAAAGACCAGTTAATAGAGTGCCACAGTAAT
700 GCAGTAGACAAAGGTTATCAAAAAGAATGTGGGAAATAAAAGGATGCAATATTATGGAAA[A/CICAAGGAGACCTTGTATTAATGCGCTCAGGTTGTCAAAACAAAATACCACCAACTGAGCTG
701 TCTAGAAACTGGGGATATGCCTTAGCCTTATGCATTCATTATATTCGTGCTATAAAAAAT[A/G]IGAGGAGCTGTAAGTCTGCTGGAAGTGGAGGCATGCTACTGTTACTCCGTGTGAGATGTGT
702 CAATTCCAACATGTTTGTCAAGTTCCTGTACAATTCACATTGCAATGTAGGCGAAATCTCIA/G]GTACCTCTCCTGTGATCCTTTTTACTCCTTATATGTTATTAATGTTAATTCTAATCTCCC
703 TCACCCTAAGCATCTTGTACCTGAAATTCTTTTCTATGACAGGCAGCCCGCTTATGTGGC[A/G]TGACAGCCAGACAGCTTTATCCCATCACCTTCTGCAGTGCTAGCTGACTCATGGGAAATG
704 ATGTGGCACCGCCTCTCTGTGCACGTGAAGACCAATGAGACGGCCTGCAACCAAACAGCCIA/G]ITCATCAAGCCCCTCACTAAAAGTTACCAAGGCTCTGGCAAGAGCCTGACCTTTTCAGATA
705 CATTGGTTCCCCAAACAAAGGAGTCTCTGTTATTCACATTTTCTGCTATGAGATTCCTGC[A/G]JAAGTAGGGCATTTCCCAAGTATCACTTGAAAAGAGAATATGATGGTACAAGGACCACACG
706 ACTTCTTGGGCTAACTTTGATTGTAAGTCTCTGAACAATCAAAGCCTGTGAGGAGACAGC[T/CJAACCTTCTTATTCTTCCTATGTCAATAGTGAACAATTGCAGATCCCCTTTCCTTTCCTTC
707 TGTTTTAACCCTAAATTAAAACAAGTAAAATTAATTTGAAATATGCCAACCTTTAAAAGT[T/CITTGTTCATTGTTTGTCTTTTGAGTAAAGACAGCTTGGATCTGCGTGGCTGTGGGATGCTC
708 TTGAACTTAAGAAAATTCAAATGATGCATTGGCTGCCTCCTATTTATTACATGCTGCTCA[T/CJAGGCATAACAGCATAGTCTAACAAGTATAAAACCTGTGTAACTGTAGCTTTCAGTGCAGT
709 CTGGATAGCTCCTTTAACAGCTGTGGCCGGTAAGCAGGCACTTATTTGCTAAAGAACTCA[A/C]GCCCATTTAGCTGGCTTCATCTGCTTTGTAGAGCTCTGTTAAAAAGAGTTCCTATTTCTC
710 TACTACACTATGTCAGCACTATATAGGTTATCTTGTAACCTGCTTGCCTGGCTATTTGGC[T/CJGAAAAATAACAACATGTAAGGAAAATCTATTTCATAAGTCTAACATTTACTTTGTAA
711 AATCATGTATTAGGAAGTACAGAGTGAATGAGTAGAGAATTTCTAAATTAGCACCCAAGGIT/G]ITGGGTGGCTAGATTATGTTTATAAATATGAACTTTTGTATTAAGTGCAATGATTTAAAAG
712 GCAATACTTTGACTTATATGACAAGGATGAAATGCACAGTCCAACTCCCCAGCCACAACGIA/G]ITACAAGGGAACAGAAGTCTTGTCCTGCCTTACACTCTGAGAAAGATATTGACTTTCTGCA
713 ACTTCCTTAGTCTAAATTCAGGACATTTCCCCAAGATATGTAAGAATTTAGACTTATGCA[A/G]JACAGACTTTATAAAAACATGCCAATATTTATTAGTTTGTGAATTTTAATATTCTGCTCCC
714 TAAATAAATAAATAAATAAATAAAGTAACGGATTCATTTAGTGTTTCAGAAGGATACTGA[A/G]IGGGAGGGAAGGGCTGATGATGGTGCTACCTGCTGATTGTAATAGGGAAAAGCCCGTTTCT
715 AAGGGTTTATCTTGTTTGTACAATTTTCTTTTGCAAAAATAAATGATTCTTGATATGATG[T/CJAAGGACTTTTTCCGTAGATAGAACCTATAAAATGCAGAACTTTGGGGCAGTAATTATATG
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 52
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

716 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs4870062 152279311 T
717 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs3020377 152314091 T
718 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs3020317 152320434 T
719 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs1884051 152324972 T
720 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs985694 152328318 T
721 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs1884052 152333059 T
722 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs1884054 152333259 T
723 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs3020407 152348954 T
724 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs7757956 152358833 T
725 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs9340949 152360403 T
726 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs9340954 152361865 T
727 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs3020368 152412883 T
728 6g25.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs7764672 152434661 T
729 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs13192678 152447603 T
730 6g25.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs3778090 152449721 T
731 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs2474148 152454597 T
732 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs3020383 152458472 T
733 6025.1 ESR1 NR3A1 estrogen receptor 1 295.7 6 rs1543403 152470397 T
734 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs2073535 21432682 T
735 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs2282888 21442657 T
736 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs10233357 21456570 T
737 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs4722032 21458066 T
738 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs3807643 21476387 T
739 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 12282896 21479247 T
740 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs6943809 21484906 T
741 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs1011168 21496283 T
742 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs3807641 21496629

743 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs12668354 21498416

744 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs12673091 21504592 T
745 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs1018954 21516416 T
746 7p15.3 SP4 SPR-1 Sp4 transcription factor 86.5 7 rs11974306 21523887

747 7p14.3 CRHR2 CRF2 corticotropin releasing hormone receptor 2 475 7 rs2240403 30661727 T
748 7p14.3 CRHR2 CRF2 corticotropin releasing hormone receptor 2 47.5 7 rs2190242 30676000 T
749 7p14.3 CRHR2 CRF2 corticotropin releasing hormone receptor 2 475 7 rs2284217 30680133 T
750 7p14.3 CRHR2 CRF2 corticotropin releasing hormone receptor 2 47.5 7 rs2267717 30683568 T
751 7p14.3 CRHR2 CRF2 corticotropin releasing hormone receptor 2 475 7 rs4723002 30692226 T
752 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs2073549 86111520 T
753 | 7g21.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs701332 86115570 T
754 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 1274614 86116023 T
755 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 1724224 86163556 T
756 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs1527765 86173887 T
757 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs2189816 86179382 T

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 53
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

716 0.28 0.40 0.44 0.40
717 0.30 0.23 0.21 0.19
718 0.12 0.23 0.40 0.39
719 0.30 0.42 0.50 0.46
720 0.12 0.13 0.49 0.42
721 0.09 0.03 0.35 0.30
722 0.29 0.08 0.28 0.32
723 0.28 0.09 0.31 0.40
724 0.19 0.33 0.11 0.03
725 0.02 0.00 0.08 0.14
726 0.28 0.39 0.44 0.47
727 0.13 0.13 0.13 0.02
728

729 0.08 0.47 0.22 0.36
730 0.04 0.10 0.21 0.31
731 0.36 0.35 0.38 0.48
732 0.10 0.01 0.14 0.03
733 0.45 0.46 0.22 0.44
734 0.01 0.00 0.10 0.08
735 0.33 0.08 0.08 0.11
736 0.04 0.36 0.35 0.41
737 0.07 0.00 0.00 0.00
738 0.03 0.09 0.19 0.10
739 0.02 0.16 0.48 0.48
740 0.21 0.27 0.19 0.18
741 0.35 0.04 0.07 0.03
742 0.04 0.10 0.48 0.47
743 haplotype (Zhou et al. 2009) 0.30 0.08 0.09 0.10
744 haplotype (Zhou et al. 2009) 0.31 0.47 0.17 0.21
745 0.44 0.27 0.08 0.11
746 haplotype (Zhou et al. 2009) 0.48 0.13

747 0.08 0.11 0.17
748 0.20 0.23 0.42 0.48
749 0.19 0.39 0.41 0.47
750 0.10 0.22

751 0.07 0.18 0.20 0.14
752 0.01 0.00 0.06 0.00
753 0.23 0.27 0.06 0.05
754 0.38 0.42 0.19 0.14
755 0.44 0.08 0.25 0.21
756 0.08 0.02 0.11 0.10
757 0.17 0.00 0.00 0.00
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 54
R
1 Sequence
716 AGAGACCTAGACACAGTTCTTATTAAGAAATTTTTTAATTTAGGTGGCATATTTCAGAGA[T/GJAAATTCTCTGCTTGGGGCAATAGGTACCTCCTTTGGAATAAGCATGGTGAGAAAGAATTG
717 TTTGAATTCATCCTGGTATGCTGTGTGAGCTGGGGCTCCAATGTCGTTTTCCTACAGATGIA/G]JCTCCACAGTTGTTTCGGTTTCATTCGAACAGCCTCCTACAGAAGTATTTTTCAGACTTCT
718 TGTTACAGTTAAGAAAAAAAAATTCTAGGTATTGACCCCTGCCAGTTTTCGGAGTTAATA[T/CITAACTAGTGATTTGGGGCTACATTTAAGTGCTTTAAGCTATCCTACAAGCTTAAAGTAGT
719 GGGAGTAGGATCCACTAGCTTGCTGCTTGTCTCTTATAATTAGGATCAAGAGCTTCTGCCI[A/G]TCTTCTAGGCATTCTGCTGCTTCAAGGGAGTCTCTGAGATTGGGTTCTGCATGGATGTAT
720 TCTTCTCATCCACTCTATCTCATTACCTAAAAGGTTATCCTTAGAGCTTTATATAATACA[T/CICCCTGAAGTTTAGATCATTTTATTGCCTCCCAATTGTTGAGAGTAAGGAATTTAGTACAT
721 TACTGGCTTAGCACAGTGCTCGGCATTCAGTAAATAAGGTTAAGGAAGGCCAGTGATATA[C/GJAGTAGTAGAAAACAGCAGTTAATGAAGGCTTGCTTTCTGTCACAGGTTCCTCTCCTCCAG
722 CCCTCCCACAAGCATATACAAATTTTATGGAAACAGACAAAAATTTGTAGGGAAGCAAATIA/CICCTTCAAGGTTGAGTCTTTCTGGTCTTCTAGAAGGTAAGCTTGGTGATGGGGCAGTCACA
723 GTTGTGTTTTGATGTGTGTGGTCTGGGTGAGCGGCTCAGTGCTGCTGCTGTGGAGAAGGCIA/G]TGATATGGAAGGGATGTGACTGTCCTTCTTCATCTTCATAACGGGGCCAGGACTGGGGTG
724 GCTTTCTCATGGTGTCTCCACTATGAAGTAGCTGAGCTGAGATCTCACCCAAGGCCCTGCIA/TIGGGTTCAGGCCACACTCTTAAGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGC
725 GTAGGTACTTCAAATGGACAAGTATAACACATTATGACTGCTAATATGGATGCATTGGGA[A/G]JGAAAATAAGCCCTAAGAAGCAATATGCAGAAAAGCTATGATTGCTGGAGACAGATAGATC
726 GAGTTACATCATCTGTTCCAAACACCCTTGTAATGGTTGTATCAGCGTCAATGTCTGAGT[T/G]JGCTGTCCTGGTTCTCCTGGCCAGTCCTCAGCTGGCCATGCCTGTTCAGGCACCAGAGAAA
727 CTTTTTTGCTTTTGTCCCCCCATTTCACTGGAAATCTATCCACTGGGCACCACTGTTGGT[T/C]JGGCTTCCTTTCATAGATTCCTTTATGTTTCAAATTTTAAAAAGACAATAATAGCAACAAA
728 acacgtaagtgatttctctttcaggattataaataacatttgttttgcatttttttcata[ T/Clatcttttgctcacttttcattgttactttgtatatgttgctagaaattgatttgctggtg
729 AAAAACAGTTATTCAACATGAAAACTCTTTTTCAGACAAAGTTCTACAAAGTCTATTTCT[T/CJACAAGTAGGACTTTGGCAAGGATTGTGCAACTGACAATTCAAAGTCATTTATTCCGTGGT
730 TTATACACACTAGTCTAACAATACACATTTGCTCAAGGATTGGGTTACGAGCAGGCTCTT[T/CJACCTTTCAGGTGAACAATTACACATCAGGAGAAGGATGGAAGTTTCCTATCTATGAACAA
731 GTCGCTGAGGTCCCAGCACGGTGTGCCTTCACACCGTGCAAACAATAAGAAGAGAAGAGA[T/G]JGCACACATGTCACCTTTCCAGGCAGGGACATCCAAGCTGTTTGAGTCTCCATTCTGTGAT
732 CTCATGTCCACTGACATTTCATTGGCCAAGCAAGCATGTGGGGTGTCCAGAGTCAAAGAG|C/G]JGACATGTTGCCGGGGTCATGACTATTTCTGAGCAATAATCTAACCTATCATAGCTCAGAT
733 ACTCTAATTCTTTAAACATGGTTTCCTTCAGATATTTAAGCATATTTATAATAGCTACAT[C/GJAAGTCTTTGCTAAATCCAGCATCTGGGAAACACATAGTTTCTTTTGACCTCTGCTATTCC
734 CAGGAGACAAAAATGCCCAAGGCTGAGTGTGAAGCCCAGGTAAGAAGTGAGACAATGGCT([T/CITGAGCCTGGGGTGTAAGCATGCCTTGTTCCCAAGGCCAGTATTTACATGTGGGGTCACTT
735 GTTGTAACCTTTTGATACTGCTGCTAAAGTCTATTTATAAAGGCATTTTGTGTTTTTACT[A/G]ITTTGAAGTGAAAGCAGAAATATGGGTCGAAGATTCTGCACTGCTACATTAAGTCAATCCT
736 TTTAGGGGGCTTTTTTGGTGGGCATAGTAATATTGAGGTAAATATACATGCTTTGGGGTG[A/CIAATAGGTTTCTGTTATATTCTCTTTCATTGGGCCTTCATATAAGTATTGGATCCAGTTTG
737 GAATTCTGAGACTCCCAACATGCCAGGCAGGTGGCTGCAGTCATGCCAGCTGTAGTCATG[C/G]JCGGCTGAGACCTGGGTGCGTGGGGTTGCTAACCAATTCCGATACATGCCCAGAATTAGAA
738 AAGAAAGAGGCCATCTGTGTGGTTTTTATGTCATTTGTCCTTTGGCTACCAAGGTTCCTG[A/GJCACACTGAAAGTACTTAATGAATGTTTCTTAAATAAAGCGAATGATAATCTAAAATCTAT
739 TAAATGTTATTGAGCACGAAAGTGAGATGATCAGAACACTACTTTTTTATTTTTCTGGCA[A/G]JCAGTGTGAAGGATGAGAAAGGAGGGAAAGCTCAATTTAGGTTGGTAGAGGCACAGATTGA
740 TTTATTTTTCATTATGGAATTGTCTCTTTATATATTCTACATACAAATTCCTTATCAGATI[A/G]TACAATTTGAAAATATTGTCTCCTGGCTGGGCGCAGTGGCTCACGCCTGTAATCCCAGCA
741 CTCTGGACAAGTTTACTTATTTGTTTTCTTAAGTATCTAAATGAGGACAATGAAAAGCAAJA/TICTATAGCAGGCAATTGAGAAATGAAGTGAAAACTTGAATTTGAATAACAGTGTATCATAT
742 GTTCTGCACTTACACCACGACTGGGACCACCTTCAGAGTAGAAGTGGCAAGACAGAAAAA[T/ICIGATGTTGATTTACCTCAGATTTCTTGGAAAACAGACTCTATTTTCTAGTTCCCCTAGCCA
743 ATATATTTTGAAAAGTTAGATATATACCAACCACTACAGAGAGGGTGGGTGGAGATACTCIA/CJCCTAAATGTCTCCTATATATAGGACTGATAATTATTATAGACTTTAATAATTTTGTAAAT
744 ccaagggcaactATCTACTTTTACCCCCAGGTAAATGATACTGGAAAATGTAGGGTACTC[A/G]ITGAAAAGACTTTAGATATTCTAGGCCGCGTAGGTAAGAAAGAGTGTAGGAGGGACTGATA
745 AAACAACATTTCAGTCCCTTAAGTAACAATTTTAGAGGGAAGATCTACGGCTAACAGTTA[A/TITCATTGTGCACATCAGGATAAACCAGTTAACCAAATTTTGATATGCCTCATTTATTATAC
746 AAACCAATTACTGAAAAACAGAAACAGCTGCTCATGTGTTGTTCACTAACTTTTGTGGGT[A/TITATGTGTGGATGATTTTCTATATTTAAAAGCATTCTCTATATTTAGAAATATATGTGTTA
747 AGAGCAGCCTCAGGAAAGCTCACTGTGGGGCCCCCATCTGGTCACAGGCCCCACCTGGAA[T/CIGACTGCAGGAAGGAGTTGAAATAGATGAACATGATCTGTGACAGGTCGTCCTCCCCGGGA
748 tcccagcctaactgtcctgacccatctccagcattctACATGGCCACTGGCATTGGCACA[A/CIATAGGTTTGGCACATACCCTCTTTGTGTGGATCCACCACTTAAAGCACCTCCTCCTTCTT
749 TGGGTGGGAAAGGCATCCCCAGGGCCCTTTGCTGGTGCTGTCTGGGATTCAGGCCAGGGA[A/GICTTGGATTCCATTTCTTAGTGTTATATGGACACAGCTCTCTGAGCCTCGACTGCCTGTTC
750 GGGGAGAGGTGGGAGGAAAATGGAATATAAGTGCCCCACTTCTGGCCAAACCACTTCCATIA/G]JCTAATCCACTTCCTTTCGGCCTACAGACAGGGAGACAGGCCCACAAAAGGGATGAGACTT
751 TATTGCAAAGAAGGTTCTTCATGATCATCGTCCCCCATCCTCACCCTCCTGCTTCATTTG[A/GJAAGGCCCTCCAGAACAATGTGTCACTACCAGAAACCATTCGCTATCTCTGTTCCTTGTTT
752 AGTCGGCAAATCTACCCTGGCTTTTCGTATAAAAATCCTCTCGTCTAGGTACCCTGGCTC[A/TICTGAAGACTCTGCAGATATACCCTTATAAGAGGGAGGGTGGGGGAGGGAAAAGAACGAGA
753 TGACCTATGTGAATATTAAGGTGGTACTTTCTGAGGAATGTTCTATGTGGATGCACATTA[T/C]IGAGACATTTTCATTGCAAATTTGTTTGCAACAGAACCCTGTCAACGCCCACACTACAAGG
754 TAAAAATAGAAAAGCCTGAAAAAAAAAACATAAAAAAACAGGTTTTCACTTTGTTCACTT[A/GJAAATCTTGTTCCAAGACATCCGTGTGTAGGCTTCTTTAAGATTCTTAAGCAAATATCTTG
755 TTACTATTGTCACATTGTTTTCTCCTACCTCTGACCTTCCTGTTTCTCTCTTATAAGGAA[A/C]ICTTGTAATTGCTTTGAGCCCACTTGGATAATGCGGGATAATCTCCCATCACTCTTTCTTA
756 AGGAGATGACACTAATGGAAATGTAGAGTCAAAGGAGTGCAAGGCTCACATGGAAGCATA[T/CIGGATCCGGGAGCTAAGAGCCAAGTGCACAGTTGTTGAATGAGGGAGAGAGGAGAGGTTAC
757 AAGAAAACCTCAGAGGTAGTCTTAACTTCTCTCTCTCCTCAAAGTCTAGTCCTCAAATTC[T/CJGCTTACTTTACCTTTGACTTGCCCCTTAACCTCCTCTTCACTCCTGCTCTTCTCTATAAC
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 55
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

758 7q921.12 GRM3 MGLURS3 glutamate receptor, metabotropic 3 221.0 7 rs2214653 86183431 T
759 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs2237548 86198886 T
760 7q921.12 GRM3 MGLURS3 glutamate receptor, metabotropic 3 221.0 7 rs2237552 86211311 T
761 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs6943659 86233862 T
762 7q921.12 GRM3 MGLURS3 glutamate receptor, metabotropic 3 221.0 7 rs2282965 86239740 T
763 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs6465084 86241411

764 7921.12 GRM3 MGLURS3 glutamate receptor, metabotropic 3 221.0 7 rs10487052 86248625 T
765 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs2237562 86260168 T
766 7q921.12 GRM3 MGLURS3 glutamate receptor, metabotropic 3 221.0 7 rs1468412 86271387

767 | 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs2299222 86280340 T
768 7921.12 GRM3 MGLURS3 glutamate receptor, metabotropic 3 221.0 7 rs2299223 86285216 T
769 | 7q921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs2299227 86289908 T
770 7921.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs10952891 86305187 T
771 7021.12 GRM3 MGLUR3 glutamate receptor, metabotropic 3 221.0 7 rs10487055 86333978 T
772 7922.1 RELN reelin 517.7 7 rs737373 102902878 T
773 7922.1 RELN reelin 517.7 7 rs736707 102917639 T
774 7922.1 RELN reelin 517.7 7 rs2528856 102930031 T
775 7922.1 RELN reelin 517.7 7 rs2528858 102938847 T
776 7922.1 RELN reelin 517.7 7 rs2075039 102949958 T
777 7922.1 RELN reelin 517.7 7 rs2256504 102953131 T
778 7922.1 RELN reelin 517.7 7 rs2237622 102957006 T
779 7922.1 RELN reelin 517.7 7 rs10487160 102962491 T
780 7922.1 RELN reelin 517.7 7 rs1008126 102962680 T
781 7922.1 RELN reelin 517.7 7 rs362754 102969462 T
782 7922.1 RELN reelin 517.7 7 rs362719 102973113 T
783 7922.1 RELN reelin 517.7 7 rs362777 102977433 T
784 7922.1 RELN reelin 517.7 7 rs362721 102978664 T
785 7922.1 RELN reelin 517.7 7 rs2247776 102986955 T
786 7922.1 RELN reelin 517.7 7 rs2229860 102993063 T Prol57Arg
787 7922.1 RELN reelin 517.7 7 rs123712 103018526 T
788 7922.1 RELN reelin 517.7 7 rs362685 103034019 T
789 7922.1 RELN reelin 517.7 7 rs977639 103047145 T
790 7922.1 RELN reelin 517.7 7 rs362698 103064528 T
791 7922.1 RELN reelin 517.7 7 rs6958081 103079061 T
792 7922.1 RELN reelin 517.7 7 rs1860686 103079680 T
793 7922.1 RELN reelin 517.7 7 rs727531 103088691 T
794 7922.1 RELN reelin 517.7 7 rs1012065 103098311 T
795 7922.1 RELN reelin 517.7 7 rs1541329 103108339 T
796 7922.1 RELN reelin 517.7 7 rs12666897 103113430 T
797 7922.1 RELN reelin 517.7 7 rs1858782 103131063 T
798 7922.1 RELN reelin 517.7 7 rs496907 103149720 T
799 7g22.1 RELN reelin 517.7 7 rs10487166 103162502 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

758 0.42 0.01 0.35 0.32
759 0.26 0.14 0.26 0.22
760 0.02 0.07 0.11 0.02
761 0.35 0.15 0.23 0.22
762 0.24 0.15 0.14 0.14
763 p=0.009 (Egan et al. 2004) 0.25 0.30 0.13
764 0.27 0.33 0.09 0.20
765 haplotype (Chen et al. 2005) 0.28 0.28 0.16 0.21
766 p=0.00001 (Egan et al. 2004), p=0.011 (Fuijii et al. 2003), haplotype (Chen et al. 2005) 0.28 0.34 0.15 0.24
767 0.02 0.00 0.08 0.03
768 0.02 0.08 0.04
769 0.04 0.00 0.05 0.00
770 0.09 0.13 0.00 0.01
771 0.09

772 0.09 0.39 0.21
773 0.23 0.47 0.43 0.42
774 0.31 0.47 0.31 0.46
775 0.05 0.20 0.09 0.18
776 0.03 0.03 0.13 0.07
777 0.09

778 0.16 0.09 0.40 0.22
779 0.05 0.34 0.22 0.44
780 0.27 0.43 0.23 0.21
781 0.04 0.00 0.07 0.01
782 0.14 0.26 0.34 0.37
783 0.06 0.29 0.23
784 0.45 0.16 0.16 0.23
785 0.11

786 0.01 0.00 0.00 0.00
787 0.32 0.08 0.33 0.26
788 0.05 0.00 0.08 0.13
789 0.13 0.33 0.10 0.12
790 0.18 0.04 0.18 0.26
791 0.37 0.32 0.47 0.41
792 0.10 0.14 0.01 0.03
793 0.32 0.30 0.42 0.31
794 0.18 0.45 0.11 0.16
795 0.45 0.48 0.44 0.46
796 0.17 0.15 0.09 0.13
797 0.16 0.45 0.16 0.26
798 0.35 0.00 0.31 0.22
799 0.09 0.07 0.08 0.09
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R

1 Sequence
758 GAGATAAAGATCCTCAAATGTATTCCCAATGTCATCTAGAAAACTCCTAAGAAAGTCAAGIA/GITGGGGCTCAGGGTTTATGGTCATCACACTTGACCTTCTTTAATGATAAGATGATGTAAAG
759 TCTTGGACAAATTATCCCTTTCATTCTTAATTTTCTTATTTAAAAATATTGTCAGATTGG[A/GITTGGCTATACCTATCTCCTAGGATTTTTGAAAATAGGTTTGAGAGTGTAAAGGGTAACAG
760 TTATTAGCATCATCTTACAGATAAGAAAACAGAGATGCCAAGAGCTGTTCAAGACCCTAA[A/IC]IGCAAATGGGCAATGTTACCTCTCTAATCTAGCTCCTCTCCTTATGAATCCACTATACGAA
761 TTCATCATTTTCCCAATCCCCAGAAAGATTGGTTTCATGAAAACTCCCACTGGTAGAAAG[T/CIACAAGAACTAGAACTCAGATAGATCTTTTGTACTTCTGTGTTCTTTTAACTACCCCATGT
762 GTGGGACAAAATTGCCCCCATCGTCCTCACTCCCATTCTTTACACATGTGCCACAGATGC[T/CITTGATTTGAGAGCAGCTCTAGGGGTTCCATTCCAATTGTACTTAGACCAACTATTCCAGA
763 TTAAACCTATGATATTTTGCCTTAATGACACAAAGTTCTCTTTCCAAATTACCATTAAATIA/GITGTGCCTTTTTCATGGATTGATATGTACAATTTCAGTATTTCAATATGGAAAGAGCAGCG
764 TTTGTTCACTTCTGAGGAATTCTGAATTGGAATCTAAACAGGATAAACCACTTAATAATCIT/ICJGTCTTTGACTTTAGCCACCCTTAGATTTCTGGCACTTGCTGAACTGCAATATTGAATTTT
765 GAAGAAATCTTACTCCCAGGGCTTCACTTATATGTGAAGAGGACAATTCCCTGTTACTGA[T/CIGGACTCATCATAACAGGACTGAATAGTATGTACAGCTAAGCTAAGACAGTTTTCTTTTTT
766 CACATTCTTGGATCATTGCACAGTGATATGTTCCTTCAGCTTGCAATGTTATAGGCAGTA[A/TIAATGATTGTTATCTCATAATGCATAAAAATTGCACTGGAGGCAAAACCAGTCTCCAGTTA
767 TCTAGTCACAGTGCCCCTCATTATCATCAGAACTTCTAGAGTTATTTCAGAGTTCCAATA[T/CITGTTTTTAATCTTCTAATTTAAAAGTACAACATAAAAATAAATTGTATTGTGTTTCAAGT
768 AGAGGCAGAAAGAGAATTTGAATCTACTGCAGTAGATCAATGCAATACATGCACACACACIAITITGCACACATATATACAACATACGCTGAGCCTACCTCCTTAGACATTATCTTATGTTGCAG
769 GATTGCAAAGGGATAGAGCGAGAGATATGAATGGTGAATGGGAAGTGGGCCAGATTGTGT[A/GIGGACTGTGAAATTCATACTTTGTGATACTTTATTATGTAGGATGTAGTTCCATGATACAC
770 TCTAAGAAAAGAGTAAAGATTGGCAGTGAAATAGAAGCACACAGTAGTAGAACAGAGTACIA/G]ITGGCATAGAAATGGGTGATCAGAGGGGTGGTGTATGTTGGCAAGACAAACATGATGAGCA
771 AGATGGGTTGTGCAGAGACATGGCTGATGCCTCAAACAATCAAACTGATTATGTATCTTT[T/CICAAACAAGACAATTAGGCGTGTATATAAATCTTCAGAAAACTGTGTTTTTGAGAGGGCTG
772 TTCTACGTGTTCAAGTATTACATTTTCTTTG[A/TITTACTCCCTCTATAAGTGAACTTTTTTTTTTTTACTTTGAACTCTCATAGTGCTCATTTC
773 AGACATTTGGGAAGCCCTTTTCTCACAAATAGTCCCCTCTCCCAGAGGCTGGAGGCAGGA[T/CIGCAGCCATGGAAGTAACAACCTACTGAATCCCTTCTGCTCTCTGTGGTTCTTTCAGTGCA
774 GGGACACTGGGAACTGTGCGTAAGCACTTTATTCAAAGACTCTTTATGTTTCACAAGATT[T/CIGTTTAGTCAGACTATCTGATTAATACAGTCTAGGTGCACCTGTTATTTTCTTTTGTGTAT
775 ACTGCTCATATTATATACACTCTATAGACAAAACACTAATATAAATACATTGTTTCAGGA[A/G]JCATAAATACTAGGAGGATTGAGATATATGCCCTTTGTCTGATATTAGTACACACACAACC
776 GAGAGAGGAAAAGTCAACATCAGACAAAGCCCCTGCAAGCTTGTTCTCAAATTAGTGAAGIA/G]JICTACTCTTTTCCTAGTCCAAGATGATGAAAAGTTACTGATTTTCAGAGAGCTTGCCAGAA
777 attcctttttgttcaacatcgtagacttcatggacagcacctagagcttagtgggtgttc[ T/C]aAACGTCCAGGAAGTTCGTATCCAGGGGCTTCCATTCTCACAGTAAGCAATGTGGAAATG
778 CTGCAGACATTAAGTAGCTTCCACGGTGTGGCTAAAACCACCTGGGTTTCCAAAGTGTAGIAITITAATCTTTAAAGAAGGTGGTATCAGTTAGGTCATTAGGGCTAGTAGAAGGGAATAGATAA
779 ATTTTATTAAGCCCTGATCCCTTTCCATAGAGACAAGAATGAAAGGTTTTTCACATAAAA[T/GJAATGCTTCAGGTGATAATTCTCAAGATAATGTCCATAATAAAATTTTAAAAGCAGACATA
780 GAAAACAGTGGCTGCATCACTTGGCTTCTCCAACTTAATTCAGAGATGCCCAGACAAGTCIA/G]TTTAAAATAGGCCCATTGGATACAGAATAGACTGAAACAGAGTCTGTTTTCTGCTAGTGA
781 GAGACAATTACTTATTTGGGAACACCTAATAATTTCTAAATTAGAGAACTCAGCTGCTAA[T/CIAAAAATCTGAAATAAGGAACATCAAATTAAACTATATGCATTAAAGTGGGATAATGATAA
782 AAGCTAATCAACAGAACAATATACCTTCAAAGTATGCACATCTGATCAATGAACAATGGG[A/CJAGCTTCTACCTATGCTCAACACCCAAGAAATAGAAAACATTTGCCATTTCAGGAACAAAA
783 ACAAGGATCATAAACTTCTGTTGCTAAGTCCCCCACACTTTCTGAGTGAAGTCCATGCCA[T/C]ITCCCCAGTATCTTTCCAATAAGTTCTTTCACCTTTTTGGTAAGCCTCTTTATATTTCTTG
784 ATTTTAAATATCCACTGATCTGCTTGAGAACAGAGGAAGAAACGTCAGGTGGAAATTTCC[T/CICATGATAAAGTGGCAAGTGAACGATGACTTCAGGAATAAACTGTCAAAGGAGAAACAAAT
785 ATATGTCGGATTCTAAAACGTCTATCCTTTATGAGATACCAGTGTTTTGTTTATTAAACTI[A/GITCTTTTGGTTTGGGGAGAAAAATATCCAGATAATGCCAAATGTAGAATTTGAGAATTATT
786 AGCTCCAGTATTCTCTGAACAATGGCAAGGACTGGCATCTTGTCACCGAAGAGTGTGTTC[C/G]TCCAACCATTGGCTGTCTGCATTACACGGAAAGTTCAATTTACACCTCGGAAAGATTCCA
787 TAACTGTCCTTTCTTTTCTATTTTCTCTTCTGATCTTTATAGGGAAGCTATATTTTGGTC[A/CITACAGTTGAAGTTATTACACATCTAGAGCTTTCCTCCACATTCTGTTATACATAGCGTTG
788 GTTTGCTAAAACAGTAAGTCAGTGAGTGGATGAACAGGTCAGTAAAGGGCIA/TIGCCTGCTTATGGCTTCTGTAGGTGACGGAATGAAGAATGTACTAGTAGTT
789 GTTGAAGTCCAGATTCCATTTTCAGCCCGGCCACTTGCCTGTGTCTCCTGTGGAACTAGG[T/CJCAATTTACCCAACATTCCAGATGCCAGCAGCTAATTCCAAAAACTTTAACAAATATATAG
790 TTTTATTCATAACACTCATTAAATTTATAAAAGAAACAGCATAAAGCACTTCCAATAAGA[T/CJACCCAGAATAAATTTTTTCTAAGAACAAATGTTAAAATACATGTTATGTTCGTGATAGGA
791 GTCCAATTTCAAAATTTAACTTTCTTCCATTTTTTCTATGCTGCATTTCTCTATAAGTAG[T/CIGTGGCAATAACCACAGAACTGCCATATAGAATTTAAGTTCATGCAGTCCAAAATATAAGT
792 TCTCTTTCACTAAAGTCTGACCAGCTTTCAAAGGGCAATCAGTTAAATTACTGCTATAAA[T/CIAAACTATGTTTCAAAGACAACAAATGGTAACTTGAGTTTGTGCTCTTGAGTTTGATAGGT
793 TATTAACCTAAATTTCTCAGCTTCCTACTACAAAAGAGTTATGCAATGATGAGATATTCA[T/G]GAAAACAAAGGCTCACCTTGATGACTATTTTTGGGGGGAAGCTGGGAAAAAGAAATCGCT
794 TTCTGAATGACTATATGCCAACAGTTTAACAGTGAAGAATGGGAATTAGCATGGGGGGGA[A/GIATTTTAGACTTTTACTTTGCTCATTTTCTTTGCAGTAAGCAAATAATTTCCAGGAAAAAG
795 TGTCAAAGCTCTGGACTCCACCAAAGCTCTTTGATCTGGGAGAGGAGTGCACTGTTCTTA[C/G]JAAGAGCTAGAAGGGACCAGAAACCACTGTTTCTTTTTTTCCCTCTAGGGTCTCCCCAGCC
796 TACTAGTAGGTTACCGATTTCTAAAGTCCCTTAAGTATGGCTCTTATGTGTTTCTCTTTG[T/G]CAATCAAAAATATTTTCCTACTTTGCCACTAAATGGATTTCCTTTACTTGAGAAGCAGAA
797 ACACAAACCCTCCAAATTGCAATCCCACTATCCCATAGACTTTGGTCAGCAGAATAAGCT[T/CITGTTCTTGCCCAGATGGAAATGGCTCCTTGATTCTGCCTAGGGTAAGATGAGGAAAGAGT
798 TACACTTGTTAATAAGTCAAAGAAAACTCTTTCATCAAAAAAACCATTATTTTTGTTTTT[T/CICTAACACTTTACTTATGATCACACATGGACTTCTGAACTGTCTGTAAATTGTTGTAGGTA
799 AGGGAAAAATTCCAATTCTATAAAAACAATGTGCATTTCAAGGAATGTTTATCATTTTGA[T/CIGGTGAACATTTATTTTGAAAATTTACAATAACTTTTCTTAAAAACTGTTTTTTCAATTAT
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 58
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
800 7922.1 RELN reelin 517.7 7 rs471360 103168085 T
801 7922.1 RELN reelin 517.7 7 rs634500 103178645 T
802 7922.1 RELN reelin 517.7 7 rs4446675 103184569 T
803 7922.1 RELN reelin 517.7 7 rs694894 103184640 T
804 7922.1 RELN reelin 517.7 7 rs10487169 103184694 T
805 7922.1 RELN reelin 517.7 7 rs2283029 103185455 T
806 7922.1 RELN reelin 517.7 7 rs663302 103185721 T
807 7922.1 RELN reelin 517.7 7 rs10487172 103189479 T
808 7922.1 RELN reelin 517.7 7 rs141473 103194962 T
809 7922.1 RELN reelin 517.7 7 rs262340 103205478 T
810 7922.1 RELN reelin 517.7 7 r$262342 103206219 T
811 7922.1 RELN reelin 517.7 7 rs1510846 103208938 T
812 7922.1 RELN reelin 517.7 7 r$262355 103213351 T
813 7922.1 RELN reelin 517.7 7 rs1404431 103223839 T
814 7922.1 RELN reelin 517.7 7 rs39327 103231907 T
815 7922.1 RELN reelin 517.7 7 rs39330 103236791 T
816 7922.1 RELN reelin 517.7 7 rs6465937 103240727 T
817 7922.1 RELN reelin 517.7 7 rs39343 103251234 T
818 7922.1 RELN reelin 517.7 7 rs39379 103266305 T
819 7922.1 RELN reelin 517.7 7 rs39383 103267479 T
820 7922.1 RELN reelin 517.7 7 rs1848959 103268966 T
821 7922.1 RELN reelin 517.7 7 12299394 103299179 T
822 7922.1 RELN reelin 517.7 7 12299395 103316276 T
823 7922.1 RELN reelin 517.7 7 rs802786 103333644 T
824 7922.1 RELN reelin 517.7 7 rs802787 103336960 T
825 7922.1 RELN reelin 517.7 7 rs2299403 103343150 T
826 7922.1 RELN reelin 517.7 7 rs10487174 103355110 T
827 7922.1 RELN reelin 517.7 7 rs10487175 103360382 T
828 7922.1 RELN reelin 517.7 7 rs3735630 103361697 T
829 7922.1 RELN reelin 517.7 7 rs6965133 103368862 T
830 7922.1 RELN reelin 517.7 7 rs7808549 103370996 T
831 7922.1 RELN reelin 517.7 7 rs876425 103371937 T
832 7922.1 RELN reelin 517.7 7 rs10237086 103402273 T
833 7q22.1 RELN reelin 517.7 7 rs10487180 103406534 T
834 7q936.1 KCNH2 HERG potassium voltage-gated channel, subfamily H, member 2 33.1 7 rs4725982 150268796 T
835 7936.1 KCNH2 HERG potassium voltage-gated channel, subfamily H, member 2 33.1 7 rs6947240 150288142 T
836 7qg36.1 KCNH2 HERG potassium voltage-gated channel, subfamily H, member 2 33.1 7 rs2968857 150293263 T
837 7936.1 KCNH2 HERG potassium voltage-gated channel, subfamily H, member 2 33.1 7 rs748693 150302370 T
838 7q36.1 KCNH2 HERG potassium voltage-gated channel, subfamily H, member 2 33.1 7 rs11771844 150306843 T
839 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 38.4 8 rs17092104 20049834 Val392Leu
840 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 384 8 rs903997 20049996 T
841 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 38.4 8 rs6992927 20074325 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
800 0.11 0.45 0.05 0.09
801 0.43 0.12 0.37 0.35
802 0.05 0.03 0.08 0.06
803 0.29 0.10 0.24 0.45
804 0.03 0.05 0.07 0.09
805 0.14 0.28 0.10 0.08
806 0.35
807 0.14 0.02 0.35
808 0.36 0.17 0.43 0.40
809 0.31 0.39 0.48 0.48
810 0.41 0.31 0.09 0.07
811 0.20 0.36 0.49 0.48
812 0.41 0.28 0.24 0.29
813 0.22 0.09 0.30 0.27
814 0.18 0.30 0.13 0.10
815 0.45 0.28 0.29
816 0.37 0.18 0.49 0.49
817 0.31 0.44 0.30
818 0.22 0.18 0.09 0.13
819 0.43 0.39 0.21 0.24
820 0.18 0.19 0.28 0.23
821 0.08 0.03 0.39 0.39
822 0.10 0.04 0.38 0.38
823 0.21 0.00 0.13 0.24
824 0.42 0.26 0.44 0.42
825 0.21 0.46 0.38 0.31
826 0.40 0.47 0.47 0.50
827 0.03 0.25 0.26 0.21
828 0.50 0.48 0.22 0.26
829 0.21 0.03 0.43 0.37
830 0.18 0.29 0.49 0.39
831 0.43
832 0.43 0.15 0.40 0.36
833 0.08 0.02 0.16 0.17
834 0.22 0.25 0.28 0.36
835 0.25 0.03 0.00 0.02
836 0.35 0.08 0.13 0.18
837 0.30 0.08 0.17 0.20
838 0.04 0.00 0.00 0.00
839 haplotype (Richards et al. 2006) 0.08 0.00 0.04
840 0.26 0.04 0.33 0.42
841 0.25 0.03 0.27 0.23
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1 Sequence
800 TATTACCCAAGTTGTTGACCCTGGAGAAAGAATAAAGGTCTAATGTGGGAAGGAGGCTTA[T/CITTTTACTGCTTATATTTTTGGATTATTTGAAATTTTAACCACATAAATTTTTAAATTTTT
801 CTAGAAGAACTTTGGGCATGTCAAGTGCAATATTTTCACCAACTGTAGAGTTCATATTTC[T/CIGCTGAATAGATGATGAATAAGTAAACTCACTTTCATGGCTGGCTACGGTGTAAGTGTGCT
802 CATTTAGTATGCAAAACTTAATGCAAGGAAAAGTACAAATTTTCCTGAAAAAGATTCACGIC/GJATATGTGGCATAAAAATGGGCCAAAGCCTAGTAAAGTACCGGGCCTAGAAGCTTATTTTA
803 TAAAAATGGGCCAAAGCCTAGTAAAGTACTGGGCCTAGAAGCTTATTTTAATCATTTCTC[A/G]JATAAATGACCATATCAATCTAGTTTTATGTAGTCTAAACAAATTTTCTAAGCCCGTAGGA
804 TTTCTCGATAAATGACCATATCAATCTAGTTTTATGTAGTCTAAACAAATTTTCTAAGCC[T/CJGTAGGAAGTTCACCATCTTTTCCACATTTACTGAGGTAAATGCACCACGGAAAAATTAAA
805 CCAAAGGTGTGCACAGAGGGAGATGCACTAGGGATGGGAACCCTGCTACTTGTCAGAGGA[T/CIACTGAATTGAAGAGAGAGGAAGATAGGCTGGAGTTGTTCTGTACCCAGAGAGATCACTGT
806 TTTTCAGAAGTGAATATTTTTTCTGTAAGGTAGGATGTTCAACTAGGAATGAATGTTCGG[A/CITAGGATGAATCTAGGAATATCCAATTCTGTTAAGAGTTCCCTGTTAGAAAGTGCATGTGA
807 GTGAGCCACCATGCCTGGCCAAATTTTAATTTTTAAAAAATTGTTACTGTGTAGCAACTT[T/CITAAAAATCCTAGACCTTTGAGAACTTGAAGAGATGAAGTTCATAGATGGAGCAGATGTGA
808 AGTATATGTGTTCTTTCCAAGGTTTTCAGGGAATTTAGGCAGTAGTGATAATCTTGTTTA[T/CITAGGGCTGTGGTTCCTGAGGGTTTTTAATGTTTGATCTTTTTTTAACTTTAAGAATCTAC
809 CATCCTGATTGAATTGTAAGTAGACCCTAGTGTCAGTCCCCGTGGACCCAAGTCTCTGAA[A/GIGTAATCTGATAAATTAATCCATGTTGAAGTGTTAATGGGTGATATCACTTCAAGCTAACA
810 TCTTATTGGTCCACAAGCCTACTTGTCATTGTGCCAGCCTATGCTCCCATGAACACGATC[A/G]GCCAAATTATCAAAATAAGATTCAGGTAACAGAGGTTTCACCTTTTCTCTAAATATCAGA
811 AGCCATCCGCACTGCACTCCTTAGGGTGGGATTAATGTCAATATGGCAAGCCTATTTGAA[T/C]JGTATTTAGAGCTGTCAAATAATTCATGGTGGTTTACCCACAGAATCACAGCATTTATTTC
812 CAATTTTAAGGTTCAAACAGCAGATCTGGAATCAGAAGATGTGGGTTTGCACCACAGCTCIA/TIATGATTTATGTTGATCTTATATGAGTGTTAATTTTCTGAGATAGGACTAGAAATGTTGTG
813 GTAATATGGAAATCAGTATTCTGTATGACCTAATTTAAAGGGATAAGTGCTTGAGTACAT[A/G]JCACTCAGTTCAGTGTTCCAAAATAATTTACTGCATATAACTCCAGGGATATTTAAATTAT
814 ATCAATCATGCAGGTATGTTAGACATAATTTAGAATAATTCTTATATGTACTTGAAATAA[T/CICTTACTTTTAACCCCAAACTGAATCAACTTTTTAAAAATTTTCCATAAACAAATGCAAGA
815 TCCCTCAGAATTGGAAAGGCAATGCTCCTCAGAATTGTAATGCACTGACTTCTAGCTTTCIA/IT|GTGTGGCTTGAGAAGCCCAAGGCCATTCCCATTCTTAACGCTTTCTAGGGAAGAAACTTT
816 CCAGATACCTTTTAAATTTTGTCTTATTCTTCATCGGTTTTTTGCAACAAACATCTCTCC[T/G]TTTAGTATCATCTGAGAACTTAATTAACTTGCTCTTTTCCCTCTGTTTTAGGTCAATGAT
817 ACATTAGTGTATAATTTGGAGGGAAAAGGAAATCAGTATTAAAGTTTTCAAATGTCATCA[A/GIATTATTTTGCAAGAAGGTTATGGGCTCAGTTGACTGTTAAAAATGTAAATGTAAAGAACA
818 GGACTTTGTTTTCCTTTTTGGCCAGGCAGACTCCTGCAGACTTGTCATTTTCCATACACC[T/G]JGATCCCTGCTTTATGCCTGACCAGAGGGGAGTGGCAGCTCCTGAGTCACGCTATTGAGTC
819 tgcttcataaatattaacttatttaaggcccttcacaaccctatgaagtaggagtgttac[A/Glttcttcattttactaattaagacactgagaaaatagagtgatatggtttgatactatgtc
820 ATGATTTTAAAACATCCATACTTTATTAAAGGAATCATGGCTTTACAGAGTGATATTGAT[T/G]GTTGGTACAGAAATTACAGCAAAGTTATGATTCTTTTTTAAGATGTTTGTACACAATATG
821 TAGATCACAAAATCTTTAACTACCAAGAATGTATTTCCCAAGCAAGAGACTACATTTGCCIA/GITATTAATAGGACAGTCATGGATTTTTAGGTCTCTAGTTTCAGAGGAAGCATGACCACTTT
822 ATCATTTAACAAGGTTTCTAAGGACCATTTATTTAGCATTTTGCTAAAGAGATGGCCTCA[A/GJAATCTAGTAAAGAAGACTCCCTGGCAGAGCCACTACTTGCCTGTCCTTGGCCTTCGTAGA
823 GTTTTAATAGAGGAGGTAAGTATGGAAGGGGGCCCTAAAAGATGGCAGAGGATTTGCCCCIA/GJIGAGACCGAGCCAGAAAGAATTCCAAGGGACACAAACAAGGGCAGTAGACGTTTAAAAGAG
824 CTGCTGCTAATGCCCTGGGGAGTATGGGCCTTGGCGATAATTAGCAAGTTTGTAATAGGT[T/G]JCTACTTAGTCTTAATGTGAAGGATAATGAAAAGTTAGCATACAGGCCCTGCATTTCTATG
825 TCTTTCCAATAGAATAGAAGTCCTCACACTTTAACATGGATCAACATCACCTGGAGTGTT[T/GJATTTCAAAAAATGATCACAGGATCCCACCACTAGAATTTCTGATTCACTGTGTTTGAAGT
826 TGCTGACATCGAAATTCACAAAATAAATGTTAAATTCACAAAATAATGTCAAATAAATGA[T/CIGTTCAGGTACTAGCACAGATAGTTGCTCTAATATGCTACAACTGAATTCTAAGATTTTCA
827 TGGAGTCAGAATGGCTAGCAGCAACAGAAAAGGGCACTTCACTGACATAGGATTCCCATT[A/CJATCTAGAGGCAAaagcaagctaccaaagtgggcaactgaaacttaatcatcaggtaaaac
828 GTCATGGTATGGATGAAAAAATAGGCACTATTGAGAACACTTAAAGAACAAGAACCGAAGIA/G]ITTTTTGGCTGTTTCTCATCATCTCATGGAAAGGTGGGCAGGGATCAGGGTGCCACAGAAC
829 GACACGAGACTGGTACAATTTCTCTAAGACATACTACCCCTCAGAAGAGCTTAGACTTCCIA/G]TAACTGTCACCTTGGGAGAGTTTTAACACATCTAGAAAAAGAGAAAGATGTATTCAAGTT
830 CCAAGTTGGAGATAAGATGGGACACCACTTGTATTAAAATTGTGACAGCTGCCCTGAGCCIA/GJGAAACACATTTACATCCTGACCACCGGCCTGTTAGAATAATCATGTAAAGCTTTGTGCAG
831 GATCTAGGAGTCCCAGTCACTGTTCACCTACTGTCCTCCACACGCCTAGTATTTCTATGT[A/GJGAAAAAAAATCAGTTTTTTCTTATGATTTATTCTTATTCTTATGGTTTATTAATTAATTT
832 TCCTTGGAAACATTCATGTTAATTTCCATAAGTTTGGAGCCTCCGATCCTCTTAACTTAT[A/G]JGGATATCAATACATGTAATTTAATGAAGATGCAGAATTCTCAGCTGCTGTTCCCTTTGTA
833 CTGTTAACAGTCTGGCATAAACCACTTACATTTGAAATAAAAATTCTAAAAGTTGTAATAJA/CICTGCATCAGGTGAAATCACGTTAGTCTCATGGCTTCCTACCCTCCCCACCCTGGAGGCTC
834 TGTCCACCACCAGGGGAAAAGGTAGATCCCACAGACCCGAATCTGGAACTGCAAAGCCCCI[T/CIGGTGTAACCTCCCTCAGCCTTGACCATCGAAGGACAAATGAACAACCACCCAGAGGACGG
835 TCCTCCCTATCTCATTTCCTCATATCCTCCCAGCACCTCTGCCTTTCCCTCAAGCGAGGCIA/G]ICTGTAGCACAGTGCTTAAGCCCACAGACTTTAGGCCTACGATCTCTGGGTTCATAGCCCG
836 GCAGCATCTCCAGACAGACTCCTCCACCACCCCTTCCAGCCTGAGACCCAGCCAGCAATC[T/CIATGGGATCATTTATAGGGTCTTGGGGGCCGCTGTAGTCATCTAGACCCACCCAAATCCAC
837 CCCTAAGGTAGATAGGGGCCTGTGCCCGGATGTCAGCGCACAACTGCCAATCTGACCTTT[A/G]JACCTCCATCCACGCACGTACCTGCCATCCCAGCTCGGTCTAACTCTAGTCCAACTTGCTC
838 CCTCGAAGACGAGCCCGGAGTCAAGGGAGACCCTGGAAATAGGAAAAGCAAGACAATCTGIA/GJAGGCCCCAGAGCAGCAGAGCTCTGAAATAAGGGAGGGTTAAACTTAGAAGGGGCACGCCC
839 AGTCCTGATGACTCTTCCTCCTTCCCCATGCAGGTTCCTCTGGCTCACAATATTTTTGGT[C/G]TCATTGGCCCCAATGCAGGGCTTGGCCTTGCCATAGGTAAGAAGTGCCCTCAAAGAAAAC
840 GCGCTGGTCAAGTTTTCATATCCTTAAAATGGAGGTATAGATTCTTTTCCATGAGAAAGT[C/IG]TGAGAGTGCAGGAGGATGATGTATGTGGCCAATAGTGCACTCTGAATAAATGCATTTCAT
841 AGTGAAAGCATGTAGCTTGTCAATTAAGTTGTATGAGGGAGGAGCCTCAAAGAAAGGGTAJA/GITTTTATCGTTTGGGGCTTGGGTTTCCAAGCCCAGAAAATCGGAGTCTGTATCCTGGCTGT
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 61
A B C D E F G H | J

1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
842 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 384 8 rs1390938 20080993 Thr136lle
843 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 38.4 8 rs2270637 20081107 T Thro98Ser
844 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 384 8 rs2270641 20082746 T Pro4Thr
845 8p21.3 SLC18A1 VMAT1 solute carrier family 18, member 1 (vesicular monoamine) 38.4 8 rs7820517 20088916 T
846 8p21.3 PPP3CC CALNA3 protein phosphatase 3, catalytic subunit, gamma isoform (calcineurin A gamma) 100.0 8 rs7837713 22375143 T
847 8p21.3 PPP3CC CALNA3 protein phosphatase 3, catalytic subunit, gamma isoform (calcineurin A gamma) 100.0 8 rs2443502 22396444 T
848 8p21.3 PPP3CC CALNA3 protein phosphatase 3, catalytic subunit, gamma isoform (calcineurin A gamma) 100.0 8 rs2469749 22413543 T
849 8p21.2 EBF2 early B-cell factor 2 200.8 8 rs4568629 25785669 G
850 8p21.2 EBF2 early B-cell factor 2 200.8 8 rs10106488 25793729 G
851 8p21.2 EBF2 early B-cell factor 2 200.8 8 rs11781208 25796328 G
852 8p21.2 EBF2 early B-cell factor 2 200.8 8 rs10503779 25799345 G
853 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4281084 31614916 T
854 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7819063 31618950 T
855 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10113797 31629879 T
856 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7840792 31632615 T
857 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs9297175 31660834 T
858 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4403369 31664440 T
859 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4733271 31686548 T
860 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs12155594 31726137 T
861 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1827536 31732659 T
862 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs13270788 31750525 T
863 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503888 31753095 T
864 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503889 31762338 T
865 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10087212 31773072 T
866 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2062817 31781972 T
867 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10081404 31794013 T
868 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6987310 31795172 T
869 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs776401 31836504 T
870 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503895 31853189 T
871 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs776387 31857593 T
872 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1875722 31879970 T
873 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs884530 31889125 T
874 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1481625 31899469 T
875 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7002063 31923076 T
876 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1462878 31945845 T
877 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 1s327325 31988398 T
878 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10954818 31995681 T
879 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1462906 32016134 T
880 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10954822 32026808 T
881 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs956203 32030300 T
882 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs9297185 32063570 T
883 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503899 32066776 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
842 haplotype (Richards et al. 2006) 0.25 0.03 0.27 0.22
843 p=0.010 (Richards et al. 2006) 0.23 0.25 0.24 0.20
844 haplotype (Richards et al. 2006) 0.37 0.11 0.34 0.27
845 0.13 0.25 0.32 0.34
846 0.08 0.09 0.05 0.13
847 0.49 0.14 0.36 0.31
848 0.32 0.17 0.39 0.32
849 0.48 0.09 0.42 0.26
850 0.49 0.36 0.16 0.14
851 0.49 0.08 0.16 0.16
852 0.33 0.10 0.24 0.14
853 0.23 0.21 0.26 0.28
854 0.19 0.35 0.01 0.01
855 0.47 0.38 0.22 0.29
856 0.01 0.42 0.02 0.04
857 0.01 0.45 0.00 0.00
858 0.13 0.35 0.08 0.18
859 0.23 0.37 0.08 0.16
860 0.19 0.00 0.00 0.00
861 0.01 0.10 0.00 0.00
862 0.41 0.15 0.15 0.21
863 0.07 0.00 0.00 0.00
864 0.10 0.00 0.00
865 0.32 0.49 0.08 0.17
866 0.28 0.05 0.21 0.34
867 0.01 0.06 0.00 0.00
868 0.17 0.02 0.01 0.01
869 0.27 0.21 0.03 0.14
870 0.28 0.06 0.07 0.16
871 0.45 0.48 0.11 0.30
872 0.34 0.03 0.21 0.34
873 0.09 0.38 0.03 0.00
874 0.23 0.14 0.03 0.14
875 0.23 0.08 0.18 0.27
876 0.20 0.33 0.30 0.39
877 0.33 0.37 0.26 0.38
878 0.29 0.06 0.24 0.36
879 0.02 0.17 0.00 0.00
880 0.15 0.00 0.44 0.47
881 0.38 0.05 0.22 0.36
882 0.29 0.33 0.26 0.33
883 0.48 0.02 0.09 0.09
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R
1 Sequence
842 AATGGGTTGACCAGAAGTTGCATCACAGCCTTTGAAGCAAACAGAACCCCGACCCGGGTAJA/G]TCTCTTCCTCCAAGAAACCTGTGCCTTGCAAGCAGTTGTTTTTATGAGCTGAGATGGCTT
843 ATGGCTTCAGTGGCTGGAGGTGGGATGGTGCTGGCAGTGTCATTCATCCATGCTATTCCA[C/GITAGGTACGCTTTCTTCAACAGCCACGGTGTTGTTGTTGAAGAAGGAGAAGATGGTGGAAA
844 GCACCAGCTGCCGGGACGCTCTCCCCTCCTTCAGCAACCGCTGGGGAGCATCCAGAATGG[T/G]JCCGGAGCATGGTGATGGCCGGACTGGGGCAGTCTTCCCCTGCGGGCTCTTAGGGAAGGTC
845 GTGGTTGGCATACAACATCCTCAGACGGACAGCTTTTTCTCCGGGCCAAATAATATCTATI[A/TIACCCAATTACATGTACCCTGGGCTGTGGCTGACATGGCCTGGCAGAGGAGACGGCCCTGT
846 AAAACATCTGTAGTCAAAAATAAGTTACACTGATTTAGCTTGCTGCAGGAAGGAATAACA[T/CJACATCAGAAGAGCTGTGGGACCTCTCAAAAGGATAGAGTTAGGAAAGAGGACATACAGGA
847 AGTTATAGGAGCAGATGAAAAAGTTGGAGAGAGTCACCTTCTAGCCAAGCAAAAAGATACIA/GICTTTTTCAAGTGGAGAAAGAACAGAAGGGAATAATATATGACTTGCAATCATGTACAGTG
848 ATTGGTTGAGTTCATTTGAATGAATGAGCATCTGTGATTTGTATGTTTAGAACACACTCT[T/CIGAAAAAGAATTTCTGGGTTAGGGGGCAGGCACATTTTAAAGACTTTTGGCATACTCTAAA
849 CTTAACAATTACAGCCTTGACACTGCAGGCTGGAGGTCATTTATGCTCTTGACCAGCAGGIA/G]JGCACTGATTGCAAAGATGGCAACATCAAGGCCTGGTTGCTTTTTTTAAAAAAAATGTGAG
850 GCATATTGACACACAAACATTTTCCTTTTACGTAATCACATCTTTTGCTTGATGGTGCCTI[A/G]TCTTTGGCCTCAATGTTCACAAGTCTCAAAATGATAATTATTCTTTAAACCTGTAATCTT
851 TCTCCAATAGCCTGAGCATAGAGCTCAATGTTGAGCACAGAGTGCACTGCTCAATAAATA[T/CJACACGTCATGCAAAAGTCGTTAATGTCTCAGCACATGAAGAAAACAGAGATATTTTACGA
852 agcagcatgaaaacggactaatacCaCATGCCTAGCACATGTAGGGTAAGTTCTAGTTTAA[A/GITACAAAATGCATTGCCACAGCTGTCAGACAAGCTTTTGGTCCTGCAGGAATGTGCTCACC
853 AAATTGCCAACTTGCAGAATCTTGGGCTAAATGAACCAACAGGTCACCAAATGTTGAAGT[A/GIGTTTGTCATATAGTGACAGATAACTGATACAAATCTGGAAGGTAGAGAGGAAGAAAGTGT
854 AGCAGAGTCTGCCTGTGATGGAGAGTGTGTCAGTTCTTTTAAATTTGTGTCTGGTGGGGG[T/CICAATTATTTAAATTTCTGGTTGGCATTTGTGGTGGTTAAGTCCTGCTGTTAATTAATACC
855 AATATGATGACTTAGAGATATGTTTATATTACATTGTCAAGTGAAAAGTGTTGTATAATA[T/CIATGTGTGATTGACcttttctttcttgcttttccttttcttttctetttctctctctCTGT
856 GAAGGTGAGGAATAGCAGAAAGGACAGTCAGCACAAAGGAAGCAAAAATGGGGTCTGAGAIA/GJGTAAGGAACAATCAGACGATTCTAGACTTCCAGGATTCCAGATTTTATCTTAAAAACAGG
857 tgtaggttcatttattgcaacaaaggtaccactgtgctgggggatgaccatcgtgagggalA/Glgctgtgcatgtgggtggggcaggggctatatgggaactctcactactttctgttctatgt
858 AAGCAAACAAACAAACCCCAAAGAATAGTCAAGCAGCTGAGACATTCAGTAGCCTTGTAG[A/G]CAAAACAAGACATATTCTTATTGTTGGAGTATAGTTGTGTAAGGCCTGTAGCCCCTTTCT
859 GTCTTTATAAAGTTTTGATATTAGTGTTACTCTTTTTTGTAGAGGAAAGAATAATTTTTT[A/TIAAATTTTTCCTTGTTCTGGGGCTATTTTAAAATGCTGGAATTCACTGTTCTTTAAAAATG
860 ACATTGGAAGAATGGTTAAGTAAATTGTGCATTATACAATACAATGCAGCATTATGCAGC[T/CJATTAAAAACTATGTTTATGAAAACTTCTCCATGACAGAGGATAGTACATAAGTTTAAATG
861 CAGGTATATTGGTTAATCATACATAAAGCCCTAGGAAGCAGAGCAAGGATTCATTAACCCIA/G]JCAGGCAAGGTTAAATAAAGTACTTCCTGAACACAGTGAGGTTCAAGAAACACGTTATTTA
862 ATCAAGGACTACCGTAATTTCATACCAGGAAGAAAACTGTCAAAATATGTCATGAGTCCA[A/GJCTAAAAACCTAGCTCAAACCATCATAGTCTCTCATCCAAACTACTAAATTGACTTCCTAA
863 TCTTTGTGTTTTAAAATGTGTCTGATGCTGTCTTCTTCATAGTTTGTTAGGAGCACTAAA[T/CIGAATAGTAGAAAGCCTGCCAGAAAGTGATTTAGTCTGAATCTATAAAGCTGTTTCTGAGC
864 TAATTCAGAAGTGCACACAGGACTCCAGGTTTGAGTATGGGAGTTGTCCTTCAAGGATTG[A/G]JCAGTTGAAGCATTCACCAGAGCATGGATGTGTTTTCTGAGCAAGAGCTGTCAATAATTAG
865 GTAGACACTCAAGAAATTGTATTCACAGCATAAACATGTTTATTGTTGTGGAGTGATTTT[C/G]TATGAAATGTTACAAGGAAAATATATATTTTAAACCAACAAGTAATCTTTGCAAAAAAAA
866 GTCTCAGCAGTAACAGTCCCAGTAGTAACAATGGAGAAGCATTTCCTTTCTCCAATACCA[T/CIAAATGCATGATGGGATGGGTAGTTTTCTATCAACTTGGCTAGGCTATCATGTCCCATTAT
867 ATTGATTTAGATGTTATGAAAATTAAATAAGTTCCAAAAGGCAGAAGATAGGCTATACACIA/GITATTTTTAAAAATTTGTCATTGTTCAAACAATATTGAATATAAAATTGAAATGTCCCTCA
868 CAGCAAATACGTAATCCACAAGAATGTTATAAGAAAGATATTTATCAAGCCTCTAAAAAAIA/GIAAGAAAGTAATCAAAAGATAAGGATGCATAAATATCTTAAGACTACTCATGACATCAAGG
869 GTGAAGCTGTTATTTTCATCACAATGTGATCTATACCTAATGATTACATTACCTGTACAT([T/CITGAAGCTCGTTCGTAAACCATCGTCCCCTGAGAGTATACCTAACATAGGAAATACTATAT
870 GGAAGAAATGAATTGATCACAGAAGCATCTAGAGCTAGGACCAATTAAAAGTCAGTTAGT[T/G]TATATGACCTATTTGAAGATTTCTCAACAATCTTGACCTATTGCTTAAGAGCACAACATT
871 AGAAATGGGTCTAATAGTACCTATCACACAAGATTTTCTGTGAAGATTTTGTGAGATCCT[A/G]TATATTAAGCACCCAGTGCATAGGTGTTCTCAATGTTAAATCCCCTCTCCATGTCTGAAC
872 ATGAGAGGGAGAACAAGGTAGAAGTTCTACTCCCTTTTATGACCTGGACTGTAGCATTAT[T/CJCCTGTTACGTTCTATTGGACGAAAGTGAGTCACTAAAACTGGTCCATACCTCCCAATGGA
873 AAATAAGGTATCATTAATTGAATGCCTCCTCTAGGTTTTAAGCCACATCATtttaacact[T/Clacaacaagtctatcaggtaggtatgatttttaccattttcagataaggaaattaggggtc
874 AAGGTAGATAAAAGTCATTTAACCACATAGTCCACTGAGAAGAAAATCAAATGAGGGCTGIA/TITTTATTGATGTATATTTTGGACATCCCTTCTCAATTCCACATTTAGTGACATCATGTTGG
875 AAGAGAAGACCTTCTGCAGACATCTGTGGAATTTCTCTGGGCTGCCCCCACAACTCGATCIA/G]ICCATTGTTTTATTTTACCTTTTTGGTTTTTTGCCTAGTGTTTCATTCACTTCCCTCCATA
876 GAACAGCTTCTCTTATCGTGTCAATTGCCACATTTATGCCAGCTGGTTGCAGAAGTGGCA[T/CJATCCCTCAAACTAAAAACCAGGGCCCACTTTGATGCTGCTATACAGATAGAAAAAAACCA
877 GGATACGTAAAGGCTGCTGCTGTTGCTTTGCGAATTGAACATGAACGTGCAAATGGAACCIA/ITIGCCTCTTGAAGGATGCTCTAAAACCTTGGGCTTGCTAAATTGGCTGTCATTGTAAGAAAA
878 TAAAATGCTTTTTATTTTCATCTATTTTCTTTCACACAGCAGTACTTTATCTTCTTTTAT[A/G]TTCCACTAAATGTATGAAATGTATGTTGTTTTTTCACTGTCATGTTGATGGAGATATGGG
879 AAGCTGGAACTGTATGGTTATATTCACAAATTCTGGGATGTTTGTTTTGGCTTTGTGTTA[T/CJAATTGCAGCTACGAAACTAAAAGTGAACAAATTGCTTTCTCATTTAATTTCTTTTTATCA
880 GAGGAAACAAATTTAAGGCAAGATTCTGAATGACAGTTCTGTATTCTACAAACCTTTGCT[A/GJATGAAAGGGAAGATGATGATTTTCAATGTAGGTCATGGCCTGAAGTGGAGAATTTCTGAA
881 GCCTGGTATTCTGACTAGCCCTGAGGACTCATGGCAAGTGATGAAATGGACACAGCCCTC[A/G]CACACCTTTTGGTCAAATATGGAGACTTAGCGGCCACAGAGCATCATTTCTAGAGTCAAT
882 AGCTCTGGGAATGTGAGCATCAGTTATGAATATAGGTCATCTCAGTTTGTGCACAGCACA[T/CITTTCTGTCAGTCCAATATAAACTTGTATGAGTAGATCTGTTTATTGTGATAACTACAACT
883 GATATAGAAGGAAGATTGAGTTTAAGAGTATCAGCAGCAAAGTGACAGAAACGCTCATACIA/GITTAAAAACTAAAAATTAGACTTAATTGGTTATAGGTGGGAGGAGCCTATTACTTTTGGTG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
884 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs11776959 32068406 T
885 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs9297186 32079918 T
886 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1481756 32086787 T
887 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1481762 32110769 T
888 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1481763 32113352 T
889 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6468085 32120207 T
890 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1383964 32123716 T
891 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4733299 32136282 T
892 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7002832 32173915 T
893 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10110401 32175992 T
894 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7001060 32186009 T
895 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6468090 32195591 T
896 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs12549243 32200083 T
897 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs11782156 32216518 T
898 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1351510 32223600 T
899 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs12680804 32235936 T
900 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1531746 32238717 T
901 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1159631 32244856 T
902 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1481758 32251340 T
903 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7822564 32252424 T
904 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs901561 32263004 T
905 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs11782374 32269498 T
906 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503903 32272475 T
907 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7818821 32272706 T
908 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6468095 32284018 T
909 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503904 32284229 T
910 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7005124 32287272 T
911 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503905 32287870 T
912 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4317533 32290309 T
913 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503906 32291504 T
914 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503907 32291552 T
915 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1545961 32292898 T
916 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1386440 32297073 T
917 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7010701 32301673 T
918 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1948098 32304474 T
919 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2008626 32308921 T
920 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1565031 32320677 T
921 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10091429 32324547 T
922 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs1714420 32340954 T
923 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7834123 32342748 T
924 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6468099 32346583 T
925 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6992907 32347468 T

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 65
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

884 0.44 0.16 0.24 0.17
885 0.08 0.38 0.21 0.34
886 0.42 0.36 0.22 0.17
887 0.45 0.22 0.39 0.48
888 0.46 0.25 0.09 0.08
889 0.13 0.17 0.18 0.28
890 0.45 0.19 0.11 0.11
891 0.07 0.00 0.23 0.29
892 0.08 0.00 0.00 0.00
893 0.01 0.14 0.03 0.02
894 0.09 0.13 0.27 0.29
895 0.22 0.02 0.47 0.49
896 0.07 0.06 0.21 0.28
897 0.46 0.28 0.14 0.18
898 0.30 0.02 0.40 0.49
899 0.13 0.30 0.21
900 0.37 0.04 0.25 0.33
901 0.03 0.00 0.00 0.00
902 0.20 0.07 0.50 0.43
903 0.38 0.13 0.19 0.14
904 0.38 0.02 0.15 0.18
905 0.08 0.00 0.00 0.00
906 0.07 0.04 0.01 0.02
907 0.23 0.39 0.08
908 0.17 0.14 0.16 0.24
909 0.09 0.00 0.07 0.10
910 0.43 0.11 0.14 0.14
911 0.07 0.00 0.09 0.13
912 0.41 0.28 0.31 0.40
913 0.17 0.02 0.14 0.07
914 0.37 0.23 0.16 0.19
915 0.38 0.04 0.35 0.40
916 0.31 0.33 0.24 0.26
917 0.12 0.33 0.00 0.00
918 0.35 0.22 0.22 0.19
919 0.04 0.23 0.00 0.00
920 0.15 0.18 0.05 0.10
921 0.35 0.33 0.47 0.32
922 0.08 0.31 0.46 0.41
923 0.08 0.21 0.00 0.00
924 0.29 0.28 0.01 0.01
925 0.43 0.48 0.33 0.26
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 66
R
1 Sequence
884 AAAAAGAAGTAATTGGATGAGGTGATTTATGTAATTCCTACAACCTCTCAGTGCTAACAA[A/G]JGCAACATTCAATGACATTTACAATGATCATGGTGGCAAGTTGGGAGAGAGAAAGGGCATT
885 TTAGTGGGAGTAATAGCATTGAATGCCCTCCATGCTCACTGGAACTTCATCCACAATTACIA/ICIATGTCTTGGTGGCTTTCTAAGTTTTTTTTTAATTTTTAATTTCTAATTTTTGTAGGTACA
886 TTCCCTGAAGCTTTCTCATCAACACCAAGAAGCTGAAGGGGAAAATGAAAGTTCCCCTTC[A/G]GTTCCCCTCAATTCAAGAGTAATTGAGACCAACATCATTCATGGATATTAATAATATGAC
887 TACGAAAACTAGATTTATGAAAAGGCCCATGGATTTTACATCTATTATATCATCTCCTGT[T/C]JGGTTTGAGAATGAAATGTTTGTTTTGCTAATATGTTTTTCTGATTAAGAAGTGGAGGCAG
888 ATATTCAGATTCCTTAAGCGCATGGTTCCTCTCCTATAATACAAACCTCTTGCAGGTACT[T/GJITTGTCACCTGGCCCTTTTCATATCACCCTGTGAGGAGTGGGGCCCAGAGAACCTACACAA
889 AAGTCAACTGTTGGTCCACCAGGCCTCTAAGCTGCAGCCTCTGTCAGCTTGGGGACAGTG[A/G]JGATCCATGTGACTTGCCTGCTACTGCCCTTGATTGGGCAGATCACAGAGCAGATGGCCTG
890 CACAAAAGGGTTGAGACCTTTAATTAATCAAAAAATTGACCATTCCTTGAACCTTGATTG[T/CITTGGTATCATTAACAAAGGACATGAGACAACATGTTCAAGCTTTATAATTTGCTGGAAAT
891 AGCTTAGCCACGATCGTATAAAACAATAAATGTTGGTTAATTTCTAAAGTACATTGATTG[T/CITTTAGTTTTTGTTTTAAGAAAAAGGCTTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCC
892 GTCTTAGGCTTCCTCTTATAGTCTAGCATGATATTATTCTATTTCATCTTTTTTTATATG[T/CITTGCTCCCTTGAGTGTTTTAGAATGAGACTGCTAGATTTTATGTTTCTAAAGCTGGTTTT
893 ATATATCTTAATATATATATATATCTTATTTATATGTCTTATTTCATTGTTATGAAAACC[T/GJAGCTTTCTTTCCTTCTATCCTTTCAATATTATGCTACTTGTATTTAGTATTTACATTGTA
894 ATTTTTGTTTTCTTATACATACCTTCCAATATTGTCCAAATTTTCAATAATAAGCATGCA[T/G]JAGCCTAATATATCATGTAGATGAGTGCAAAATGAACACAGAGATTAAGATCATGGGCTTT
895 TAAAGTCTGATAATTTAATTTGTCTAAAGTTTTCCTTTTAACACGACCAAGAGTCACAGA[T/CITGCTTAGTCTGGAGAAGCTACTCTTGGCTCTATGCAGTCCACAAAAAATGACATTTAGAA
896 ATCAATCAAAGAGAGACAATGGCATTCTCTCAAAGATCAGATGTTTTGTAGTGCAACTAT[A/GITTGTTCTGTTTTTCTTTACTTCAATTATCAGATAGACAGGAAAAAATACAACAAAATAGC
897 AATGTTAAGCAATAAAACTTTAGGAAACAAACAGGAGAAAATGATGAGGACCTAAAGCTA[T/G]IGTGAAGAACTTCTAGACTTGATACTAAAAGTATGATTTTCATTTTAAATGAATTTTAAAA
898 AATTTTGCTTTGTGGTGCTTCCCTGAAAGCTCTTACAAATCTAGCTGTAGTGCTTTGTCT[T/CJAACAAAGGATTATCTCAGAGCCCCATGGCAAAGCTCTATGCCAGGTACTTTTCATTTGGG
899 AGCCAAAACATATCAGGTACAAACAAATAGTGGAGTTAAAAATCAAACATGGACCATCTGIC/G]JCTCTGTAGTCCAGGCCCTTAACCACTACATTATATAACCTCTTGAGAGAGGAAAACTTAG
900 CTTGTTCCCCACCCAAAATCTATTGAATCAGAATCTCTAGGGAGTGAGGACCAACAGTTG[T/CJGCTTTTAACACCTCCACTCCCCCCTTGTATTGGACGGTAAAGGCCAGAAAAGATTACCTT
901 GTCACCCAAAATTCCATGGGAAAATGCACGATGGTTTTCTATGAAATTGGTGCATAAATA[T/CIAGGTATAACATAAGGAAGAGATGAACATCAGCTCCATTTTAGGAGAGAAGAAAACAAATT
902 AGTTATGTTACATGCAACTCCAAAGCCTCCACAGCTGTTGTCTCTACTCTCCATTCAAAA[T/CIAATGCACGTGCAACTTTCCCTTGTGGCTGGCTTCGTCCTCCACACACCAATGCTTTGTGT
903 CAAAATAACACAAAATGCTTGCTCTCATGAACCTGGAGACAGACGGTAAGAATATACAGCIA/GIATAGGCAACATGGTAGGTGGGGATGAGTGCTCTGAATTAAAATAAGGCAGGACACAGAGA
904 AAGTTAATTGACTACAGACATATGCAAGAGAGCTCTCAATTGAGCCATAAGATCTTTTGG[A/GJATGTGGGTGTTTACAAGGTAGCTATAAGCACTCTCATAAGTACTGCACCTGTGAATCATG
905 TTGGTGATATGAAGAAAACCATATGTGATAGATTCTAAATATATAACCACAAAAGCCAAAJA/CITGACGGTTTGGAACATCTCAGCAACTATTATTGATTACTACAGTTGAAGAGGTTGAATCA
906 AGAGTGAACCCACAGAAGAGATTCTGATGAAACTGAAAGTGGATTGGTAGGAAAATTGCT[T/GITACAATAATCTCTACTACTTGCTTTTCATGTAGGGGTTTGGGAATTAGTCTCTTATTTCT
907 GAAGACATTTCCTATGATGGCATTTTGGTCTTTCTATCTCCAGGGAAGTCAAGTGATTGG[A/GJAAGAATTTTAAAGAGACTTGGGCTGAGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTT
908 CCTTTTGCTTTTACAACTTAAATTTAATTGAAATTTTAATCCCTAGCAGGTTTTTAATAA[T/CIGGGCAGCTTTTGAGACATTAAAAAACATTGCTCTCACTTCCCAGATAAGGAGGTTGTCCA
909 GTGTAGTCAACTTCCCCTTATGGAATCCATTGATAAATCATGGCAAAAGGAAACCACTCTI[A/G]ITGGAAATAACGTCTAAAGGAGACCCTCTTTATCCCGGAGAGGAAAACCAGAGAGCAGTCA
910 TGCTAATGCCCTCAAACAAGGCAAACATTTTGTGAATAATTTTTAGATAATATATGACGG[T/GITTGGATCTTTGGTTTTGTTGTTTTGAATGGAATGCATAGAAAAAAGAACTTGTTTCAACA
911 ACCTCATTTGAAAGTCCAGGCTTCTCAGCTTGATGTCCAAGGTTCTCCATGACACATATC[T/C]TCTTGAGCACTTCACTTCATGCCCCGACCAAGCTTGGACTTCTTCCCCCTCACATGCTTG
912 AGCATCACAGTATAAAGACTTAAGTTCTAAGAGTTGATATTGCTGTAGATGTTGGGAATG[A/G]JAATCTTAGGAGTAACCTTTACCGGAGGCAACTTCTACTGCCCTTGCTACCTTTGGTGTGA
913 TAGCATTGTGCTGATGCAATTCTGTTCCAGATAACCGAGGGAGGGAATGGCGGTCCTCGC[A/G]TGAAGACTAAGTAGACGTGCTATTACCCTCCTCGGTTGGCTCCAGCAATAAGCCTAATGA
914 GGCGGTCCTCGCGTGAAGACTAAGTAGACGTGCTATTACCCTCCTCGGTTGGCTCCAGCA[A/G]TAAGCCTAATGACCTCTACAAAGCTGTTCTGTAATACAGAAGTAAACACTTACTCTGCAC
915 ACAGTGTCCAGCAGACTGGCAGGGACCTGATATGAACATCACAGAGGAAAAAAACACATA[T/CIGAAACAATTAATGCTTGCCATTGGGCCAAATGCTTTGTATGTGTTATTTCATTTATATTT
916 GCTCACAGTCGTACAGCTCTTAAGTAGCAGACCTGGGCTTAAAACCAGGTTATCCTGGGT[T/CJCAAAATCTTAGGTTCTTTCACATATCCTATTCTTCCTCCTGGGGCTAAGGTCACGCACTA
917 GGATTCTGGGAATCAAATAATTCTTCCCAGCACCAAACTTTGATGAGAGAATACTTTAAT[A/GITCTGTGGTTGCAGAATAAATATGATTCACTCTGAGGATTCTGCACTGCAATTGAATATGT
918 ATATTGAAGCTAGTTTTAAGATACAGTCTAAGCAGAAAAGAGCAGAGACTATAACTTTCCIA/G]ITGGCAGAAGCACTCCAAGACTCAAGATGCTAAAGCAATGTTGTGACTGATTTCTTTTTCT
919 TGACCTAGCCTTGAATATCTCATTTAGGAAGTTACACACGTGTCTGGGCTTTTCAAAATGIT/CITTGCATGCCATTAATCAGCATCTTACATCAGCTTGCTCAATGAATGATGACTATGTCAAA
920 GACCTAATAAGCAGATTTGCAGAGCCATAACCTTGCTGGCTTATGTCAGCTCGAAGTAAAIA/G]GGGGAGGTGGTAGTGGTGAATCTGTTTTTATTACTCAGTGTTTAATCATAATGAATCAGA
921 TAGTCTCAATACATATTAACAGAAAGTCAGTGTCAACTCACCTGCACCTCACACAGTAAA[T/CITGATTTAGGCATCTCAGATTCCTAAACTCTCTAGGTTAACACCTCATATAGTAATGAAAG
922 TCTACAAGATTAACACAAGTATATAGTTATATAATTTTCAAGATCAAAATATAGAAAAGT[T/CICCACAACCCCTCATAATTTCTTCATTCACCTTGTAAATAACTCCTCCCAATCCCAACCCC
923 AATATTTTAGACTTCATGGATGATACAGTCTTGGGGCAGCTACTCAACTCTGGCCTTGGG[T/CJGAAAAAGCAGCCACAGACAGCACAAAAACCAATGGGCATAACTGTGATCCGGTAAAGCTG
924 GGTATTGAGAAGAAGATGGTTTCCTCTTGGAACTTGGCCAACTGGCTCACAGCGAACGTGIC/GITGTGGACTCTTACCAGCTCTCTCTAGTATGCTAAGGGCCCCCAACCAGGGACCCTGAAGG
925 ATTGGTAGCAAATGGACTGTTACGAGAGCAAATGATATTTTGCAGAGCTGAGAGTGTGACIT/C]ITGTCTTCAATTATTTGAATCCCTATCCTACAAAAGCATTGAAAAAGGAAGATCTGGAGCC
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 67
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
926 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503913 32353655 T
927 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2347508 32358707 T
928 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2347509 32360960 T
929 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4373483 32361621 T
930 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs939077 32365080 T
931 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6986716 32367281 T
932 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10101959 32372076 T
933 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503914 32400369 T
934 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs9918832 32402139 T
935 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs11782671 32410143 T
936 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2347501 32413693 T
937 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10103930 32425497 T
038 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7842667 32446897 T
939 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7001605 32466789 T
940 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4733342 32468778 T
941 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7844425 32495159 T
942 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4733348 32496353 T
943 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10113593 32510900 T
944 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503919 32519284 T
945 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7000590 32520170 T
946 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4733130 32526536 T
947 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2439312 32531901 T
948 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs11776203 32538661 T
949 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10104033 32542822 T
950 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503920 32548231 T
951 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 1s7826436 32559476 T
952 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503921 32560877 T
953 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs3924999 32572900 T Arg38GIn
954 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10954864 32581039 T
955 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2439282 32582243 T
956 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2439281 32585096 T
957 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6996203 32587559 T
958 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs12547858 32606595 T
959 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2439273 32609852 T
960 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10098373 32612127 T
961 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7825588 32623943 T
962 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs13259346 32630548 T
963 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2466052 32631182 T
964 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2466046 32636704 T
965 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2439324 32638195 T
966 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs6468122 32658869 T
967 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs9297195 32658983 T
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 68
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

926 0.15 0.16 0.21 0.18
927 0.04 0.18 0.00 0.00
928 0.06 0.13 0.48 0.40
929 0.43 0.45 0.48 0.40
930 0.47 0.18 0.30 0.23
931 0.16 0.38 0.35 0.24
932 0.33 0.25 0.00 0.00
933 0.18 0.01 0.00 0.00
934 0.22 0.26 0.28 0.21
935 0.28 0.46 0.30 0.24
936 0.19 0.45 0.16 0.17
937 0.42 0.47 0.18 0.16
938 0.29 0.38 0.03 0.09
939 0.43 0.43 0.17 0.20
940 0.13 0.09 0.11 0.12
941 0.33 0.14 0.18 0.13
942 0.13 0.00 0.14 0.11
943 0.02 0.18 0.38 0.36
944 0.18 0.03 0.00 0.01
945 0.34 0.47 0.06 0.10
946 0.42 0.13 0.28 0.13
947 0.22 0.38 0.08 0.18
948 0.25 0.00 0.09 0.02
949 0.40 0.43 0.19 0.12
950 0.30 0.09 0.28 0.16
951 0.27 0.25 0.25 0.14
952 0.22 0.23 0.24 0.16
953 0.36 0.02 0.19 0.21
954 0.49 0.39 0.18 0.18
955 0.13 0.41 0.01 0.03
956 0.43 0.10 0.15 0.14
957 0.08 0.00 0.00 0.00
958 0.19 0.00 0.22 0.12
959 0.18 0.24 0.05 0.11
960 0.49 0.43 0.16 0.14
961 0.08 0.18 0.00 0.00
962 0.46 0.13 0.15 0.12
963 0.03 0.17 0.33 0.33
964 0.43 0.33 0.25 0.19
965 0.02 0.09 0.00 0.00
966 0.33 0.10 0.15 0.10
967 0.15 0.18 0.00 0.00
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 69
R
1 Sequence
926 TGCTTTGGAATGGAGTTTATTGCCCACTAAAGATGCTAAGCTGGAAAAATATAAATTGGG[A/G]CTATCCATTGGCTAAATTCCCTGCCCTGAGGAGCAGGCCTGTCTCCAGTGGGAGGAAGAA
927 TGATAATACTGGGGGACCAAATTACCTTTTAAAATTATATTTAAGCCTACTAAACAACAA[T/CITTCTGAGTTAACAATATTAAGACAAATAAAGAATGACATGGCTCACAATTATAAATCAGC
928 GTAATGAGAATGCATAGCCCCACTTCGTCTGGTAAATTGGGACTGTAATTCTTACTTTGT[T/CITTAGCCCACAGGATGATATGTATAGAAAGTGAGTTATAAACTGTAAATGAAagctgggcac
929 AACTCTGGAGTACTGATTAACATCATTGTCTAGCAGTTGAAAGCTCTCTGATAACCTTGG[A/G]JGAGTGCTAGATAGAATAGATACAATTTTGCCTTTTGATTTTCCTTTGCCCAAACAAGTGG
930 GGAAATTTCATTTCATGTTGCTCATTGACTACGCTGAACCTGGCTTTCAGGTCACCTGGG[A/CJATTAGAATCCTCATCCGAAAGTCTGTTTTTGTTTTTTTCCAAGTGACTGAATCGTAACAA
931 GTTCTCCTGGGGTCTCTGGTGTCCCTGATTCTGGAAATGCTTTCCTGTCTCTTCTCTCTA[A/C]JCCCATTTCACTTAGATAAGTCCTATTTATCCTTGAGATTTCTCATAGGTGGCAGTCTTTT
932 GAAATCAGTGGTGAGAAGAATGGCTATAAGGAATGGGCTCTACAATTACTGTCACTCTCA[C/G]CAAAAGAGAACGCAAGGAATGCATATTTCATCTCATGGCGACCTGAGGATCGTCCTCAAT
933 GCCTCACACTTCATCAGAGGCCATTTCATCTTTATTACACAGCCACACACAAGGCAGCAT[T/CJTTCTCCTTTCACTGATGGATTATTTCAAGATTTATAAGGTCTGGTCTACATGAAAGCAAA
934 TTATTGAAAAGCAGCTATTGTTTTAAGTCCTTTGCATATACATTTCTATGATTTACTATA[T/CJATCAGTAGCATTTCTCCAACCCATCTTGGCTAGGCAAGCACCACTGAATATGAAGGAGGC
935 AGTGCCAAGAGGTGAGGTCAGGGCAGGGGCTCTTGCACATGGCACATACTATCTGCCCCA[T/CIAGCTATTTTGACTTGGACAGTCATTGTGCTGGGTGGTAAAAATTCCAGTGGGCTGGGTAG
936 AATTAAGCATGAGTCCCATCACTGAGATAACAGTCTTTCTTGGACAGAGTTATGCCAGGT[T/CITTTTTCTATGTAAAGCAGTCATCTATTAGGCTGTCGTTGGTCTGTCAAGATGAAACTGTG
937 AATAGGAATAAAATATCGAGGGCTTAAATTAGTGTAATCTCTCAAGATCTTGAATTTGACIA/G]TTTTCATAATTTTTACTTAATCATAGCTCCTGGGGATTGGAATTACTCTTTTAGCTGGCC
038 GATACAAGCAAATTAATTAAGGAATAAGATCAAAGAATATTGGGAAATGTTTAATCCACT[T/CIGGTGTGGGAAAAGGACTTTTTTGTTTGTTTGTTTTTGAGACGGAGTCTTGCTCTGTCGCC
939 TTAAAATAATAACTCATAATGGCTCTCCAAATGTCTGTAAAAGCATTTCACTTAACAATA[C/G]JICTGGCAAATATTATGTCAGTGGAAAATACAGCCAAGTTTTGGCTCATCCAAAATGTTGTC
940 AAAAAGCTGTTTTAGTTGGCTCCAAGAATGTCTCTGGGAATTATAATGTATTCATAGAAA[T/CIGAGTGTGGAGTGCCCACTTGCACAATGGAAGATCCACAATAATACACCTGGATCTGATAG
941 AAAAGATAAAAAAAATAGAACCACCACCAAATATAAATATTTATTTCCATATCTCACAATI[T/G]ITTTTCCTAGGCCATTGCTGGTGACAGACTTTCCAGTCCTTTTCAGAACTTACTCATCACA
942 GGAAAGCAGGACCTATTTGTTAAAACAAAAAGAAATAGCTCTGTATTCAAGAGTAGTTTT[T/CITCAATGGATACTTTGCCCGTAAACATTAAAACTCACTAACACTTAAAATAAATAGATTTG
943 CAAAGAACTTATCACATGTTTATGTATAAGTTTAAATGCATTGAATGTCAAAAATGCAGA[T/CIAGCGCTTTGATCAAGGACATTTTAGCAATGTATTCAGACAGGATCTTTATTTTCTAGGGT
944 TGCAGAGCAAATTCAGGAAAAAAAAGTAATTATGCTTCTTCGCATTTTATCATTTTATAA[A/CJCTCACCTTTTAGAGAAGGTATTGAGAGATTATACTGATTAGTCCAGATTTTTATTTTACA
945 CTGTTCTATTTAGGTTCATTCTATCCAAAGTATTTAGTGCTTACCAGATGCAAAGTACAG[T/CITAGGAATTCTAATGGATAGAAATATAAAATAAATGGATACAAGGTTATATAATCTCTGCC
946 CTCAAGAGCAGCGGCAGGGATTCCTAAAGGTCAGCGAAGCAGATGAAATCTAGTCCAGTG[T/C]JCAGGAATCAGCTCTGCCCCAAACAAGTTCTACAAACTTTTGGCTTAACAGTTCTATTTTT
947 TTTGGGGAATAGCAGTGTGATGCTCCTGGAGCACCCTCTGGAGGCCAGAAAAAGGTGACA[T/CIGGGGCATAGGAAGAATGAAGAGAATTCTGATCATCTCTGCTCTTATGTAGAGGCCGAACT
948 ATGCCTTTATGCAGGAAACTCTGAAAACAAGCAAGAGATCTTTGTGGGCTCTCTGTAAAT[T/GJATGTGCATGCAAAAAAGCATCCTCAGTGCTTGTCCCTTGACAGCTGCTCTGAGACCACTG
949 ATATTTTTCAGGTTGTTATTTATTTCTTTTAGCAGAGTAAGCCTAGTTGTTTCATAATTT[C/GITGTGTGGTAATTTCAGTTTGTGTTGGTTCTCACTCTCTATGCCTTGGTTCCTTCTGTGCT
950 GTTATAGTCTTCATAAATATTTTTATAGCCAGTAACATAAAACAATAAAGACAGTGCTCCIA/GJAATTAAAGATACAGCAATGACATGACATCTACATTTGAAACTAGTAATAATGGATGCCGG
951 CCAAAGGGCTGGGATTACAGGCGTGAGACACGGCGCCCAGCCTGAGCTCTCTATATTTTA[A/G]TTTCCTTTAATAACATGATCAGTTCCACCCATGAATTTAATTAATTCCTTATGAGTTTGC
952 GTTTACAAAGTACTTTCATACATGATCTCATTGTTCAGCACGAAAAAAGCTGTACACAAGIA/TITGGTGCAATCCAAGTAAGGTCTCCAGTGTAGCTAATAGTAGGGTAAGGAAAACGATATGT
953 TCACACCGAAGGACTAGTTTGGAACCTGCAGCCGATTCCTGGCTTTTCATCTCTTTCAAT[T/CIGGGGAGGCAAGGCTAAAAGAAGAAAAGAGAATGAAAAACAACTCTGATCACCAGGCAATC
954 AAGCAAACATCCAGATATTTTATTCATTCATTCACACATTTATTCAATAATGTCTGAAGA[C/G]JAAAGCATAGCCTGATGTATGCTCCACGAGACTAGCAAGAAGTTGACATTATAGCTACACT
955 CCCAATTGGTAAATTTTCTTACTTTTCTATATCCAAATGCCATCAGCCACTAGGGTTTAG[A/G]JAAGAGAAAAATGTATAAAATCATTTCCTACAAGTCTGTTAAGGACACTTACTGAAGGTTA
956 AAAACAAAAAAAACCTGGGTTCATATCTCCTTTTGCTGTTAAATATCTCTGTGATCCTGA[A/GITAAGTCTGTTTTCTATGCTGTCTTTTATTCTTTTTTAATACAATGAAGGGGTTGGATAAG
957 AGTAATTATTAAAATAAAATTAGATCATAAAAGTCTTCTGCAATGAAACTCATTGTTTAG[A/TITCTATCTGGATTAGTGACTAAATATAAACGAAATGATTAAAAAATTAGGAAATTCCCCTT
958 ATTTTTTTGTTGGATTATCATTTTTTAAGTTGTACACATTTACAATGAAAAGAAAACCACIT/CITTCACTTTAAATCATGGGCACAGATATTTAAGTATTTTAAAATCAAAGTTTTAAAAAACT
959 AGGATGAGAATGAGTTTTAGAATTAAACTTACAAGCTATCATCTTTCTAAATGAATGAGC[T/C]JGCTCAGAGATGAACTGATGGTAACTAAAGAAATCAATAATAAAATGATCAGGATGAACAT
960 AACTGATGTATATATATTACTTGGCACAATGTCTGACCTGTTTCTGTTTTTCACAGTCAG|C/G]JCTTCTCTTCCATTTTCTAAGGTGACTCGGACCTTACCACTCTAAAAATTCAAATCATGCC
961 TGGCTGGGGATACTGATTTTACTCAGACCAGCCTGCAGCTCTAGAGTGTGGGTAGAGAGCIA/G]IGGGAGTGGGGGTTGGGAGAGGGGGAGGAAAGAGAGAGAGGAGAGAGGACGGGCTTGGATG
962 TACCAAATACTGAACACTTGCCCAGCAATGTCCTTTAACTGACAGCAATCCCACCTCTGC[T/CJACCAACAGGCTGAGTAGCCAGGGGTGATTCACCATATGGCACTATCTAATCAAACCATTG
963 CAAAGGTAAGGATGACTTCAGTTTTAGTCTCAGCACTGCTACTGATTGGTTGTAGTGACA[T/CITGGGCAAGTCACTTCACTTTTCCAGACCTGCCTTTTCTCACTTAGGAAGTGACACAAATA
964 AGGAAGTTTGGGGTTCTGCTGCAGGCGTGTCTTCAATATCACAAGAGAGTTTATGAGATA[T/CIGTGCTTTGTAAATATTGGTGCTATGGTGTCCTCAAGAAATGAAAATAAAAGTAATTTGTG
965 TACACATATATGATTGTCCATGTCAATGTCAACAGATGGCATTTTGCCAGAGAGGGCAGCIA/GITTTTTATTCAAACCATCCATGTCGCTCTATTTCTGACTGACAGGTAGATTGATGATTATC
966 GAAACTGTCTGCAAATAAACATGTATAATGATTTTAGTGTATATGACATGAAACAGACGG[T/CIGACCCATTTATTAAGGTCCATTACACAGATATAGGAGGGACTTTAAAGGCATCACAAAAT
967 ACAAAATACTTGCCAGGAAGTAAATGTTGACTATTTCCAAATCTCAGTGCAAAATGAGATIA/G]IGATAACGTTAACATGCACATGGAGTAATACATTCTTTAAGTACCTATTCAGTGAGGACCT
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
968 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4445183 32681985 T
969 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10095556 32686855 T
970 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2976525 32692525 T
971 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7844475 32711671 T
972 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs2976532 32713793 T
973 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7007436 32721934 T
974 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs4512342 32727416 T
975 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs10503929 32733525 T Met(289/286/294)Thr
976 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7005288 32740009 T
977 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs3735782 32744399 T
978 8pl2 NRG1 GGF, HRG, NDF neuregulin 1 1,124.6 8 rs7812718 32746598 T
979 | s8p11.21 CHRNB3 cholinergic receptor, nicotinic, beta 3 40.8 8 rs1530847 42667396 T
980 | s8pi1.21 CHRNB3 cholinergic receptor, nicotinic, beta 3 40.8 8 rs7844824 42672170 T
981 | s8pi11.21 CHRNB3 cholinergic receptor, nicotinic, beta 3 40.8 8 rs7012713 42711460 T
982 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs3824473 103374598 T
983 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs1407877 103395276 T
984 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs3739724 103396260 T
985 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs6479056 103399082 T
986 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs1323432 103402758 T
987 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs942141 103411557 T
988 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs10125230 103417353 T
989 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs12685902 103420991 T
990 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs2181561 103427933 T
991 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs2031202 103432195 T
992 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs10512284 103433635 T
993 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs4742820 103434406 T
994 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs4743478 103440270 T
995 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs2417282 103448043 T
996 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs1323413 103466545 T
997 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs766551 103467877 T
998 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs1337679 103495146 T
999 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs2152868 103496167 T
1000 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs1337697 103518748 T
1001| 9g31.1 GRIN3A NMDAR-L glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 169.2 9 rs4743484 103519301 T
1002 | 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs1076153 135487964 T
1003 | 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs1076150 135488582 T
1004 9q34.2 DBH dopamine beta-hydroxylase 23.0 9 rs1611115 135490336 T
1005| 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs2797849 135491762 T
1006 | 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs3025388 135493077 T
1007 | 9qg34.2 DBH dopamine beta-hydroxylase 23.0 9 rs2007153 135493640 T
1008 | 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs1108581 135495062 T
1009 | 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs3025399 135498795 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
968 0.39 0.17 0.11 0.07
969 0.23 0.48 0.00 0.00
970 0.08 0.43 0.30 0.31
971 0.01 0.09 0.00 0.00
972 0.48 0.05 0.00 0.00
973 0.24 0.36 0.38 0.37
974 0.13 0.08 0.39 0.36
975 0.23 0.00 0.00 0.00
976 0.19 0.07 0.48 0.43
977 0.47 0.24 0.49 0.43
978 0.08 0.25 0.00 0.00
979 0.15 0.46 0.14 0.20
980 0.02 0.00 0.00 0.00
981 0.08 0.00 0.00 0.00
982 0.18 0.28 0.22 0.30
983 0.12 0.18 0.36 0.20
984 0.11 0.17 0.25 0.28
985 0.27 0.09 0.07 0.13
986 0.08 0.03 0.00 0.00
987 0.38 0.38 0.41 0.49
988 0.19 0.09 0.06 0.11
989 0.44 0.42 0.44 0.47
990 0.07 0.00 0.09 0.20
991 0.18 0.40 0.41 0.47
992 0.23 0.04 0.09 0.01
993 0.41 0.50 0.31 0.48
994 0.09 0.07 0.13 0.31
995 0.03 0.21 0.14 0.26
996 0.09 0.28 0.15 0.01
997
998 0.08 0.27 0.15 0.01
999 0.17 0.08 0.48 0.40
1000 0.48 0.44 0.34 0.40
1001 0.22 0.00 0.08 0.02
1002 0.18 0.26 0.32 0.40
1003 0.48 0.49 0.07 0.12
1004 0.18 0.13 0.16 0.22
1005 0.41 0.35 0.00 0.00
1006 0.11 0.43 0.15 0.17
1007 0.29 0.49 0.31 0.39
1008 0.14 0.48 0.16 0.17
1009 0.05 0.00 0.08 0.11
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R
1 Sequence
968 AAGTCTCATCAATGAAATTAGTAATCTGTGGGGACAAACATGCCATTAGTGCCTGTCATT[T/CIGAGATTTGTGATCATTGACGTGCTTTTTATGGCATCTGAAAATATTAGTTTGACTTTAAA
969 TATATTTTTTGTCTCAAGAGGTTCTGAGAACATGTGTGCCTGTATTTCAAATTTTAAATG[A/G]IGTGAAGATAAGGCTTGGCATAGTCAATTGAATAAAATTTAGTAAAAAATCAACGGAATAC
970 AGTATAATGCTAGGCATGAAAGGCATGAGGAAATGATGGGAGCCTCCAGACAGAAAAGGTIA/CITCCCACTGGTGACTGATTTCTATTCAGAGACAATGCCATCCCTGTGATTGAAGCTCCAAC
971 CATTTAACAGATATAGACAGCATTTGTGAGAGCAAGTGGTGGGACTCATGTGGATCTAGA[T/CJAGTGCGCTCTTCAGACGACTGTGTCCTCTATTTCTTTCATGTCCTCATATATCTAGAATC
972 GAATGATGACTAGAGAGAGAGGAAATATCAGCTGTATTTTTTTTTCTTCCTCTTGTTCCT[A/G]JATCAAGGGAGGGTTTGATGAAAATGAAGCTGAGAAGAGAAAGGATGTCTAAGGATGGTTT
973 AACTTCTCTTTTAGACCATTTGCTTTTTCAGAAGATATCATTTTAAAATAACCACTATGT[T/GITTTGTGAAGTTCAGAGTGTGATTCCTTAAATAACTTCTTTAGTATGCTTTCAATGCCACT
974 TCACACTGTCAAAGTAAAAGAAAAATATATGAGTATACAAAATTTGGACACACTTTTTTG[T/G]JAAGGCCTTCATCCTACATAGTTGGGATTGAAGACCAGTCTCTGGGGAGTAAGGAGCTGTG
975 AACAGCGGAAAAAGCTGCATGACCGTCTTCGGCAGAGCCTTCGGTCTGAACGAAACAATA[T/CIGATGAACATTGCCAATGGGCCTCACCATCCTAACCCACCCCCCGAGAATGTCCAGCTGGT
976 GAGCATTATCAGACATAACATGATAGAAGGTAACAGGGTACAGCCAACCCTTGAGGCATCIA/G]TGAAAGAGATTGACCAAAGACTGATATAGCTGTGGGTTTTGGAAGAGAGATAGACCAAAG
977 AAGTTTATCCAGGGTAACTTGCTCACTAACTATTCCTTTTTATGGCCTGGGGTTAAAGGG[A/C]GCATGGCTCACACTGGTGAAAATAAGGAAGGCCTGGTCTTATCTTGTATTAATAATACTG
978 TGTCCTAACGATGAATGATAAAAGGACTTGATGTTCACAATTTGGGGTTATAAGGCAGGT[C/G]TGAAATCTGGAGACTCAAGATGCTGGAAGGAGTGGAAAGTTTCGATGACTTTATATGAAT
979 TGGATTAAAGTGTTATCCTGCCCAGTGGTGGATGTAATAAGATTTAAACCAAAACAATTA[T/CICTCTAGAGTGAAATTTTAGGCATCAAGAGATGAGAGGTTATTTAGGAGGGCAGTGAGAAT
980 ATGTTTTTGTCATTTGCTGCGTTTCTCCTTCTGAATCACTATGAGCTTGGTAAGAAAATA[T/CIAAAAGCAGGAAAAACATTATTGAATGCACTGAGCATTACTCAGAGAATTGTTCAAATATT
981 TGCTTGTTAGCAATGGGCCAGGCAAATCTCAACAAGGGTTTGGGGATTACACTGGCAGGA[T/CJAGCTGGCACTGCACACTTAACAATAACACAGATTCCAAGTTGCCTGGCCTACCGAAGCAG
982 GACTGTTTAGTAAGAGCATGCTTACACCCTACTGTGAAAAGGGGAGGGGATGTGGTAAGCIA/G]JGAAACAGAAGACAGGCAGCAGAGGCATTAAAAATGCATACCATGCTTTCAGAACAAAAGC
983 CAGAATGCATGTGTCTCTTCCCACGCATTTATGTCATGTTGGTAGCTTTAGATCAGCCATI[A/G]GTGAGAAAAGAACAAAAGCTTTTAGTTGTTTTTGTTTTGTTTTGGAGAATTTGTTTACCA
984 TTTTTGAACTTTTAAAGTTCTAGTTTGGTCTTTGAATCAAAACAAAGTAAAAGATGTTTA[T/CIAAAAGCCATTTCCTTTTCTTTCCCCACTATGCTCATTTGACTTGCTCTTCCCCCTATAGG
985 GAGAGCTTCAAGATGGCCACAGCAGAACATTAAACCAAGTACGGGACCTTATGAGACTGCIA/G]ITGGGCCACATGCCCATGAAGCTGGCCCTGCAAGGAGTTGGGCCCATTGACCTCTCTGTGC
986 cagtcacactggcattctttcagttcctectacttgttitgttcctectgecctagggec[ T/CletttgcacatggagtitctictacctggaacactcattccttcccagaA
987 ACATTTCTGGATTTGAATCCTGTCTCTACTATTAACAGCTGAATTACTTAACTGCTCTTA[A/CIGTCTGAGTCTCCTCATCTATGAATGGGTATGATAAAACCTGCCATCCCATTTTGTTCTAA
988 ATAGTAAAAAAAAAAACCCAAACCCTTTTTTTTTTTGCCTTCAACATGATTGAGGAAGAGIA/TIGATTAAAAATATAGTTCATTTTTCATGGATAAAGACTAAAAGATTGTCAAGCATCCAAAG
989 CTCATTTTTAAATTGCTGACTCAACTGAGCAGCCTGAGTTGCTTTCATTATTACTAGAAA[T/CIGTGGCTTTGCAATAAAGACAGGGTTGACTATTTTGTGGTTGATGAATGAAGCAAAATGGA
990 TTTTTTATTGTCATATTGCTACCACAAATATTTGTGGAATATTGGCAAGTGATAACTTGT[T/G]JGCTACGTAGCTGTCAAGGTACATTATGGTACTGTGGCAGTCGAACTTTGATTGGAGAAAC
991 AGACAAAAGACTTTACATAGAAAAATTTGACCTAGGTCTTGAAAAATTAATAGATGTTGG[A/G]CAGACAATGCTGATAAATGTGCCTTGCGCAAGCCATACGACTGCAATTTGCTACTATGAG
992 TTTTATGGTCTATGACCAGGATTTTTAGGGAAATCCTGCTTTTCTGGGTCTCATTTTCTT[T/C]ITCTGAATGCACCAGCACATCGTTCCTTTCCAAAGCATGGAAGGAATCAGGGAACCAGCAG
993 CTAGACCTGTAACACCCTCCCATTATACCTACAGTTTCACATAGCACTGACAACACTTGGIA/GIATTATTTTTATAATTTGCCTTCCCTGCTAGATTGTAAGTTTCCATGAGGATGGTGCCCAT
994 CTGTGAAATAGCACTGCAGTACTCATTTCCTGAGCCTCTGGATGTACCTCGGTATTTTTC[T/C]JGTCTCATTTATTGTAATGAAAGTGTAGAGCCTATCATCATGGTCTCCAACTGAAGTATCT
995 TACATATTCAGATCATTTGCCCATTTTAAAATTAGATTATTTGCTTTTGTTTTGGCTACA[T/GJAATTGTTTGAGATCCTTTTATAACCTGGTTATTAATCCCCTGTTGAATGAATAGTTTGCA
996 TTAACTCTTTTTGCTAGAATAATTTATTTTACAATAAAAGTAATATATGTTGCTTCTCAC[A/G]JGCCTCCTACCAACTCATCTGGGAAGCAAGCTC
997 TCCATAGGCACTAAATTCTCCCTGATTAAAATTAAAATGCTATCAAAGTGAATTTGAAAAIA/GITGAAAAGGGAATTTTGAAAAATACTCAAAAAATTAAATCACATAAACCTATTACTTTCAA
998 GCTGTGCCACCTTGGGAAAATTACTCACTTTTTCTGAACCTTGATTTTGTCTTCTATTAA[A/ICIGGGGGATGATCATTGCAGTCACCTCATGAGGCCATTGTGAGGATGAAATAAAATAATATG
999 ATTAAAGAATATATAACAGAGCAGTACAATATAATGAATGTTTCAGAAGGCAGGATTATCIA/CICTGCATGGTGCAGTTGACATAATATTGCTGGCAATGCTAGGTATGGTCTATTTCATTGCA
1000 CGCCTCACTGCCTGGCTGAGTAATGGAAGATGGCATAGGATAGGCCTGTAATCATAACAA[C/GITACAGTTCCTTTAAGGTACAGCTAGAAAGAGCTAGAATAAGTATATAATGTAAAGGACAG
1001 tgttaaaaAGAAAACAGATATATGAGGTCATAGCATATAATATAGTGGAATTCAGTGAGG[T/CITAAAATTCTATACTTTAAAAACTACCAAATGTGATTTTTTTTTCCCAGGTGGTTCCTGGT
1002 GGGAGTGGCCTGGCCTGTTCACTCACCCAGCTCCAGTCTGCACCACCGTCGCTCCACTTG[T/G]GGTTGTCACTGCCTGAGGTTAGGACGTCAGCAGAAGCCAGCCTCATGTGGCAGAGGCGAT
1003 GCACACCTTGTCAGCCAAGGTCAGAAAAATTCCACTGGAGTCAAGAGGAAGGGACGCTCAJA/GIATGAAAAATGCAACCGCAGAGAAAATCTGCGGAGACTGGGGCCGGGCGGGAGGGAGCGAA
1004 GGGGTGGAGCTGGAGGGATCAAGCAGAATGTCCTGAAGGCAGCTGCCCTCAGTCTACTTG[T/CIGGGAGAGGACAGGAGGGAGAGGTGCCGTGGTGAGACTGACCCTCGGGCCCACGGGTGGAT
1005 CCCCATCTGGCCGTCTTTCTGCACTCACCCTCCTTAACCCAGAAAGTTCTTCTGTCACCT[C/G]TCAGTGTTTGAGTTGACTCTGCTCTGAGCCAAGTCTGCACCCCGAGCTTGGGCATCATGG
1006 CCTGCATTTCCCGGCTGCTAGGGAAGCCAGAGGAAGCCAGGTGACTTTGCCTTTCCGTGC[A/G]JCTGGCAAGGTTAATTTGCACAACAAATTCCTACGAAAGCAAATGTCAGCCTTATTATTCC
1007 ATTGAAGGCTCAAACAGATGGTCAGAGTTGTTTACACCTGTCCTGCCCTCCAACATTCACIA/GICGTGTGTGAGAATCATATTCCTAACATTCCGACCCACACCAAGCCCATATCCCTAGCTAC
1008 ATGTCATAGTACCTTTCCTGTCCCTGATAAGTCTGGGGCCTGGGCCTGGCCAGCTATGAC[A/G]JGAGAGAAAGCCAAGGAGGATGGCCAGAGGCAGTGGTGGGGCCAAAGCACTTAGGATGGTC
1009 CACAGAAACGCAAGTGCCSCAGGACCTTATGCCCTCAGTGGGTCCTGATTCTGTTTCCCA[A/CICTGGAGTCAGGGTTTTGTGTACAGGTGGTCCCAGGGCT
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

1010 9qg34.2 DBH dopamine beta-hydroxylase 23.0 9 rs1541333 135501206 T
1011| 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs2519154 135502096 T
1012 9qg34.2 DBH dopamine beta-hydroxylase 23.0 9 rs2797853 135502336 T
1013| 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs77905 135507918 T
1014 | 9g34.2 DBH dopamine beta-hydroxylase 23.0 9 rs2073833 135510103 T
1015| 9g34.3 GRIN1 NMDAR1 glutamate receptor, ionotropic, N-methyl D-aspartate 1 30.4 9 rs11146020 139152905

1016 9qg34.3 GRIN1 NMDAR1 glutamate receptor, ionotropic, N-methyl D-aspartate 1 304 9 rs2301364 139154356 T
1017 | 9g34.3 GRIN1 NMDAR1 glutamate receptor, ionotropic, N-methyl D-aspartate 1 30.4 9 rs10870198 139162141 T
1018 9q34.3 GRIN1 NMDAR1 glutamate receptor, ionotropic, N-methyl D-aspartate 1 30.4 9 rs12238250 139166503 T
1019| 10p12.1 GAD2 glutamate decarboxylase 2 88.3 10 rs3781117 26552050 T
1020| 10p12.1 GAD2 glutamate decarboxylase 2 88.3 10 rs2839673 26553557 T Gly232Glu
1021| 10p12.1 GAD2 glutamate decarboxylase 2 88.3 10 rs8190646 26560513 T
1022 | 10pi12.1 GAD2 glutamate decarboxylase 2 88.3 10 rs11015008 26567596 T
1023| 10p12.1 GAD2 glutamate decarboxylase 2 88.3 10 rs4747550 26625608 T
1024 | 10pi12.1 GAD2 glutamate decarboxylase 2 88.3 10 rs876848 26636502 T
1025| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2616673 87357346 G
1026| 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1876883 87365358 G
1027 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2457450 87372875 G
1028 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs10788462 87408436 G
1029| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7097285 87420101 G
1030 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4547037 87424453 G
1031| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs12255557 87426328 G
1032 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2356728 87484397 G
1033| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2949374 87491059 G
1034 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs3011703 87509023 G
1035| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2140661 87512489 G
1036| 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1917155 87529467 G
1037 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2949385 87533376 G
1038 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1106789 87543389 G
1039 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1917146 87558623 G
1040| 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7902997 87564546 G
1041| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1112487 87589036 G
1042 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1880386 87601923 G
1043 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1880385 87605302 G
1044 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs11599415 87607771 G
1045| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7895098 87640358 G
1046| 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1917143 87646055 G
1047 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2222546 87652091 G
1048 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs6585987 87655958 G
1049 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2882832 87660812 G
1050| 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2352099 87674661 G
1051 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs12245750 87678254 G
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

1010 0.46 0.36 0.07 0.07
1011 0.38 0.25 0.07 0.07
1012 0.43 0.00 0.00 0.00
1013 0.46 0.38 0.18 0.07
1014 0.34 0.36 0.46 0.41
1015 p=0.000001 (Zhao et al. 2006)

1016 0.13 0.14 0.23 0.13
1017 0.43 0.24 0.05 0.10
1018 0.08 0.08 0.05 0.09
1019 0.17 0.00 0.31
1020 0.01 0.00 0.00 0.00
1021 0.13 0.19 0.02 0.06
1022 0.15 0.00 0.24 0.19
1023 0.17 0.41 0.43 0.39
1024 0.32 0.43 0.33 0.36
1025 0.21 0.00 0.18 0.16
1026 0.14 0.19 0.00 0.00
1027 0.34 0.37 0.38 0.37
1028 0.45 0.12 0.42 0.40
1029 0.19 0.33 0.26 0.23
1030 0.30 0.33 0.05 0.04
1031 0.14 0.13 0.13 0.16
1032 0.48 0.17 0.31 0.29
1033 0.28 0.35 0.26 0.23
1034 0.33 0.48 0.18 0.11
1035 0.48 0.20 0.31 0.29
1036 0.49 0.19 0.32 0.31
1037 0.38 0.42 0.19 0.11
1038 0.15 0.47 0.24 0.28
1039 0.26 0.01 0.00 0.01
1040 0.22 0.49 0.36 0.34
1041 0.10 0.18 0.06 0.06
1042 Y 0.16 0.22 0.00 0.00
1043 0.48 0.08 0.44 0.44
1044 0.12 0.00 0.00 0.00
1045 0.19 0.30 0.11 0.14
1046 0.26 0.35 0.21 0.18
1047 0.31 0.37 0.21 0.19
1048 0.09 0.38 0.00 0.00
1049 0.34 0.17 0.21 0.21
1050 0.37 0.23 0.38 0.27
1051 0.23 0.12 0.38 0.27
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R
1 Sequence
1010 GGGTGGTCTGGAGGGGCTGTGCAGCAGGAGGCTCTGCCCCCTGGGTTATGTACAGGAAAGIC/G]GATGTCAGGCGGCAAGGAGTGTGAAATTGACAAGGGGTTTTAATTCACAGGGAAGAGGCT
1011 CTACTTTGATTTATGTCCTGCAGACCCAAGGAACCCACCTACCAAGCTGACATCTCAGGA[A/G]ICAATTTGAGTGAGAATGTGGCCCCCCAGGAGGAGGGCCAGCGTTGCAGGTCTAGCCCCCG
1012 TAAGTGCTTTGATGTTCTTCTTCCACGTTCAAAGGAACCTAAGCTGGAAATCAGCCTGCA[A/G]JGACGGTGACAACCTGCAGGGTGTGGTCTGGGCAAAGAAGAGGGCATGGAACTCCCATCTG
1013 CCTGGGCAGGTGCAGGGGGAAGCGGGGGTGACTTACCACTGTGGCCAGCTCCCGGTCTTC[T/CIGTGTTGTACGTGCAGGAGGTGATGAGCACATCTCCCTGAGGAAAAGCCAATGTGACCATC
1014 GGGGAGCTGCCCTCCCCTTTGATCCCACCTGGTGCTGTGATGTGGCCACTGCCAAGAGGA[C/G]IGACATGGGCCAGGGAAGCCACAGAACTGCCCACGGGGACGCTGGCACCGAGGGCCTCAAC
1015 GGCCTGGCTGAGCACATGCGGCAGCCACGGTCACCCTCCCTATTCCTCTTAGCCCGAGGA[C/GJGGGGGTCCCAAGTTACATGGCCACGCAGATGGGGCCTCTCCCTCATTTCTGAACCTTGTG
1016 TGGAGTGTGTCAGTGTGGGGGTGGGCATTCCGGGTAAGAGAGTAGAAGCGCCTGTCCAGC[T/CJACATGCCCGCCCTGCAGAGCTTTAAACAGGACGGGGCCTGGGGCCATCTTTGTTTCTGCT
1017 ACTGCTGGGGCCACACAGCAGGTGCACGGCAGGGTGGGGGCGGCAGGTGGGGCTCCCTCCIA/GJAACGGTGGACGCGGACAGGGCCTCCTTTTCTCCCGAGAGCGACCGTTTCCAAGAGCACAG
1018 TGCTGGGATTACAGGAGTGAGCCACCGTGCCCAGCCACTTGTGGCCTCTTCTGTTATTTT[A/ICITGAATTGTTTACACTTCCCTTACTCATCACAGAGCTTGAGAGAAATTCTGTAGCTGTGAT
1019 TGTTTTATCAACAAGATACAGAAAGATATACTCAATCGACTGATTAGTCCATCGCAAGGC[T/CITATCTAATTAACTTCTAGATTCCTCTAAAACTCTCTAAATGGATTGACATCCACACTCTC
1020 ATGAGAGAAATCATTGGCTGGCCAGIA/GJGGGCTCTGGCGATGGGATATTTTCT
1021 ATCTTTTGGGGTTTTATTTTGTGAAATGTCCTTCTTCAACGTATAGGGGTCACATTGGGC[A/GJAAAACCACACAGCCTAAAATTACTTAGTATTTACTTTCTGTTGCTGCTGGAACAAATGAT
1022 GTGTGACTAATAAGATAGCAGCTTCACAGACGTGCCTGTGTACAGATCCACATCACCTGC[A/GJAATCACACAGTCTCTAAAAATGTGTCTGGGAGGTCCCCTCCCCTCCAGATCATTATAATT
1023 GGAGGGGCAGCAAGTGGGCTGTGCCAATGTTTACCAAACAAGAATCAAAAGGGCTGGTCT[A/G]ITTGATCACCTCTTGTGTTTCTGGTTCTTTATCTTCTTATTTTAATTTTTTTTATTCTTGA
1024 CTCTGCTCCAGCCTTTCCTCTCTCCCAAGCCTCTCCATTTCATAGACATAGATTGTTA[T/CIGCCTGTGAACCACCCGCATCCTCACAGTGTGTTTTTATAGCATTACTGTTTAATTTTGGG
1025 CTCAGGAGATGGTGGGCAGTTTTTCAAAGCATCAGGAGAAAGAGTTCTGATCAGTTCAATI[A/CIGCAGATGTTTTAGGGAGGGCAATGAGAGCGAACCGACAATGACTTCACATCGTGGGTGGT
1026 CATGTAAGACACAGAATGTGGCTGTGCATTCAGTGACTTAGTTGTTAAGATACATGTGCA[T/CITTATATGGTTTGGGGTCATGCTTAGATTGCCCCAGAACACTACAGACCTCTCTCATGGCA
1027 AAATAAATGAATTTGGGGACCCAAAGAAAGCCTCAGCACTGCCTTTTACTCAGCATGGAGI|T/G]ITGAAAGAGAAAGGCTGAGGAAGCTCTAGGATGCCAAGGAAGTGAAGACGACATTTAGGAA
1028 GCACAGAGTCATGGGAACATGAAGTTGAACCTGTCCCAGCTTAGCAGACAAGGAACTGGG[A/GICTGTGGGCAAAGAGGGAGGGTTCATGGGAAGGGTGAGGCTGAGGCTGAGGCTTAAGGAGA
1029 CTGAAATGGGCACCAATGCTGAGACTTGCATTAGAAACAGAGCAGTGAGGATTCTGCCTG[A/CJCCCCTGAATGGGATTTCAATGGGCTTTTTAAACAAGCCCACTGTATTTCTATCTTGAATA
1030 ACCTGTTCTTTCTGTCACACAACTTAGTACAAGAGAAGTTAAGAGTGAAAATTGCAGGTT[T/GITTTTTTTTTTTGGTGTGCAGCATAAATCCATCCATAGCAGAGTCAAATGGATTACCTGAC
1031 CAGCTTAAGTTCTGTTTGTAGGAATCCCAACTACAGGCAAGAAAGCTTCGCAGTCAAACA[T/CJACCACAATGGAGACGCAGCTTCCAATGAGCCTGCCCTAGCCCTAGAACAGCAAAGGGAAG
1032 CAAACACATCAAAGTTCAACTATGTTCCAGGATTCAGGATCCTTCATATTGGGTAGGAAA[C/GITTTATTATTCCCTCACATCAGACAGAAGCCAAGTGCCCCAGGCTGAGTGAATCTCCCCAT
1033 TTAGAGTGGTTGAAAGTTCCTGGGTTGGATTTTGTCTTTTGCATGATTTTGTGTTGGAAA[T/CITTACTTTAAGACTTCTAGTCATGGTAAAGTATTTGAATAATAAATATATATTTTTTTAAA
1034 TCACTGAGGGCCTTTCCCTCTCCCTGCAACCCTGGTGCTCCTTTCCAGGCATCCCAGTAT[A/GJATGGACCATAGACATTTACTGTTGGATTCTGGACCAGTCCTTGGGCAGCTGCACCCTTAA
1035 CACAACAGGCACTCACTTCTTCCCACGCTCCAAACTGAGTTGATCACTTGTGCATTGTTA[T/C]JIGACTTCAAGACAGGGGGACTTTCTTCTCTTCCCCATTGCCCTCTCTCTTCCTGGTTTCTC
1036 CGAGGTTAATTACATCATCTAAAGAGGTCCTAACTGCCCCTTCCAGGCATGTTCTATGAG[T/CITTGCCCCTGAATGAGCAGTCACTAATACCTCCTAATCTCACACAACAGGCACTGGCAATG
1037 TAAACCAGAATGAAAATGACATACCTTTGTAGGAGCCAAGGATCTTGCTAAAAACACTTC[T/G]ITCCTTGTGTCATGAGGTGAGCTGAGGATTACCACTGGTGGGAACAGGGATCACTTTAGAA
1038 TCTGATGGTCTCTGCAGGGCTTCACCATTTGGCATCTCTGCTACGCTCACTGATAGTAACIA/G]TTTACAAGGTACGGCACATACAAAATACTCCACAAATGATAGCTATTACTACCATGGTAA
1039 AATGTACTATTACACATATTAAAAAACAGAAAATGACTGATAATCAAGAGATAAAATAGTIA/ICIAATAGAATTAAGACCTTAAAAGGTAAAGATATTGAGTGAACAGACCAGCATTTAAAAATA
1040 GATAACCCTCATATCTATTAAAGTTATTAAATTTGTAGTTAAAAACCTTTCAAAAGGCCC[T/CITATAGTTTCACTGATGGATCAGGAAGAAATAATACCAATTCTGCACAATTTCTTCTAGAA
1041 tgccatgtggcaatgagaagatgtttattctgttgtttttgggtagagaggtctgtagat[A/Gltccataagttctatttgatccagtgctgagticaggtcttgaatatcttaatttcctete
1042 TTTATTTTAAAATGTATCTTTTTGTCATTTTAAAATCTGCCCTTAATAACTGCATATCCTI[A/G]GTTGTTATCTGTCTGCCTAGCAGCTTATCGCTGCTAAGGGGAAGTTATCTGGAAAGCAGG
1043 AGAAAGCTGGATTTGAAGTGAATTGAGTAATCTATGGATGATTTGTTAGAGTGAATTCACIT/C]ITTTAGAGGCTTCAAAAGAGCATTTAGGGAAATCCATAGCGTTAGGAATTTAGTCACAATG
1044 CTGAAGTCTGAGATGAGCCAATAGGAGGTGCAAGGCATCACAAACATCTGCCCCGTCATG[T/CICTGTCCAGCCCTCAAGGGCCATTCCCAGCATGTCACATCCAGGCAGAGCTGACTGCCTCC
1045 GTAAATTCTCACTGTGCCTCCAAAACCAAAAGGAAATTGTAAGTGATAATCCATTGCTCT[A/GITCTATGCTGGAGTTAGAACCAGAACCAGCTCTTCCACGGTGAGGTAAATGTCTCCTGTTG
1046 GATCTACCCAATATAATAATCAGAACTTTTACTTGGCTTGATGCGGAAATTTTGACCCTT[A/TIAAGGACAAAAATCAACATGTATCTTCCATTAAGTTAGAGCTGGGCTGGTTCAAAGGCAGT
1047 GATTCATATCCTGGGTGGGACAAAGCAGTACAGCGAGAGCTTTCATCACACTATGCAGAA[C/GJAGCATGCGATTGAAAAACGTATAAATTATTTATTTATGGAATTTTCCACTTAATACTTTT
1048 AATTTAAGTCCTAATGATAGAGGGTTAATAAATCAAGAGAACATAAAAATCCTAAGCATT[T/CJATGCCCCTTGAAATAAAGCTTCCAAATATATTAAGCAATAACTGGTAAAACTGAAAGGAG
1049 ATCCATTTGCAGGGATGACCCATGAGATATGAACGCAATAGTAAGAAGTAAATAAGGGTA[T/CIAAATGTGGGGTCAGGGTCATCCTGCAGAGGGCTGCAGCAGGCTGGATGAAGTGGGCAGAT
1050 GGATGGCAGAAGCGCCCGCTCACAGCCCCGGGGGAATGAAGATTCATTACAGATCATTTG[T/CIGGATCCTTCAGATGAAATAGAGGCAGCTTCCAGGGCTGTGCAGGGAGTGCAATTTACTAT
1051 GAATCGGCACTGGCAGGCTTGGCCTGCAGACACCAAGTCACTCCAGCTGCAGAACTGGTGIA/TICCTGTGAAGGCTGGGAGCTGGGCCAAAAGTGGCACGACAGGAAGCTCCCTTTCCCCCTTG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
1052 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7924131 87684856 G
1053| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1418396 87690805 G
1054 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7906886 87696511 G
1055| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2153828 87705134 G
1056 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7912559 87724804 G
1057 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4244970 87732575 G
1058 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4393254 87734378 G
1059| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs10509525 87735846 G
1060 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2352464 87737769 G
1061 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2001321 87745432 G
1062 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7089658 87760259 G
1063| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs10788476 87766857 G
1064 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs12256782 87788988 G
1065| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs10788478 87797370 G
1066| 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4934146 87810686 G
1067 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs12266132 87813079 G
1068 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2001697 87815478 G
1069 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4934150 87855354 G
1070| 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4460754 87861881 G
1071| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs884700 87884268 G
1072 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs10509531 87887983 G
1073| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs12262754 87919062 G
1074 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4934159 87936653 G
1075| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1902667 87939219 G
1076| 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2607829 87941666 G
1077 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2607830 87957082 G
1078| 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2607840 87960202 G
1079| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs11201945 87965746 G
1080 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2814346 87994907 G
1081 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2814351 87998880 G
1082 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2814352 88004329 G
1083| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1902664 88007496 G
1084 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1947568 88008808 G
1085| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2607863 88014423 G
1086 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1870167 88019566 G
1087 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs2217224 88059396 G
1088 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs1896526 88059468 G
1089 | 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7904985 88106459 G
1090 | 10g23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs4933391 88111974 G
1091| 10923.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs7089364 88113931 G
1092 | 10qg23.2 GRID1 glutamate receptor, ionotropic, delta 1 766.9 10 rs3814614 88118261 G
1093 | 10g23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs2420203 92497843 T
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

1052 0.46 0.31 0.46 0.34
1053 0.15 0.30 0.38 0.40
1054 0.46 0.30 0.50 0.43
1055 0.08 0.08 0.25 0.36
1056 0.49 0.20 0.50 0.40
1057 0.49 0.27 0.34 0.24
1058 0.05 0.01 0.00 0.00
1059 0.45 0.19 0.34 0.24
1060 Y 0.27 0.28 0.15 0.18
1061 0.24 0.30 0.14 0.12
1062 0.25 0.26 0.13
1063 0.43 0.13 0.42 0.43
1064 0.18 0.41 0.11 0.16
1065 0.47 0.13 0.47 0.37
1066 0.14 0.02 0.00 0.00
1067 0.05 0.10 0.10 0.13
1068 0.24 0.09 0.11 0.11
1069 0.17 0.39 0.19 0.23
1070 0.08 0.20 0.00 0.00
1071 0.23 0.37 0.18 0.22
1072 0.31 0.17 0.31 0.32
1073 0.15 0.40 0.17 0.12
1074 0.16 0.13 0.07 0.03
1075 0.50 0.02 0.26 0.34
1076 0.24 0.43 0.49 0.48
1077 0.27 0.23 0.14 0.10
1078 0.23 0.23 0.11 0.07
1079 0.19 0.22 0.09 0.06
1080 0.16 0.04 0.49 0.39
1081 p=0.010 (Fallin et al. 2005) 0.13 0.38 0.43 0.44
1082 0.18 0.38 0.43 0.41
1083 0.13 0.37 0.43 0.41
1084 0.33 0.08 0.41 0.37
1085 0.08 0.00 0.00 0.00
1086 0.17 0.46 0.46 0.42
1087 0.33 0.07 0.35
1088 0.07 0.33 0.00 0.02
1089 0.32 0.08 0.15 0.20
1090 0.36 0.00 0.30 0.26
1091 0.15 0.27 0.43
1092 0.45 0.14 0.35 0.30
1093 0.14 0.36 0.28 0.31
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R
1 Sequence
1052 TTACATGCTGACCATGACGGGTCCCGGCTAACAGCTCTATACAGATTACTTCCCTGAATCI[C/G]TTACAGTAGCCACTTCATCAGGGGTACTATTGTCTCAGTTATTAAAGATGAGACAGCAGA
1053 GGGGAGACTGGAGAAGAATTGTATGTATTAAGGACCCACATATATCAGGTGCTTTTCATCIA/ICIATCTGTGATGTGTGATGTGTATTCATTTATTCTTCCCACCTTAGGAGGGTTGGTCTTCAT
1054 TCTGAGAAATTGTCTTCAGTTTCATTTTGCACTGTGATGCCAACAAGCCCAGTGTTCTCA[A/G]JGCATCCAGGAAGGTAGACATAAGGGGCCTCCCAGAACCCCACCCACACTCCCCAGTGTGG
1055 GCTGGACCCTCTACCACTGATTCCACCCATTTTACTCCCAGAGGAGGCCATTGCGTCCAGIA/GITTCTTGGCACTTCCATAAGTTGTCTCGCATGCTGGAGGCTGGCTATCCTGATGCAGGTTC
1056 CCCTGCTTAAAATTCTGTGTTTCTCCATGTTCTCTACAAGGGTTTCATCCAGAGCCTCATI[A/GJCAAATCTAAATATGCCACCTTAGACATTCCCATTCTCATCATTTGCCCAAATGAATTTGT
1057 CTATCATCTCTATGTTTTGGGAAGAACTTTTTCCCTAAGTGGCTATTGTCACTGAAAAAGIA/GJAACTCCCTCAGCCCAAGTTTCTCAGCAAGGGCAACCCACAGGCAAAAACAGGAAAACTCA
1058 GAAGTGCAAGGAGCCTTGGTCCTGGCCAAATCCCAGCATATCCCAGCACCTGGAAAGAAA[T/CIATCAGAGCAAAACGGCCCTCAGAAGCTCTTTCAGACACCAGAAGGATGCAGGCAGAGAGG
1059 TACTGCATTCAAGGTGCTCAATAAATCCTGTTTAATAAAATTCTGTAGCACTAAGCACAA[T/CIGAGGAGGGAAGTTCTGCATGCCTCCCAGGTGTTCGTAACTTACGGATGGATTGGGTGGAT
1060 AGATGAATAATTGGAGATGGAGGGGGCATGCCAGATATTCATTTCTATTCAGCAGGTCTT[T/CITGTTTTTGAGCTGGAATTTAATGCGGGTCTCTGTGTTAGGTACAGGGGATTTGGTGGTGA
1061 GTTCTTGCTCTGCTGCACACTTTTGTGGCTGCATCTGCCTCTAGGGCAAGGGGTCAAGAG[T/G]GTTAGAGGATAAAAGCTTGGTAAACTTACAGCCAGTTTGGTATTCTTTGAATTCTTGTTT
1062 TGTTGGCAGGAGTGGGACTGGGATTCCAGAAAGTAAAGTTTAAATTGATTTCTGAATATGIA/GJAAAGGAAGTAATGAGGCCGGGTATGGTGGTTCATTCCTATAATCCTAGCACTTTGGGAGG
1063 TACAGAGATCAAAGGTTACAGACACAAAGTATTGGACCTGCTGCTAAGTATTCCTGGTTT[C/G]JCAATTTGACCCCAACCACTTACTTGCTATGTGTGATAAAACATTTGTTTGAGACAATAAC
1064 ATTCCTCACTCCTAACCTCTCTATGGTCATTTTCCCCTATTCCTCCACCCTCAACCTTGG[A/CIAGTTCTGGAGTTCATGACACAGCTCATGTCAATTCACCACTCTGTGAATAAATAGTTCCA
1065 CTTGCCTTCAAATTGTTATGAAGTAAACATTAAGGACTGAGGAGATCAAAGAAGCTCTGGIA/GITTAATTGGAACCCAGCAATGATGCTGGAGATGATTTTTGGGTTAATCTCGGAGGAGCCAC
1066 TGGGTATCCACCTCCCAACAGAGCTGGCAGGCACTAGCAGATCAGTTGACTCTACAATGCIA/G]CCCCTTTCCAAAGAGAAGGCAGAGCAGCCTCCACCCCGCAGGACTCCCTATGCCTCCCCA
1067 GTGGAAAACCCACAGGTGCTAGAGAAACATACGCCAGCCGCTGGGAAGCATAAAGGAGCT[T/CIATGGTGAACTGGACAATGGAGAACATGGACTGATGGGAAATGCCAGAACGGGAACCTGAG
1068 ATTATTTATACCCCTCTAATTTGGAGCAGCAAGACTGACCACGAGGCAGCCTCAGCCCTC[T/C]ITATGTCTGGCATGACAAGGATGGTGACAATCAAATGCTTGCAGCTCCAAGGAGAAGTGAT
1069 TTCAATGAAAGCAGAGCCCTAGGGGCCAGCTGCCCCTCCCCAGCAGTGTCCGGGGCACACIA/G]JGAGCCTTCATTCCCCATTCAGCAAGCACTGAAGCCTCTTCTGTGTGCCAAGCACCAGAGC
1070 GTCTTAGATGACTCAACACAGGAGTTGTCCAAGTCATCCCAGGTGAGGACACAGCACCTCIA/G]TCCCTATGACTAGGGACAGGGGACACAGTGCTGGGACCTAGGACCCCAGGTCAAGCCAGG
1071 AAGCCTGACCTGGAGAAGAACAACAATAAGACATGTAAACTGTAGGGCGTTAACCTCTAA[T/CJACCCTGAAAAGGACCCCAAGAACACATCAGTCCTGAAGTCTGGATTTCCTGCCCCAGGCT
1072 TCTCTGTTCGAGGTTGGAGCCTTCTAATGAAGACAGGGCCCATCAGTTTAAGAATCCATTIA/GIGTTAGTAAAGAATCCATTCATTTGTAAAGAATCCATTAATTTGAGAAGAAACTAGAAATA
1073 GCAAGTACTGTTGAGCTTGTCAAGCCACGCTGTAGCCCCAGGGGCAGTGGTATGCTAGGA[A/GJAGGTTTAACTGGCTCTCTGGAAGTAAATAAACCCCTGACTTGTAGCATTTACCAACTTCC
1074 CACAAGAGAGTCCAGCAGATCTGATCTATTCATTTAGAGAGAAGCAAACTGAGGTAGAGA[C/GJACTAACTCCCAGGCAGAAGCAACTGTTCCTCTGGACTAGCTTTAGAGGTTTAAGCTGGGG
1075 TCCCAGAAGTCCTGACACAGCCTCCTCATTACTCCCCTGCCTGTGGTCTCCTTTTCCCCA[C/G]JCATCCCTACCCTCTacacacacacacacacgcacacacacacacatcacatgcacacaTT
1076 GGAGTGGGCCATGTGTTCCTGATGGCACCCCTGCTGATCCATCCTGCGTCGCTGGGACACIA/G]GAGGTCTTGAGGGAGTGATGAGAGAAAGGCCAGGGAGAGACAGACCTTGGAGGCCCTGTG
1077 ATGAAGCAGTTGTTCCAGAAGGATTATTCAAAAGCCACTTGACAATAACAAAGAAAGACG[T/CITCCCGCCACTCAGGCAGTTACCACGGGTGTGGAGGAGGAACACAGCGGACGCTCCAGCAG
1078 CCAAGGAAGGGGCAGGAGGCTGACATCTGTTCAGCATCTTGTGCACTGTGAGGCATTGGCIA/GICTTGCTATCAGCGTCCTAAGTCAGTGCTCTCGTAGCTCTGCTGGGTAGAGATTCTTATTC
1079 CTTCACGTGCCCCATGCTCTCTACATGTAGACATGCCCATTCTAATCTCTATCTTTGCACIA/GJITGCTGATTCCCTTTTCCTGAAATGCTCTTCCTCCCCTACTTTGCCTTTCACACTTCCACT
1080 TGGCCTGGTACAGAGCCTGGGGCTCCCTGTAGACCAACTGGCCTGTGTCCAGCTCCCAATI[A/GJICCTGGAAACTCCTCTCCTGGGCTCTGGGGGAGTGGATTAAGCCAGGGGAGGGAAGAGGGG
1081 GTCCACAAGGGCTCCCAGAAAACCCTCCTGTTCCCAAATACCTTCCCCTTCTGACAGCCA[T/CIGATGCCTGGAAAGCCACGATTAGGTGGGGAGAGGGTCCCATACTGAGATCTCCCTATTTC
1082 CCTTAGAATCACCTGGGTAGCTTTCAAAACCCTTGATACTCACGTTGCAGCCCCATAGTG[T/CIGGGAGCCTGGAGTCAGTGTTCACACACTCCTGGATGATTCATGCAGCTGGGGCCACACCC
1083 GAGTTGGCGCTCATGTCATCTTCACACTTAGTCTGCCTTCTCCCAGGCCCTCTCTGTGTT[T/CICTCAGCCATGCCCCATGATGAGTTCTGTGTCCCATACACCTGCCTGGCTATTCCCTTCTA
1084 CAGCACATGTTGGCCTGTGTCCAGCCATCAGCGCCCACCTTTTTGAGGCCACAGCTGCTC[T/CJGTTTTCCTCATCAGAGGTTCTCTCTTTTTCTTTGAAATTTAAGCATTGTTCAGTTATGAA
1085 CTGTTGCTCTGAAGGAGGCAGGGGCTGGGCCTGCAGCTGCCTGGGCAGAGCGGCTCCTGC[A/GITGGGACATGGCTCTTCTCTCTGGTTACAGACTCACCACTTCGCTCCCAACCTACCTCCAC
1086 AGTGAAATGGGACCTTGTATTACAGGCATCTTTCAGGGTTTCCATGGAGTACACCTAGGC[A/GJATGGTCAATAAATGTGGGTCCCATATCTTAGAGGGCTTAGAGGGACAGCAAAAAGCAAAA
1087 GTTCTTTGACGGCAGTGACCATGGAGGTCAGAGGCCACACTGCTAGCAATTCAAGTCCCC[T/CIATAAAGATCACTGGGAGAACAAAAGCTGCCATCTCTAGTTCAGAGTTCCTCCCACGCGGT
1088 ACAAATATACTTCAGAAGGAAGGACATTGAAGGCTATTGATCCCATTCTACTTATTGGACIC/G]TTCCTTAGATGGTTCTTTGACGGCAGTGACCATGGAGGTCAGAGGCCACACTGCTAGCAA
1089 CTGGGAGTTTTGGATTGTTTGTTACTGCAGCATAACTTAGTCTCCCCTGACTCATACAAC[A/GIGGAAACACAGAACAAAACCAAAGGGTGGAGACCCACAGGCACAGCCATGGGTAACCAAGT
1090 GAGATGGGGTTTGTGGAACCAGTGTCAAGGGAACAGGTGGCACTGTGAAAGTTGTAGCTT[A/G]ITCACCCCAGGTCCCCACCCCATTTAGGGTTCCTTCCGCTAAGAAGGCCCTGCCCTCCCCT
1091 GAACCCTCTCCCCGCTTCCCTTGGCCCGAGGGTCAAGGCACTCGCAGACCGATGATTGCCIA/G]GGTGGTGGGAAGTCTGAACTGGGATTTCAGCTTGGCGGGGTAGATTAAGGCTCTCCGATC
1092 TTCTCCCTACAGCATTTCAGCCAGTGAATGGTAGAATTTTGCAGGAATAAGAATTAGAGG[T/CIGTAGAGGGTTTTGAGATGCGGGGTGGGTCAGGTTTCACTACTCAAGGACCCTAAGACAGG
1093 TTGCTTCCTTGAAAGTCACTAAGACTTCTTAGACCAATTCTTGGTTCTCACCTGCCAAGA[T/CIGGGCAGGAACATTTCCTAAAAGCTCCTGTGGCTCTTTTTCTTTTATTTTTTAGAGGCGAG
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

1094 | 10¢23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs7086484 92523709 T
1095| 10g23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs12779003 92532245 T
1096 | 10¢23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs12412496 92536145

1097 | 10g23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs11596518 92544991 T
1098| 10¢23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs10785973 92588151 T
1099 | 10g23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs2226116 92590219 T
1100| 10¢23.31 HTR7 5-HT7 5-hydroxytryptamine (serotonin) receptor 7 117.1 10 rs12259062 92600025 T
1101 | 10g24.31 BLOC1S2 BLOS2 biogenesis of lysosome-related organelles complex-1, subunit 2 12.7 10 rs12254005 102028675

1102| 10¢24.31 BLOC1S2 BLOS2 biogenesis of lysosome-related organelles complex-1, subunit 2 12.7 10 rs2305386 102038259

1103| 10925.2 ADRA2A adrenergic, alpha-2A, receptor 3.7 10 rs521674 112825580 T
1104 | 10g25.2 ADRA2A adrenergic, alpha-2A, receptor 3.7 10 rs3750625 112829591 T
1105| 11pi15.5 DRD4 D4DR dopamine receptor D4 3.4 11 rs3758653 626399 T
1106| 11p15.5 DRD4 D4DR dopamine receptor D4 3.4 11 1936465 633568 T
1107 | 11p15.5 TH tyrosine hydroxylase 7.9 11 rs3842748 2137971 T
1108| 11p15.5 TH tyrosine hydroxylase 7.9 11 rs2070762 2142911 T
1109| 11p14.1 BDNF brain-derived neurotrophic factor 66.9 11 rs6265 27636492 Val66Met
1110| 11p14.1 BDNF brain-derived neurotrophic factor 66.9 11 rs925948 27637280 T
1111 11p14.1 BDNF brain-derived neurotrophic factor 66.9 11 rs2049046 27680351 T
1112 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs3818275 35265359 T
1113 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs10488816 35267994 T
1114| 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs2281634 35270749 T
1115 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs2273688 35295319 T
1116 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs4083481 35308455 T
1117 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs4756213 35320142 T
1118 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs2025111 35332773 T
1119 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs1320443 35337365 T
1120 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs7931955 35341795 T
1121 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs1885345 35349177 T
1122 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs911562 35355929 T
1123 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs4593985 35359700 T
1124 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs7108848 35365917 T
1125 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs10836389 35372547 T
1126 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs2421897 35394439 T
1127 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs1923292 35394755 T
1128 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs1923293 35395679 T
1129 11p13 SLC1A2 EAAT2, GLT-1 solute carrier family 1, member 2 (glial high affinity glutamate transporter) 168.0 11 rs1923295 35399184 T
1130| 11g12.3 CHRM1 cholinergic receptor, muscarinic 1 12.9 11 rs4963323 62431179 T
1131| 119123 CHRM1 cholinergic receptor, muscarinic 1 12.9 11 rs2067477 62434882 T
1132 | 11qg12.3 CHRM1 cholinergic receptor, muscarinic 1 12.9 11 rs544978 62441806 T
1133| 11q12.3 CHRM1 cholinergic receptor, muscarinic 1 12.9 11 rs2075748 62444845 T
1134 | 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs308884 87883972 T
1135| 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs6483229 87903521 T

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 80
K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
1094 0.25 0.48 0.31 0.22
1095 0.01 0.04 0.00 0.00
1096 p=0.005 (Ikeda et al. 2006) 0.22 0.43 0.30 0.21
1097 0.20 0.01 0.23 0.22
1098 0.33 0.00 0.27 0.31
1099 0.17 0.00 0.00 0.00
1100 0.34 0.03 0.48 0.38
1101 0.50 0.37 0.24 0.22
1102 0.07 0.09 0.13 0.02
1103 0.28 0.19 0.32 0.31
1104 0.07 0.15 0.31 0.21
1105 0.21 0.19 0.16 0.21
1106 0.43 0.47 0.24 0.20
1107 0.25 0.21 0.02 0.08
1108 0.48 0.17 0.47 0.46
1109 p=0.005 (Neves-Periera et al. 2005) 0.18 0.00 0.34 0.37
1110 0.01 0.00 0.00 0.00
1111 0.41 0.44 0.46 0.33
1112 0.38 0.38 0.15 0.28
1113 0.26 0.30 0.35 0.19
1114 0.07 0.14 0.11 0.21
1115 0.28 0.08 0.02 0.09
1116 0.28 0.02 0.35 0.16
1117 0.41 0.43 0.26 0.37
1118 0.41 0.14 0.41 0.27
1119 0.13 0.26 0.21 0.22
1120 0.14 0.36 0.15 0.18
1121 0.27 0.07 0.05 0.06
1122 0.48 0.50 0.23 0.28
1123 0.24 0.14 0.40 0.42
1124 0.15 0.29 0.01 0.04
1125 0.14 0.26 0.36 0.39
1126 0.01 0.30 0.13 0.16
1127 0.44 0.16 0.47 0.47
1128 0.03 0.43 0.13 0.16
1129 0.40
1130 0.15 0.00 0.25 0.21
1131 0.10 0.00 0.06 0.14
1132 0.29 0.14 0.24 0.13
1133 0.25 0.04 0.15 0.24
1134 0.17 0.33 0.32 0.27
1135 0.37 0.48 0.32 0.38
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R
1 Sequence
1094 ATGGGAGTGCAGAGGTGTTCTTCTTTTACAGCAATTGAAAATAAGGCTATTTTTTTTTCC[A/GJATCTGCCAACTATATGACTGCTGACATTTGTGATACATTCCTTTCACATCCTCTGTTCAG
1095 GGGATGATGATGATGATGATGATGGCAATGATGAAGTTAAATCTCTTCAAAACATCTTTG[A/GIJAATTCCTGACTTCCTTGAGCAATCAAACCTGCTAGAATCATGCCCCATCACCTTTCCTAT
1096 CTCTATGCAGGCCACTGATTTTTTTTCCCACATATGTATTTTGGGGAATTTGAAGCTAACIA/GJAGGAAGCCAGATGTGGTGCCTGAGCTAACACTTCCACGTGTATTTGTTCCTAATATCTAA
1097 TATGGTAGTTCTATTTTTAATTTTTTGAGAAACCCCCATACTTTTTTCCATAATAACTGT[A/G]TCAATTTACAAACCAACAACAATGCACAAGGATTCTCTTTTCTCCTAAATAAAAAACAAG
1098 ATACACCTCCAAGACAGATCCGGAATTTCTCCAGTTGTCTCTGTCTCCACTACTCCAACC[A/CJAGTCCAAGCTACGATTACCTCTTGCCTTGACTAACGTAGAAGCCTTCCCATTGGTCTCCA
1099 CACACAGGATTCCCTTCTCTTGGTTGCGGTGGCTGCTGTAAGTGTTGGGTGTTGAGGACA[A/CITTGCATTGCATACTGCAGCTAAGTTTTCTGCATGTTTGGGGTAGGAGAATGAAGCAGCCT
1100 CAGTTTTGAGGAAAGAACATTTAAAGTTCTGAACTAGCCAGGGGTGGAAGTCATTGGGCT[A/G]JAAATCCTAAGAAGGCTACATCCTAGAAAGAGGCATCTGCCAGTGGCAGAGCTCTAACAGA
1101 TTAAGGCCATGAGTTCGAGACCAGCCTGGGCAACACAGCAAGGCCTTGTTTCAAAAACAAIAITITTTTTTAAAGTAGCTGGATGTGATGGTGCACACCTGTAGTCCCAGGTACTCAGGAGGCTG
1102 ATGTCTTCCTACTTCCCAGTGAATCCTATTCTTATCCTTTGTGCATCCCAAGATTTGTTG[T/C]TAGCACCCATGGGTTTCTCGTTTTCCCCCACAGAGGTTCCCTATAAAAGAGAAGAGGAAG
1103 CCCCCACCGCTATTCTTATCAGAGAGAACATGGAAAATATTCTACTCCCTCTTCCCCTTA[A/TITGAAGGATGCTGTGTGTACATCTGAATGGGGGTGGGATGCGGGGCGGGAGTGGAGTCTAG
1104 CTAATTCCCCTTCCATTCCCAACTCTCTCTCTCTTTTTGAAGAAAAATGCTAAGGGCAGC[A/CICTGCCTGCCCTCCCCATCCCCCGCTGTAAATATACACTATTTTTGATAGCACACATGGGG
1105 GACTACAGAAAATACCTCTCAGGTCACAGGTCACCCCTCTTTGGTGAAGAGTCCATAGAA[T/C]ITCTCTGCTGCGCTTTGCAAGCACTTTCTCTTCTRCACGTTTGGAACCTACCCCGGCCTGT
1106 CTGTGTTCTCTGCACACAGAAGGCTCCATGGCTGTGGCTGCCTTGGGGCGAGAAAGTACA[IC/GJACTCAGCAACAGCTCAGCAGGCACCTGGGGTAGGGTGGCAGCGCCAGGAGGAACCTGCAC
1107 CCCCGGGGCGGGGGAAGGAGGTGGGACATGTGGGCGTTGGGGCCTGTAGGTCCACACCCAIC/GITGTGGGTGACCCTCCCTCTAACCTGGGTCCAGCCCGGCTGGAGATGGGTGGGAGTGCGAC
1108 TGGCCTTGAGCAGGGCTGGACCTGTGAGCCCAGGTCACAGATGAGAAAACCGACCCCTGG[T/CITGCAGCAGCCCCCACACAGCAGGGACACCATCCGTGAGAAGGACCCCAGCGTCTGGGGAG
1109 GTGAATGGGCCCAAGGCAGGTTCAAGAGGCTTGACATCATTGGCTGACACTTTCGAACACIA/G]TGATAGAAGAGCTGTTGGATGAGGACCAGAAAGTTCGGCCCAATGAAGAAAACAATAAGG
1110 AATAGCACAATAAAACAGCAGTTGGGGAACTATAAGGAGCCTTTAAATTGACTTTTTTTT[T/C]JCCTCTTCCCACAGAGATACTCTATTATAGCAAAGAAGAAAGATAATTTCATTGAGCCATC
1111 GGAGGGACCTTCATTTTAACACTCACCCAGGTGATTTTTATGCTCCGAGGAGGTCCAGGG[A/T]JCTCCAAGTTAAGTACGGTACTGCTGTCTTATTCTTTATTCTAAATTTTAAGGTCTGCACA
1112 TTTTTTTTTTGCAACCCAATTAATATGGGCAATCAGATGCACTTCAATATCGAATCCAAGIA/GITGGAAACAGTGGCCAAAAGAAAAAATCTTCAAGCTCTGAGTATATCTCCAAAACCAGAAC
1113 CAGTAAATTTTTAAGACAAATGTCAAGTGAAGAGGAGGATTATTTGCAACTTGTGACACA[T/CIGAGCTAATATTCTTATACAAAAAGAGAGCTTGAAAATCAATCAGGAAGGGACGAATACCT
1114 TAAGGGAAGTGGTCCAAAGTAAAAAATAACATGAACTTTTCTCAGCAAAAGTCTTTTTTT[A/GITACAGAAGAGCCAAGCGTTTTCCTCAGTGTGCGGTACAGAGGAGGCCCAGGTTCTGAATC
1115 GGGCCCTGTCTGCCCAGGCTTCAGTGATATAATTTTCCTCCTTACCTCCTCTAGCCATTCIA/G]TTCTCCTTTGGATTCTAGTAGTTCTTAAATTTTTTGCAAATAAATATCTTGTGAGAGTGT
1116 ACCTATGCCCTTCAGTTTTTCAAAGGCAGGGCAGAAGCCTCAGCTCTGGTAGAATCTGACIA/GITGCTGGAGGTTGAAAGTGAGAAAGGCAGTCTTTGATGGGCTTAGGGGAGTGGGGAAGTGA
1117 CTGATATGGAAAAATATCTAAGATGTATTTAAGAAGTTGAAAATTGCATATGCATGTGTA[T/CIATTTATAATGTTTGGAAAGAAATTCTGGAAAGAAAAGTTAAAAAATGATAGGCAAGGATT
1118 ATGTCTGGACACATTTTTGGTTTTGCTGCAAATCACCCCCCAAAACAAAGAATTATTTTG[A/C]JCCCAAATGCCAATAGGGCCGAGGTCGAGAAACCCTATCCCAACAGATGTCAGGGAGGCAG
1119 CTGCAATTCATGAATTTTCATTTGTGTCAATTTCTTCACAGTGATGGCTGAAGACACTAA[A/CIATTAGAACCTGTAGAAAGAACATGAGGCTGAAAGTAGAGGACATATTCATTAAGGACTGC
1120 GTCAGCCAGTTGCTTTATACTGAGTTCTTCCAGCAACTCTCTGCACGGAATTATTATTAT[C/G]TCCATCTTCTTGATGAGGCAAAGAGAGAGAAAATAACTTGCTCCAGGACACGTGGCTGAC
1121 AGGGTGGCATCTTCCTCTCTCATTCATGGGGTGAGTTTTGAGCTGTTTTCTTGCAGAGACIA/GIATGGGTGGAGTTGACTCATCTGTGTTCACTTTGGTCCAGCACCTGTAGGCCAGGTGGCTA
1122 ATTATTCCATTGACTTTGCCTGTCGTATTTGTCAAATCCAGATAATTCAGACCCTGAACA[A/GIAAAGAAACGTTTTTGTTTTGTTTTCTCATTTTACATACTGACATGTTCTAGCTTATCTAG
1123 CCTTACCCATAAAGATCACCCCTTCTTTCTCTTTGAGTTTGAGTCCCACCAAGAACAGCC[T/CIGAAAAATCTTCAATAGCTGTCAATTTTTAAAAACATCAGAGGGACACTGAAGTACAAGCC
1124 TAAGCATCAGGACCTTAAAATAAGGGAACCAAAATGCCTTTCTCAGCTTCCCACTGCACCIT/CITTCTGGAAGGAGGAGGAAGTGACAAAAAAAAACAAAAACAAACAAAATCATTTCTAGACT
1125 GTGTCCACAGATGGGGGGACACACCAATTTGGCAGCCTGAGCCTGCTGGAGTGAAAGGCCIA/GICTTTTCAAAAATATGGAAGTGCAAATAGCTCATTTAACTCCCCTGATGAAAAAAAAATCC
1126 ATAGGGAATACCATCTTTTCAGAAAGATTCCAAGACTTGGCAAAGCTTTGGGGTTATCAT[C/G]TGAAAATGATGTGTGCTGGGCATGGCTGGTGCAGATTACTGGCTTTCTCTCAAACTTTTG
1127 AAATAAATGTGAACCAGAATGGTCAGTTTCCCATATTATCCTATTCCCCAAACATTCTGG[A/G]TCAAACAAAGTTGAACTGAAAATATATAAATTGAAAGCATATAACTATATTGCTATTTTT
1128 TATAAAAGCCTTTTTAACTAAACATGGTAAGACACTGATCTTGATCCATATGGGCTCCTA[T/G]TATCTATTTCTAGAGATCTGTTTTAGCACAAGGTACCACCCTCCTTGTACACAGGTGTCT
1129 AAATCTCTGCTTACCTCCTTCCTTTACTCTCCTTTCCAAAATCTGAATCCAAACGTCATC[T/CITCCATCCATGCCTTTCTCCATCTCTCCCCTCCCCCCTTCTCTCTCAATCCTGTCTGCACC
1130 AGGGCTGTGAGGGAGCAGTGGTAAGGGAGGGGCCCTCTTAGGAACTTGAGCTCACAACCCIC/G]JGTAAGCTGTGCTGGTGGGAAGGGGATATGGGGTTTGGATCCTTCCAAACAGGAAGGTCCA
1131 TGCTGACCTCATCATCGGTACCTTCTCCATGAACCTCTATACCACGTACCTGCTCATGGG[A/CJCACTGGGCTCTGGGCACGCTGGCTTGTGACCTCTGGCTGGCCCTGGACTATGTGGCCAGC
1132 AGGAGGGGCTTCTCTCCAGGACTGTGGCCTCCTGATGAAGGCTGTTAGAAGGCTTTAATA[A/CITATCACTAATACTCCTTACACATAATAGCAGCAAAGAAAAATTACTCATATTATAGTAAC
1133 GCCAGGAAGCAGCCCTTGCCACCAGCATCCTGTGGGAGGTTGACCCCCATCTTGATGGGG[A/GITGCCAGTCCCAGAACCTCCTGTCCTCCCTCAGGGCACCCTGAAACCCACCACCCCCGTCC
1134 AGAAAAGGATGGCTTTCTGCCAGAGTTTCTCAGATTGTGAAAGAATCTGAGAAACAAAGTIA/GICTTCAGATTTACTTTGGGAGCAGAAGAACAGAATGCTTGTCAAAAGCATAGATCCTTGGA
1135 ACCAATATCTACTGAATATTGGATTACTGAAATTTCTATATTGGCTATGTGATTCAGAAT[A/G]JCATAAATGAGTGCAGAATGAAGTGAAAGACTAGAAGAAAATAAACAAGTTTAAATAATAA
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Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 82
A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
1136| 11g14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs10501667 87904955 T
1137 | 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs178244 87908693 T
1138| 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs905645 87910401 T
1139| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs308892 87911831 T
1140| 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs2131068 87920854 T
1141| 119143 GRMS5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs308793 87923538 T
1142| 11g14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs308787 87925352 T
1143| 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs719182 87929030 T
1144| 11q14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs10501669 87933883 T
1145| 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs308873 87936450 T
1146 | 11q14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs10501670 87938932 T
1147 | 11q14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs308875 87942090 T
1148| 11q14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs2133395 87961055 T
1149| 11q14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs1504088 87965452 T
1150| 11q14.3 GRM5 MGLURS glutamate receptor, metabotropic 5 540.2 11 rs3816649 87977813 T
1151| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs1354411 88016449 T
1152 | 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs1499043 88032310 T
1153| 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs904462 88070572 T
1154 | 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs6483387 88079083 T
1155| 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs3763964 88079420 T
1156 | 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs2219746 88082538 T
1157 | 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs1993842 88091682 T
1158| 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs2169662 88093542 T
1159| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs1532548 88096475 T
1160| 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs1499177 88097077 T
1161| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs904493 88104997 T
1162 | 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs1000061 88115425 T
1163| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs10501680 88117162 T
1164 | 11qg14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs1903851 88120139 T
1165| 11q14.3 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs1903841 88173280 T
1166 | 11qg14.3 GRM5 MGLURS5S glutamate receptor, metabotropic 5 540.2 11 rs645327 88228434 T
1167 | 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs547644 88277389 T
1168 | 11qg14.3 GRM5 MGLURS glutamate receptor, metabotropic 5 540.2 11 rs167569 88281729 T
1169| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs1508673 88287173 T
1170| 11g14.3 GRM5 MGLURS5 glutamate receptor, metabotropic 5 540.2 11 rs10830200 88385087 T
1171| 119143 GRM5 MGLUR5 glutamate receptor, metabotropic 5 540.2 11 rs7126679 88393493 T
1172| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs7944570 112350798 G
1173| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs12575544 112424195 G
1174| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs2509377 112431469 G
1175| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs7933413 112464115 G
1176| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs10502168 112500642 G
1177| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs1245119 112506871 G
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K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

1136 0.29 0.03 0.43 0.49
1137 0.39 0.20 0.27 0.32
1138 0.13 0.00 0.00 0.00
1139 0.38 0.07 0.24 0.22
1140 0.01 0.00 0.00 0.02
1141 0.43 0.40 0.50 0.46
1142 0.18 0.38 0.07 0.08
1143 0.17 0.00 0.00 0.00
1144 0.02 0.23 0.00 0.00
1145 0.20 0.00 0.00 0.00
1146 0.28 0.19 0.07 0.14
1147 0.48 0.05 0.46 0.50
1148 0.35 0.06 0.41 0.50
1149 0.30 0.39 0.28 0.41
1150 0.09 0.31 0.16 0.11
1151 0.05 0.49 0.34 0.30
1152 0.02 0.03 0.18 0.20
1153 0.08 0.20 0.47 0.43
1154 0.06 0.43 0.38 0.32
1155 0.02 0.05 0.17 0.15
1156 Y 0.31 0.35 0.13 0.14
1157 0.05 0.46 0.25 0.21
1158 0.01 0.02 0.16 0.10
1159 0.06 0.00 0.00 0.00
1160 0.38 0.23 0.50 0.46
1161 0.25 0.29 0.47 0.38
1162 0.40 0.36 0.44 0.41
1163 Y 0.12 0.20 0.02
1164 0.17 0.28 0.19 0.21
1165 0.37 0.24 0.48
1166 0.32 0.08 0.01 0.00
1167 0.04 0.08 0.01 0.00
1168 0.03 0.08 0.01 0.00
1169 0.03 0.24 0.32 0.27
1170 0.40 0.41 0.38 0.47
1171 0.36 0.13 0.48 0.33
1172 0.15 0.11 0.36 0.40
1173 0.21 0.28 0.28 0.41
1174 0.48 0.29 0.09 0.20
1175 0.22 0.23 0.48 0.41
1176 0.11 0.00 0.19 0.10
1177 0.42 0.38 0.43 0.46
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R
1 Sequence
1136 TGTGAAAGCGAGTTGGAAAATGTTGCATATTTCACATATGTCTTATGTGTAAATTTTAGT[A/GJACTCAATATGGAATGGACACTAATGAGGCAGGAGGGTAAGTCTGGGGAGTAAGTGGGTAG
1137 ACTAACAAATACTTTAGTGTTACTTAGATGTTTGTGTTCTTTTAAATAATGCTCCTTTCT[A/G]TATGTACCATTTATATAAAATAAGTGTGAGAGTTAATAAGTTAGATTTGTAAGGAGCAAA
1138 TTGATCAGAGGAAAATTCTAGATGAAGGCAGAAGGGAAGTCATTATGGATCTTTAGGTTA[A/GJAGGGAAACAGTGAAGCCAAATTTAAAAAGATCAATATTATGCAGTACTATTGCAAGGTAA
1139 GAGGAATCAGTCTTCCTATCCAAAAGGGTAGAAAGGGCTCAAGTAAAAGCATAGGCAGTG[T/GJCTCAAGCCAAGGAGATTATGGGGAAAAAAAATGATAAGGTTTGAAAAATAGTACAGTTAC
1140 ATCCTTTTCTCTAGCCCTTTGGCTAAAATAAGTTTTCTACCTTTTCTCAATCACCTGGACIA/TICACATTTTTGGTCTCACCTTCTATGTCCCAACTCCTTCCCTTCCCCACCTCCCACAAGGC
1141 GAAAGACATTTGGGAAATTATCATCATTACAACTTGATTTCAGTTAGGAATCTTCCTATT[T/GJAAGCCTCTTGATAAACTGAATAAATGACTGTCCATTTCCCTGTTTTCTTTTTTTATCCCC
1142 TCTTTGGGCAACTCCAGTGAGAAAGCCTTTCTGCCCAAGATGCACTCAGCTTGTGTAGCA[A/G]TAATCAAAGACTACCACTGTGGGTTTGCACAGAGAGCTCAATGTAAGCAGCAGAGACAAA
1143 CTTTTCACTAATCCTGGGGTCATCTCATGACCCCACCTAATAGACAGTCCTGGTGACAAT[T/CITGAGTAGGTTACATGACTTTACTCTTTAGAATGCTACTGACATGGAAATATTTGACTTCA
1144 GCCTTGGAAGATGAGTAGGATCTGGAGAGATAGAAGGAAAAGGTGGAGGACTCTAAAGAA[A/CIGAGAAATAGCATGAACATCACTTCATGCAGACTAATAATGCCTGAAGGAAATATAAGCCA
1145 AATTTTAATATGCTATTGAGCCCATCTCTTGGGATGTCATGTGGGCTTAAATAGGTAAATI[A/CIAAGTCTCTGGATGTAGGTCTTTGGTGGAGAAGCATCTACCATGCTCGACCCAGCCCTGTT
1146 ATTTGAAATCTACATATCTTCCATTTATTTATCTAGATTTTAGAAATACTGTTAAATTTCIA/GIGAAGAGTTAGCAGGGCTGATGTCTTGACCAGCTCTTTTGATTACACATTACACTTCTTAA
1147 AATGTGCAACCAAAGTTGAGAACCATTGTTCTAGGAGGATCATTCCTGTCAGTTAGACTT[T/G]JAAAGAAAATGGACTTGAGATAGCTTCACTGAGTAAGTAGGAAAGGAGGCAAGTAATCTGG
1148 TAAAGAAGTGTTAGACAAAGCATTGTTTGCAAAATCTAGGGAGATAATGGAGTACACTTT[A/GJATTTGTTATTCTGTGTGAGCTATGATCTAAGTTATTGGCTCTTTCCAACTTTAAAAATTT
1149 TTTGTGAATTTCAGGTGTTTATTAAAATAAATTCATGCCCTTTTCCAAGAAGAATTCCAA[T/CIATTACAATCTCTTTTTGAATCAATAGTGATAACTTAATATGTTTTCCTCTGATAATTTAG
1150 TCTCTAATTACAGGTAACCCATTATTCAGTACCCAGGAATGTCGCGAGAGTAGATTTGTA[T/CICTCAAAGCTATGCTTAATTTGTTTCCCAACAGGTTCTCTGACTCTGAAAACACATCATGT
1151 CCTTTTCTCACACTAGATTACTGTTCTCTCCAAATACAATCTTGAAAATGTTAATGTGGT[A/G]JCAAGGATGAGGAATCTCAAATCTGGGTGTTAGCTGTAGCAGTTATTTAATTTAATTTTAT
1152 ATGGTGTAAGGTATAAATCTTTACAGATGTATAATTACCATTTTTCTCTCATATTTTTGA[A/GITGCCAACAGCTATTGCACAGCAAACAAAAACATACATACAATAATACAACAGAGTAGGTT
1153 AGGTTTTATAACTTTTATTAATTTCCTAAAGGATGAACAATTCAAAAATCAGGGATCATAJA/G]JCACTGACAAAAGCTCTAAAGTAATAGATTTCTCTTTGTATGCAAGTGAACTCTTTAAATA
1154 GATCTTCGAGTACTGATCAATATCTGTGATCTTTGAAGGTCCAGTTGTGTTACCATTCCC[A/G]JGAAGCAGTCCCTAAGCCCTCACCCTTCCTCACTCAAGATTTAGGGCTTCTTCTCTACTAT
1155 ATCATCTAACCCAGGAAATTTTGGAAGGTGCTATTAATAATTTTCCTGTGATGATAGGTA[T/C]JGAACCTGGATGGATGGTCACCTTATTTTTAAAACTGCTTTCTAAGGTGATTTTTCTAATG
1156 GGCTGTTTGCCTGGACTCACCCTAAGTCAACAGAGGCTGTATTTCCATCACCATTTCCGG[A/GJCAAGCTTGTGCTTCTGGCATCATCTCCATGTGCCCTGGGGGCAAATTTAGCTGAGTTTTG
1157 GCTTAACTCATAGTATATATTGGCTAACAACTGAACATGCACGTGGAATCCTTTCTCAAA[T/G]JAAGTCACAGATTCTGTAAAAGACTTCACTGAGAAATTGACTTTTGATTAAATGTTTGTTT
1158 ATTTTAGAAAAAGTTAAAAATAATATTGGAGAGCGTCCTTCTGTCTAATCTCCATTAAAA[T/CITGTTATGTGCCCTGTGCAAAAGCCATTTATATGGACAGACTCACACAGGTTTGCAGGAAA
1159 GAGTACACAAAGGTTGACACTGCTGTTTAAAACCTCAATGATAAGGGGAAGGAATGTTCCIA/G]ICAGTGAAAAGTTGTTATCTAGTTGCTTGAGTGTTCAGAGGTTTCCCACATCTTTTGTAGA
1160 AAGGTCAGTGCAGAGGAGACCTGAAGAAAGAATATGATTTTAACAGGTGAAGATTGGGTA[A/G]GAAAGAAGATACCTTTCCACTATCAGGGATGGTATGTGCTTAGGCTCAGTGGCAGATTAG
1161 CACACTGTACATGTCTCTATCATAGCACTTAGCAAACTAAACTAAAACCAATTGTTGAAA[T/CIGTAGTCTCCTGTTTGACTGAAAATTCCCTGAATGCAAGATTACTTTATTAATTTCTACAC
1162 AGCAACTGGGAGTCTCATATCCTCTCTTGGTGACTCTCCAGGTATTTATTGTTCCTTTCT[A/G]ITGAAGAGCCTATGAGGAGAGGGAGAAATCATGTTACACAGAGAAAGTCCTTCAAAGTACG
1163 AGCAATACATTACAAACAGACAGGGAGACATTAACAGCTAGACATTCTGTGCAGCAAACCIA/TITTATTTATGACAAGGTCACCTTTGCTTTAAGTAGATATTCAGCAGTCATTGCATAATAGG
1164 ACCATGTCAATGTGAATACAGCATAACAAGCTGGGTAACACATTCCTTAGACTTAAGCAT[T/CIGGAGATAAACAGATTATGACTGAAACTGACCTAAGACTTGGAGTAGATATAGAACGAAGA
1165 TCTACAGTACTTAAAAAAAAAACCTTCTAGATTACTTGCAAAACAATATCAAAATTTTTG[T/CITTATCTATTTCCAGTAGTAAATTTTGTGTTCCTGAAGGACAAGAATCATATTGTGTTTAC
1166 CTGATTATACTCATGATTTATTTGATGCTGAAAACTTGGTTAAAAATATAAACAACGATG[T/CITGAATTTTTTCTTAGGAAACATAGCTCACTTTAAATAATGTGTTTTATCATGGGATTTCT
1167 TTGAATACCACACTTATGGTTCAGAGACTCCTGGGATTCCACCGAAAAAGAAAAGGGAGT[A/G]JTACAAGCTAAAGCTATTTCCAGTGTTTAAAAGAAACTAAGGGATACAATATATTAATTGC
1168 TGATTAGGGTTTCTGACCATCAGAGTACTAATATAAGGCAACTAAGAATGCTAGAATAACIA/GIGGTTTCCTTGCAGTATGGAGAGAAGGGACCACCATATGCATATAGGTAAACTCACACTTT
1169 TCTTTGATCTCTCACAAGAATCTCACTAAACTCCATTAGGATAGAGAACTTGATGTGATT[T/G]JGTCACTACTATATCTCCAGTTCTTGGGAGAGAGAATGCTTGATGTGTAGGAACTATTTCT
1170 CAAAGTAAGAGTAGACTTTTTGTTGCCATGGAGATTTCGGAAATGAAGGTAAAATGTATC[T/CIGCATATAATACTTGCAAATAAAGATCTGTAGGGGTAGCAGGAATTCCTCATGCCAATGAA
1171 TGGTCTACATGTCCTAGACACAGAACCGGAGGAACCATCGATTCCAGCTTCATGCCTATC[T/CIGGTTTTTGATGAATTAATGATCCATTATCCCTGTGAGACCATTCATTACATATTATTCTA
1172 ACAGTTTGTGTGTGTGTGTGTGTGTGTATGTATGTGTGTGTGTGTTTGAATTAGTGGTAT[C/GJAGAGGCTCTATTGACTTTAATTTTGGAGCAGACTCAGAACCCACTGATGACCTATCTCCT
1173 AAATAGACTATTTGGATTGGCATTGCTATCTGTTCCAAGAATGTTGTTTTTGACAGAAACIA/GITTGAAAACTTTTAAAACAATGTTAAAACAATGGGTATTTAGGTGGTTAGCAAGTTATTTT
1174 AGGCTACCTAGCTAAAATAGCAAGGAGTGGGTTGAGAACAGCAGGAATATGTTAAGGGAA[A/GJAAGGAATATGTTTCTGTGCAAATATTACCATACAATCTTAATCTTTTTATCTTCCTGGAT
1175 TCTTGAGTTTATTTGATTTTGAAGTTGCTTCATCAGAAATGAATAAATAGACTTAAAGAGIA/G]IGAAATACCACAAGCTTTAAACATAAACACTAAGTAGATTGACATCTTGTCTCTAACTTCA
1176 TGGAAGGGCTTTCCTTGGATTATAACTTATCAAAAGATACCAGAGCAATAAGGTATAATAJA/CIGTCAAGGAAAAAAGAATTCCCATTTTTCCTGTGTGTGTTCATTGGGCTCTCACTACAGCA
1177 AATAGAAAAGAAAAGGTCTCTAGTAGTTTTCCTCATAGTCCAACCAGTGCTGCAAGGAGA[C/GIAGTTACTATGAACAATTCGACGAAGGACTGCAACAATACCACCATTCTACCTTAGGAAGA
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1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

1178| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs4937993 112509872 G
1179| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs1261878 112513530 G
1180| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs10502169 112523618 G
1181 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs10502170 112545328 G
1182 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs2043602 112548936 G
1183| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs2196456 112561921 G
1184 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs1943620 112570503 G
1185| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs1836796 112578570 G
1186 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs1821693 112582751 G
1187 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs2850303 112596440 G
1188| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs646558 112611117

1189 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs2303377 112616711

1190| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs620291 112619068 G
1191 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs605843 112630444 G
1192 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs7951404 112634337 G
1193| 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs618114 112650283 G
1194 | 11g23.1 NCAM1 neural cell adhesion molecule 1 316.4 11 rs668204 112654852 G
1195| 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs6279 112786283 T
1196 | 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs1076563 112801119 T
1197 | 11923.2 DRD2 D2R dopamine receptor D2 65.6 11 rs7125415 112815891 T
1198 | 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs4648318 112818599 T
1199| 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs4274224 112824662 T
1200| 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs7131056 112834984 T
1201| 11923.2 DRD2 D2R dopamine receptor D2 65.6 11 rs4350392 112840927 T
1202 | 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs1799978 112851561 T
1203| 11g23.2 DRD2 D2R dopamine receptor D2 65.6 11 rs12364283 112852165 T
1204 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs6589829 120036183 T
1205| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs7928347 120041103 T
1206 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs10502240 120053122 T
1207 | 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs4445646 120061551 T
1208 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs7126415 120071745 T
1209| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs11217976 120077744 T
1210| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs3133855 120090061 T
1211| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs1939664 120090510 T
1212 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs949298 120113295 T
1213| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs1945010 120122714 T
1214 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 3259 11 rs2156762 120129549 T
1215| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs3133864 120133222 T
1216| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs10502242 120146214 T
1217| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs7948804 120148017 T
1218| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs948028 120149657 T
1219| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs2852217 120152436 T
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
1178 0.46 0.19 0.21 0.23
1179 0.30 0.01 0.14 0.17
1180 0.12 0.12 0.30 0.23
1181 0.13 0.31 0.38
1182 0.40 0.47 0.44 0.48
1183 0.28 0.01 0.15 0.18
1184 p=0.037 (Sullivan et al. 2007) 0.33 0.25 0.47 0.40
1185 p=0.007 (Sullivan et al. 2007) 0.45 0.01 0.26 0.34
1186 p=0.036 (Sullivan et al. 2007) 0.42 0.27 0.27 0.34
1187 0.49 0.07 0.28 0.36
1188 haplotype (Atz et al. 2007) 0.22 0.42 0.23 0.24
1189 haplotype (Atz et al. 2007) 0.33 0.22 0.41 0.41
1190 Y 0.18 0.18 0.15 0.16
1191 0.24 0.48 0.33 0.29
1192 0.08 0.08 0.00 0.00
1193 0.39 0.16 0.10 0.16
1194 0.08 0.03 0.06 0.09
1195 0.30 0.34 0.47 0.47
1196 0.34 0.14 0.06 0.06
1197 0.07 0.15 0.35
1198 0.18 0.50 0.46 0.47
1199 0.46 0.18 0.34 0.27
1200 0.45 0.26 0.47 0.47
1201 0.12 0.08 0.35 0.38
1202 0.03 0.13 0.11 0.14
1203 0.08 0.01 0.00 0.01
1204 0.36 0.18 0.27 0.27
1205 0.27 0.23 0.42 0.21
1206 0.17 0.26 0.06 0.01
1207 0.33 0.14 0.44 0.42
1208 0.46 0.23 0.44 0.43
1209 0.02 0.00 0.00 0.00
1210 0.35 0.41 0.46 0.43
1211 0.46 0.24 0.38 0.34
1212 0.23 0.22 0.44 0.49
1213 0.33 0.18 0.43 0.46
1214 0.33 0.20 0.14 0.18
1215 0.22 0.02 0.02 0.03
1216 0.03 0.25 0.00 0.00
1217 0.08 0.40 0.11 0.18
1218 haplotype (Pickard et al. 2006) 0.15 0.17 0.12 0.17
1219 haplotype (Pickard et al. 2006) 0.26 0.10 0.42 0.37
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1 Sequence
1178 AGAGGCCATTTAGGTTCTTTGCCAAATGAGAAAATTTGTAATTTTGTATCTGCTAATCACIA/G]TCCACCTACCATATATTCTTTTTTCTCTCTTTGCCTATTTTCGGTGGCAAAAAAAAAACA
1179 ATTGCAGTGTTTCATTTAAAGCTTTTAAAGTACAGAAGGCTCTAATAATGAGTTTTGCCA[A/CJAATCAGTCTTTGAAGAAAGTAATTTTGACATGTAGGTTTCATATTTTTGGAGATGTCTTA
1180 GTAGTTTCTGAACAACCCCAGAAGCTTGTAACAGGGACAGCTCCTCTACAAATACGTAACIA/G]CAGCCAGATAGGACATATCATTTATGGGGCATCACCTCAGTGCCAGATGCTATATGGTGA
1181 AGATTGGCTCCACATTAATAATGCAGAGAGAAAAGATGTTTGCTTAGAAAAAGCTAGAACIA/G]TGAACTGTGATTTGCCTTCTCCTGACCCTGTGGCAGCTCCTCAAAAATATAGTTCAAGCT
1182 TAAAATTGCCTATTACTTAAAAATCTAAAACTCAGTAGACCCTGTGTGGA[A/G]GCTGGAGCTGCCACGAGCAGTATTTTTGAAAAGTAAAACTTGACAACATCATGGGAAAAA
1183 AAATAACCTGAAAATCATATTATGACCGTTGTTTTCTGAGATTCACACCAGTCTAATGGT[T/CJCCCAAATGCAGCGGGGGCAGGCTCTGGACCAGGGGCAGGTTATCTGGTTAagaatcacct
1184 TATGAGTGTAAAGAGCCCAAGGGTCTCCTTCAAGTGCATTTGGTTTAGAGATGTCTATAT[A/GITTATCTGAAAGTTGTCTGTATGGCTCGTCTTTATACCAGGAAGCTCCGTTTTCTTTATCC
1185 CCTAGACTTCCTCTGTAGTCAAGGTGAAGTCTAGATGACAGATTTGCTATGTTGAGGCAGIA/CITTTTTGCAAAAGGAAGGAAGAGGCCCTGGCTCTTAAATGGCCATACTATTGACCCTGTAA
1186 AGTTGGACATTACTGCTCCCAGTGGTTAAATGGTTAACACCAATTCGAATGCATCAGCTA[T/CJAACAAAGAGTGCCATTTCTCTGGGACTGTGATAAACAACCTTGTACAAAACTGTTTTTTA
1187 GGATTTTATAAGGCAGCTTATCATAGATATACTAATGCCATTTAATGCTCATGCATTTTA[T/CJAACTCTTTGCATGCATTCTGTTAAAATCAAATTTTTATTGCCAAAAAGGAACAAAGCAAG
1188 CATGGGCCAGCTCAGGGTTCCCCACTGCCCCCAGGGAGAAGAAGGTGGGCTGGGAAAAGG[T/G]IGGGCAGCTGGCTTTACTTACGGACTGGCTGCGTCTTGAACTCGGAGGCCGCGCTGATCTC
1189 TTTTTTTCATTCAGTATCTGTGTGCCTCAATGATCTTTTTTCCCCACCTTCATTTTTCTT[T/C]JCTTCAGCGGCATCTGCTAGCTCGTCTACCCCTGTTCCATTGTCTCCACCAGATAGTGAGT
1190 CAGAAGGAGGGACAGCAAAGCGAAAGCCGGGAAGGAGATGCTGTTCTTTTGTGTCCTCAG[C/G]JGTTTGCCTAATCCTTGGCTATTTTTAACTAGAGAGTCGATTTGGAAAAGCCTCCTCATGC
1191 TTCCTTTGATACGAGGAGGAACCAGAGAGAAGGCTAAGGAAGAGCCCACTACTTATCATCIA/G]ITAGGGCCAGCAGCATGCTGATCACCTGGGCGCTTTTTAGACCTGTAACAAGATCCTTCCA
1192 GCCCACTGTTGGACTTGACAGCAGAACTTAGTCCCGAGGTACCTCCATCTATTTGCTGCCIA/G]ITTGTAGAGACCAGGTCACACTGCATGGAATAGAAAAACCTTATTCAGTCCAACAGATGTT
1193 GAGTGGCTGGGAAGACTCGGGGCTCCCCAGCATCAAATGGCTGCTGGGTCTCAAAGTTCAJA/G]JGAGAAAGTCCTTAACCTTTCAGGTTTGTAAGTGTCTTGCCAAAATTCAGTGGCACCAGCT
1194 TTTAGAATAAGCGCCATGTCATTACCTTATTGCTGAAATCTTGAAGCTCAGGTGTTGACT[A/G]ITTACTACGATTAGGTCTGATGGTATCGCACACCCAGGATGCCAACAGCGCCAACTCCCGC
1195 CTTCCTCTGGGGCTCTAGGGTTGCTGGAGCCTGAGTCAGGGCCCAGAGGCTGAGTTTTCT[C/G]ITTTGTGGGGCTTGGCGTGGAGCAGGCGGTGGGGAGAGATGGACAGTTCACACCCTGCAAG
1196 TGGTTCTGTAGCTCACATTCTAGGAGAAACAACAGCCAATTAATCAAGCAATTACATCTA[A/CIGGGTGATAGGGAGTAGGAAATGGAACAGGGAGAGAGATACATAACCTAGTTCAGGTATTC
1197 AAATGACTCACCCAGGTTCATAGAGCCTATTGCTTTCAGAACCAGGATTGCAATTAAGGTI[T/CITCTAGACAGGTCCCCTGCTTTATCCTACAGGGCTCTCTGACTCCTGGAAAGGGCTCAATC
1198 GCTGCAAAGGTAATTAGATGATCAATCGTAGAAAGTCTAAAGCAAATGGAACCTTTAGGGIA/G]GAGAGATTTGTGTTTGCTGTGTCCCATGGAATATCAGCAGGGAAGAAAAGGAACCTAAAG
1199 TCTGTCTCTTCCTCAAGCTCATTGTCACTTCCGAGAGGGGACTGGGGTCAGGCCTCATTC[A/G]GGTTCCCTAGAGTGGAAAGGATTGGTAAGGAGCTGGGTAGCTCTCCTTGGCCACCTCTAA
1200 TAGAAAATATGATCTGGGGCAGCATGGAAATATTGTATCAGACAGATCTAGGCTCAAATA[A/CICAGCTTCAGTTCTCACCACCTGTGTGGCCTTGATTAACACTTTACTTTCTATCTCTGAGT
1201 GAGTTCTGGCGAATTTAAGATATCTTTTCAGGTCTTTCAAGCCTTCCTACCTCCACTGCC[A/C]JCTCCCTAGATCAGGCTGCCAGCATTGCTGTCCTGAACAACTGCAAACTCTCCTAGGTACT
1202 AGTCCTCAAAGGAGAAGACTGGCGAGCAGACGGTGAGGACCCAGCCTGCAATCACAGCTTIA/GITTACTCTGGGTGTGGGTGGGAGCGCAGTGGGCGGTCGAGGGTTGCGTTCCCGCCTCAAAA
1203 CTTTCTCTTTCTTTTCTTTCTTCTGCAGCAATTAGTTACCAACTGTCCTCAGTTTGCCAG[A/GITTCTGTGTCAGATTCAGAAGTCACACACAGAAAGAAAACCAGGCCCCTGATCCCGCACCC
1204 GGATGGTGGGGCAGCTGCCTAGCTGGAGCCTGGGACTCACGTGCCCCCAACCCCCTCTCT[T/CIGCAGAGTTATGTCATGCCCAGGCCAGCAGGGGGCTCCATGAGGATTCATAGAAGATGCCC
1205 AGACAAGGGAAAAGGATAAAAAACACCAGTTTCTTATCCTGTTATGCTGTGTATTAAATA[T/CIATCTAATCCACCGAGATTCAAATATACCAGCTGAATTCTTTGCCTTGTAGAGGATTCACC
1206 GAGACAGCTGGGAAGGGGCTGTGTAACAGGAAGTATTTTATCACGTTGATTTAGTAATCT[T/CJGCCACTCCTAACATGTCAGGGCACTAAAGGAGTAGCCTGAGAGCTGAGTGTGATCTGAGC
1207 CCATGTCCCTGGGGCAGGCCGGCTTTTTCTCCATGCACACACCTGGACCTAGGCATTCTT[T/C]TCCCTATCAAACTCATTTTTTTGAAGACCACCAACCCAATGGCATTTTCTTGGTCTTCCT
1208 TGATTGGCCCTGCAGAGGCCTGGCAGGTTGGCAGTTGGAGCCGCCATGCAGATAACTGAG|C/G]GCAGCCAAGGACCCAACTGAGTGCAGCCTCTGGAAGGAGCAATTGAAGGGACAAGACCAG
1209 catttaggaggctcttgcagtaatccaggtgagagaggttgctggcettgtccaggatgcalA/Glcagtaaaggtggtaagaaaggttggaattctggatagattttgaaggtaaagccaacaga
1210 TCACCGCTATTGAAAGGCTGGGAGAGCATAGCATACACTTTTGCATCCACATGGTGTCTC[A/G]JACACAGCTAAGTCCTCAGTCATAACAACAGCAACTATGGATAGCACCTTTAGACTTTAGT
1211 GAGGACACAGAAGATTAAGCACTTACTGAAAAGTATCAAATGTGTCCTAATAGAGGAAGTIA/TITGAAGTACTACAGCGTCCCATAGCAAGGCCCTGTGACCTGGTCTGGGAGTTAAGGATGGC
1212 ATGGATCCAAAGTCTAGACATTAGACATTGAGCACCAATAGCTGCTAATACTAAAAACAGIA/G]JGCAAAAAGCAGGCATTGTGTGTTCCTAATGAAGTGCATAGCTTTGGCTAAAAGAATAGAA
1213 TGTCATCATCAGGAATGACAGATTCCTCAGAGAAGAGGCAGAGCTCAGGTTTCCCATCTT[T/CITCTAAGCACGTCACTCAGTAGGATTTCAAATACAGACAACTCTTGAATGAATGCAGTCAC
1214 GAGACTACATACCCTATTTTCCTTTTTTGGCAAAACAGTCATCATTTTCAATTCAACAAA[T/ICIATATGAGTAGTTATTCTACATCCAGCCCAATCTTAGGTGCTGTGGGGGAGACAACAGGTA
1215 AGACACAGCCAGAGAGAGACAGAGCTGAGGTTTGGCTAAAAGCCCATGCTACTCCCATTG[A/G]JCCACACCACCTTCTGGACGCCCCAAGGCAGGTATCCTGGCCCAGCAGACACAACCTCACT
1216 AAATTCTACAGCACAGAGCTGCCTGGGTGATGGTGGCATGATAAAATTACCTTAACTCCCIA/G]GCATCTGTTTATGCCACATAGTGAAAGTTAATGAGGGCTGACCCTCAGCAAAACTGGGAA
1217 AAAAAAGCCAAAAGGACAGGACTGCCCAAAGCCTTTGGGGCAGGACCACTCAGAGCCTTG[T/CIGGGCTCAGCCTCTGCCCCAGTGTGTCTAGAAGGCAGGAACTCTGCCCTAACAGGTCTAGC
1218 GGCCACGCCCTTGGTGAAATGAGGACTGTAAAACAGCTGACTCATAGGTAGAGGGGATAAJA/CICTGGGCTCTGAGTTAGAAAAAATTGTCCCCTGGGACTTTATAACCACAGACTACTCTCAA
1219 GGACACCCTCCATGTCTGCTGCAGTCTTTGTCCTGAAGGCAGGAGATCACTGGATGCTCT[T/CJAGAGGGGAATTAGGCTGTAAGAACAATGTATTGCTTTGTAACAAGTTATCCCAAGACTTA

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 88
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1220| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs1815771 120161689 T

1221| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs879602 120161782 T

1222 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs3133860 120166388 T

1223| 11923.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs1954787 120168573 T

1224 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs1939670 120184769 T

1225| 11923.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs7105286 120192444 T

1226| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs4935752 120194329

1227 | 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs6589846 120205357 T

1228| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs7121233 120222363 T

1229| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs11218030 120225204 T

1230| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs4331110 120235879 T

1231| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs4344499 120239629 T

1232 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs3802912 120243607 T

1233| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs12577602 120260428 T

1234 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs7111184 120276273 T

1235| 11923.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs2156635 120276878 T

1236 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs2156634 120281211 T

1237 | 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs2156633 120292102 T

1238| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs949295 120295062 T

1239| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs10502243 120300651 T

1240| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs949054 120301098 T

1241| 119233 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs2852241 120302794 T

1242 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs10892647 120309501 T

1243 | 11923.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs602104 120314593 T

1244 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 3259 11 rs2298724 120328931 T

1245| 11923.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs672176 120334459 T

1246| 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs734167 120334569 T

1247 | 11g23.3 GRIK4 KA1 glutamate receptor, ionotropic, kainate 4 325.9 11 rs4936570 120339783 T

1248 | 11qg24.2 FEZ1 fasciculation and elongation protein zeta 1 50.5 11 rs6590145 124823126 T

1249| 11q24.2 FEZ1 fasciculation and elongation protein zeta 1 50.5 11 rs11220083 124833570 T

1250 | 11qg24.2 FEZ1 fasciculation and elongation protein zeta 1 50.5 11 rs12223186 124836849 T

1251| 11q24.2 FEZ1 fasciculation and elongation protein zeta 1 50.5 11 rs2849222 124858699 T

1252 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805502 13605448

1253| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs890 13606575

1254 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805247 13607242 His1399His
1255| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1806201 13608775 Thr888Thr
1256 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs4764011 13611689 G

1257 | 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2268092 13612439 G

1258 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1806209 13612543 G

1259| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1806194 13614394 G

1260 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2193147 13624088 G

1261| 12pi3.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805470 13627299 G
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
1220 0.12 0.00 0.06 0.01
1221 haplotype (Pickard et al. 2006) 0.18 0.05 0.11 0.01
1222 0.10 0.40 0.03 0.19
1223 haplotype (Pickard et al. 2006) 0.47 0.06 0.03 0.19
1224 0.09 0.32 0.00 0.00
1225 0.41 0.35 0.43 0.46
1226 p=0.001 (Pickard et al. 2006) 0.36 0.05 0.43 0.44
1227 p=0.004 (Pickard et al. 2006) 0.33 0.24 0.48 0.47
1228 0.38 0.05 0.47 0.44
1229 0.14 0.02 0.44 0.33
1230 haplotype (Pickard et al. 2006) 0.40 0.44 0.39 0.29
1231 0.20 0.33 0.39 0.29
1232 0.33 0.19 0.40 0.49
1233 0.10 0.42 0.46 0.43
1234 haplotype (Pickard et al. 2006) 0.31 0.32 0.18 0.29
1235 haplotype (Pickard et al. 2006) 0.41 0.25 0.34 0.38
1236 0.16 0.04 0.06 0.09
1237 0.31 0.38 0.06 0.08
1238 0.43 0.23 0.47 0.46
1239 0.17 0.36 0.02 0.00
1240 haplotype (Pickard et al. 2006) 0.18 0.06 0.43 0.42
1241 0.07 0.13 0.00 0.02
1242 0.27 0.13 0.36 0.39
1243 0.21 0.18 0.02 0.00
1244 0.31 0.28 0.26
1245 0.37 0.49 0.02 0.00
1246 0.22 0.01 0.36 0.38
1247 0.27 0.46 0.24 0.31
1248 0.09 0.12 0.30 0.27
1249 0.01 0.01 0.00 0.00
1250 0.50 0.29 0.30 0.40
1251 0.23 0.45 0.11 0.07
1252 haplotype (Ohtsuki et al. 2001) 0.20 0.45 0.16
1253 p=0.044 (Di Maria et al. 2004) 0.50 0.09 0.21
1254 p=0.017 (Li and He 2007), haplotype (Ohtsuki et al. 2001) 0.10 0.40 0.16
1255 Y p=0.070 (Ohtsuki et al. 2001) 0.22 0.07 0.47 0.46
1256 0.43 0.46 0.01 0.04
1257 0.09 0.03 0.14 0.17
1258 0.12 0.08 0.23 0.26
1259 0.43 0.02 0.01 0.04
1260 0.38 0.00 0.01 0.04
1261 Y 0.18 0.38 0.00 0.00
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1 Sequence
1220 GCACTTGGGGTGTTTCCGGTTTACACAGCAGTCCCGTGACACAGGGAAATGGTTCTCTGCIA/G]JGCGCCTGAGCAGCTTGATTCTGTGCATGCCTCCGCGTCTCCATGCGCATCCTCCTGGTGG
1221 TGAAGTGTGATGGGCTTGGCAACCCCGCTGAGTGGGGGCTCTGTGTGTGCCAAAAGGGCCIA/G]JGGAGGGCAGGTTAGCTGGGGATGAGCACAGAGCCACCAGGAGGATGCGCATGGAGACGCG
1222 TGTTTTTTTGTTCAGGTGGTCTCTTCCTGGAACGTACTCAGCTGTTTTTTAAAACCCATG[A/T]ICCAAATCCTACCTAATAACCCTCATTCTCATACCCCATTCCCACCGTGCCCCAGGTAAGC
1223 AGTGGACTGGTTTGAGAAATTTTGAGGAAGTACAACCAAAAGCAATTGGAGACTGGTTAT[T/CIGGAAGGTGCGGAATTGGGTGAAGGCACGATGCCTGGGTAGCTGGTGCTGCTATTAACTAA
1224 CCCCACGGGGCTCACAGAGATGTGCACTGGGGAGGGCTGGGAGAACTCAGAGTCCTTCACIA/GJICGGAAGCACTTCCCGATGCTGCAGCCTGAATGGAGCAGAGGGTGCAGTCTCCCTCTGAGC
1225 GAGGCTCAGCCTTCCAGAAGCTCTAGTCTCAGGAGGACACAGTTCTTAGAAACAGGAGGA[A/G]JCACTTGCTGCAGGAGGGACTGGATGCCTCCTCAGTGAGCCGCTCCTGCCAGGGCAGGAGC
1226 TCTGTTTGTTATTCACTTTAGACAGAGTGGATGGGATACAAAATACAAGCGGGAAGAAAGIA/CITCCGTTATGACACAGATCAATGTCACTCTTTAGAATTGCCTTTCATAACTCACCAGACTC
1227 TAAAAAAAAAATTAAATTCAGGCTGCCAAACAAAACGGGGATGTGATTTGAACTTCATCA[T/G]JCAACTTAGCTGCGAGTGCCGggaccctaaactcctgagggcagggactgtatgtgacccg
1228 GTCTATTAATGTGAGGTGTGGCAGCCCAGAGGAGAGAGCATGTAGTTCTTCTTTGGGAGT[T/CITGGATGAGGGTTTACAGATATGGCTTCCCTTACTGAAGCATGGGTTAGAGATGGCAATTG
1229 GTGCATATAAAATACATCAAACTGAAATAAGAACAAGACCCTGGAGACTACTGTGGTTCA[A/G]TATCTCTGGACACATAATGGAAATGCTCCCCTTTGACTGCCCAGGCCTTCTATCTAATAG
1230 TCCAGTTTGCACGTGTAAGCTAATGAAGCTGGGCTCTGGGTAGGTGAGCTGAGGCCTGTA[A/G]JCCTGAGGCCTTGGCAGTGTCTGGAGCTGTGTGGCAAGGATGCAAGGGTGGCGCCAGGGGL
1231 TGGTGAGTTTTTAAAATAGGAGCGATGCCTGTCTCTGATAAGACATGCCCAGAGGCAAAG[T/G]CATATCTAGACATCTATACACTTGGCATCTAATTAGTACTTGGCCAACACGGTGACCTTG
1232 CTGTCGGCCACCTGGCAGGTATGGCCTGGGGGCATGGACTGATCTTGCTTTCCTGGTTAC[T/CITCTCAGTTCAGCCACTCCTCTCTCAGTGCCCTTAGAACGGGGCTCCCTCTCCAGAAAGCT
1233 AACCACGCAAAGACCGGCCCATGCCAGCCAGGCGGGGTGCACACCAGCTGTACCAGGCTG[T/GJCCACTCAGGGCTTCAGGATGGCCTCCCCACAGCCTCTCCCTCTCCTGCCTCTCTCCTTCC
1234 GGGTTGGGTCCATAGAGCTTAGGAACTTGAATGCCAGGCTACTAAGTTTCCCTTCACTGT[T/GJAGGAGATGGGGTCACTGAACATTTTCATT Cattcatttatttatgtgatgactgtttatt
1235 CGGATGGATAGAAGAGGACAGATCCAGAAGATTTTTAGAGACTAAGAAGACAGCGGGAAG|C/G]JAGGTCCCAGCAATCACACTGGGTGCTGCACCCCCTCCCCCAAAGTGGACTCAGCCAGGCT
1236 CTCGTAGCGGTCATTGCCTTCCATCTCCTGGTGGTTCCCCTTCAGCATTAAATATGGGTT[T/CITCCTGCAGCAAAACTGGGCAGCTGTCATTCTCATCTTAGCCCTGGTGTCTCACCCGCGTG
1237 CTAGCACTCCTGGGCGTTAGCTTCTTGGGGCTCTGTTTTCTTAGTCTGAAAAACGAGGTG[A/G]TCATAAGAAGTCCAGTTTCCAGATAAGAGGGTTGAGGACAGAAGTGTCAGCCAAATGTCC
1238 ACATTTCAGACCTCACACCGTTCCCTCTGCCGGCAACTCTCTCCTCCTTGTCGCCTGTCA[A/G]JATTCCTACTTGTCTATCAAGGTCTGACTTGACGGCACTTCCCTGAGAGGCATTGCAGTGG
1239 TTCTCCTCATCTCTAAATAGGTTACTGCCAACCTTAGACGTTGCTGTGGGTCTCAAGAACIA/GJATCTGTGAAAAAACAGTTTTGGGGTATGACTATTGATGGGCATATGAGCCATGTCAACAA
1240 CACGGGCCTGTTATTAGGACTGTTTTTGTTGGGTAAAATAAAGTACCACCAACTTCTGTG[A/GJGCATCGCCCACAGCCATAGAGAACTTCTAGAGGCCTTCCCTGTGCTCCTTCTCTGTTCCC
1241 TAATGGGCCCCTCTCCTCGAGACACTCTGGCTCATTATACTGCTTTATTTTCTTCACAGCIA/G]JGAAATCATGACCTGAAATTGTCTTGTTTATTTACCAGTTTACCTGTTGATTGTCTAGAGT
1242 AATAAATGACTTGTCCAAGGTCATACAACAGGTAAGTGAGTGCGAGTCCAGGTAGTTCTA[A/G]GCCACACTGAAAACTAAGTTCAGTTACCCCCTCTACTGCCTTAATAGCCCCTTATTGATA
1243 CCCCACTTTCTTTGCAGTGTTTGTACGTAGTCATTCAGAACTGATTAGCCTGTTTGTAGA[T/C]ITGTTGGACCACACTTCACTTTTCTTATTTCATCTTTTGCATCAACTGATCGACCAGCATT
1244 TTCCCAActcctcctceecctctectectccccacceectccccATGCAGTTCCCAGAGG[T/CIGGACACGAGGTGGCGGTGTAAGGACAGGGAAGGGAAGAGGAGAGTACCGAGCCACCAGGA
1245 TTTGGTCCGTTCCATGGAGGAGTGGGAGGTCAGAAGACAGGGCCATCGTGGCCTACCTCGIA/G]JCCTCCTCACCCAGAGCACGTGATAGAAAACACCATGTCGCTGGAGAGAATGCCAGTTTGA
1246 GCACAAGCGGCTCAGTGCAAACCCATCGGCTCTGCTGAGAAAGGGAATGATGCCCGCTTC[T/CIGGAGGGCTCAGTGGAGCCTCGCTCCTGTGTCAAAGGGCATTTTCAGTTGTCAAACTGGCA
1247 CCTCAGTTATCTAATTCATAAAATTAGGTTTCTAATACCTACATTATGGGGTTGGGAGGA[T/CITAAACCTGATAATCTAGTTAGGTGCCTTACCTCAGTGTCTCACACTGAGCCTACCTTGGG
1248 CTTTAAAATAACATGGGAGGGGAGAAGTTGGGTAGAGGCGTAAATGAAATAAGCCTGGCCIC/G]JGGACTTAATAACTGTTGATGCCAGCTCATCAGTACCTGAGAGTGTATTATGCCATTTCCT
1249 ACAGTCATAATTACTATAAACCTGTGTCAGAGAGTTAAGAGGATGGCCTCTGGAGTTAACIC/G]TACCTGGCTTCAAATGTTAGCTTCACCCCTTATGGCTTCTGCATGGACTAAGCACAAATA
1250 CAGGTCTTTAGATGAGTTTTGTCCCAACCTTCACCTTTGTCTGTTCTCCATGGATGGACT[A/G]JAAGTCCCCGAGGCCAGCATTGTACTCTTTGAGGTGGTTTCTTCACAGTGGGCTGGACCAA
1251 AATGCAGTGATGTAAAGAGTAGTCCTGCAGTGACCTTTCCAGCGGGTGTGGTGCCTTGGA[A/GITTTTGTCTTGGAGAAAGCAAATCCTATTTGCTTCTTGGCTCTAGAATGCTAATGGCACTT
1252 TACATGTATATCTTTTTTTATTCCTCAATGGTACAATCTGAGAGGGAAACAAGGTGTTGC[A/G]GGAAGGTAGAAGGGCTTCTACCAAGAGTGTTCACTCTGGGCTCAAGTCACATTCCCAGGG
1253 GAGTGAAGCTGGGAGAACCAAAAAGAGGCTATGTGAGCACAAAGGTAGCTTTTCCCAAACIT/GIGATCTTTTCATTTAGGTGAGGAAGCAAAAGCATCTATGTGAGACCATTTAGCACACTGCT
1254 CGGCCTGGCTTTCGACGCCCCCGCCACCGTGGGCTGCCTGAAGAAGTAGGATTTGCTGCCIA/G]TGGAGCAAGCACTGGTCGTCCCCAAAAGTGGGGATGAAAGGGTTTTGCGTGACCCGGTCA
1255 CATGTTCTTGGCCGTGCGCAGCAGGCGCAGGATGTTGGAGTGTGTGTTGTTCATGGTTGC[A/G]IGTGGGGGAGTTCATTACAGACTGGCGCTCCTCGATCGCCACCCCATGGATGCAGCTGTAG
1256 TTAATGCCATTACATATTAATTCATCAACGTACTTAGTAAGCATTCAATAAAAATTTCACIA/GITGAGTACCGCAGGCGATATGAACACATGAGACGTTGCTCCCGCTCTCCATTATCTAGCCT
1257 GACCTTTTTCCACTTCACCAGATGCTAGGAAGTAGGAGGAAGTAGGAAGAGGTCCCAGACIAITIAAAGGAAAGTAAAAGAAACCATGTGCCCTAGAATGCATCTAATTCTAGACAAGCAAAATT
1258 TCTAGACAAGCAAAATTCTGAAAAATCTCATGGAGAAAATTGCCTATTCCCATAGTTCTA[C/GITTTGGCTAAAAAATTGAACTTTGCTTGCATAATCTGACTAAAGTTTTGGCAACTTTTGCA
1259 AGTAAGGTTTAAGTTGGAACTCTGCCAGAATCTAAAGCCTAAATCCCAGGCTGTTCTTTA[T/CIGTGCTTTTGGGTTGAAAGGAGGAGTTCTTTTCTTCCCACTGGGAATGATGAGAATGTAAG
1260 ATGTTAACGCCCCATCGCCACCCTTCCAAAGCCAATCCATCCTCCCTGCCAGCTTCAATT[T/CJAGCCTCCTTCTAGAAGCCTTTCAGGAAATTTATATGTCAATGGCGTGCACCTCTGTGGTC
1261 TCCTATATTAACTATATTAACTTTAACATATCATAACCTGCACCTTGAGGTTTTAAGTGT[T/C]ITGGCAAAGTCTTGTGTCTGGCCATAAAATATCACATCAGTAGCACACATTTAAAGGGCAT
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1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
1262 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs7970177 13630255 G
1263| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805490 13632338 G
1264 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2268097 13644099 G
1265| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805513 13644916 G
1266| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs11611022 13673187 G
1267 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805543 13675580 G
1268 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805545 13679765 G
1269| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1805552 13682595 G
1270| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs980365 13711294 G
1271| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2268102 13713506 G
1272 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2284406 13716683 G
1273| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2192972 13723783 G
1274 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1158541 13737940 G
1275| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2192975 13740061 G
1276| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10492134 13750149 G
1277 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2300253 13753218 G
1278| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2284411 13757439 G
1279| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs741327 13768808 G
1280 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2268120 13769155 G
1281| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10845837 13771435 G
1282 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2216128 13774281 G
1283| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2268122 13788728 G
1284 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10492137 13817153 G
1285| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10845840 13822124 G
1286 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2268127 13832115 G
1287 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2284418 13834895 G
1288 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs220557 13839047 G
1289 | 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs220558 13839332 G
1290 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2300266 13843034 G
1291| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2300267 13843198 G
1292 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs220567 13845670 G
1293| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs220599 13866565 G
1294 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2160733 13872994 G
1295| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2284425 13880286 G
1296| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2300273 13881701 G
1297 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2193509 13887540 G
1298 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1120905 13895444 G
1299| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2193511 13896054 G
1300| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2284428 13901181 G
1301| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1160295 13901691 G
1302 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10772713 13903800 G
1303| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2300279 13907309 G
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

1262 0.08 0.20 0.22 0.16
1263 0.27 0.08 0.35 0.31
1264 0.36 0.12 0.24 0.19
1265 0.08 0.01 0.00 0.00
1266 0.11 0.08 0.01 0.00
1267 0.34 0.01 0.01 0.03
1268 0.31 0.08 0.46 0.47
1269 0.26 0.05 0.34 0.33
1270 0.32 0.11 0.25 0.19
1271 0.41 0.25 0.24 0.17
1272 0.28 0.12 0.39 0.30
1273 0.24 0.15 0.23 0.18
1274 0.41 0.31 0.34 0.33
1275 0.37 0.49 0.36 0.27
1276 0.38 0.01 0.02 0.01
1277 0.47 0.28 0.36 0.37
1278 0.30 0.36 0.17 0.14
1279 0.22 0.46 0.50 0.34
1280 0.07 0.00 0.22 0.17
1281 0.26 0.26 0.22 0.17
1282 0.30 0.12 0.27 0.19
1283 0.13 0.00 0.34 0.33
1284 0.27 0.18 0.01 0.00
1285 0.41 0.49 0.01 0.00
1286 0.30 0.13 0.47 0.44
1287 0.16 0.03 0.13 0.17
1288 0.39 0.42 0.41 0.49
1289 0.40 0.38 0.42 0.49
1290 0.08 0.08 0.21 0.14
1291 0.43 0.13 0.38 0.48
1292 0.37 0.31 0.15 0.33
1293 0.40 0.44 0.40 0.48
1294 0.23 0.01 0.02 0.02
1295 0.28 0.10 0.19 0.38
1296 0.48 0.46 0.22 0.43
1297 0.45 0.48 0.38 0.47
1298 0.40 0.35 0.40 0.46
1299 0.33 0.41 0.24 0.15
1300 Y 0.12 0.13 0.19 0.13
1301 0.31 0.00 0.00 0.00
1302 0.38 0.38 0.21 0.14
1303 0.31 0.06 0.16 0.09
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1 Sequence
1262 TTATAATGCAAACATAATTATTATAAGGTGACTGCTACAAAAGTGAAATATCAATAACCA[T/ICIGTTGGTAGAAAAATGAAGTTCAATTTTTCCAGTTGACTAAGGGTTAAGCCAAAAAACTTA
1263 GAACTCCATGATAATTCTATCATGAGACCAGGCCACTGAATCCTTTTCATGGTCTGAAAT[A/G]TGCATCTCATGTTCTCTTTGTCAATGGATTACAGAGAAGGTAGCCTACTTCAAAATTCTT
1264 GAGGCCACATAGGGAAGCTATAGACAAATTCAATGATTCCAACAGTTAAAAGAAGTGCTC[A/G]JCTAGCCTCTCCCACATCCAGAACATTCCAAATCTGAAAGGACAACATCCCATGCTGTGTA
1265 ATGAGAAGAGTGCATTAGTGTTTTTCTGCACAAAGGAATTGTGAAAATGA[T/CJACATCTCACAGAAACATGTCCTCAATTCCCTTCGATAAGGACATCACTAC
1266 ACATTAAAGAGACACATAAGAATTACTGAGGCAATGAGGGAGCACAAATGGAAGAGGTCA[A/GIAGTCATTTAAAATACATTATAATTTTAGAAGCCTAGACCACAAAGAAAAAAAAAGGCTTG
1267 TGACTGCCCATGGGATGTTGGCACATAAACTTGCAGAGACTGATTCTCTAACTGTAAAATIA/GITGAGGGTAAAAACATTTGCCAAAATACCCTCATATAGGTTTGAGAGAAACTAAGGTGAAA
1268 CTGCTTTGCAATGAAGACAATTTTCTAATTGGAATCAACAGACACCCAGTGTCTGCAGTC[T/CICTGTTGGAAATAGCAGACGTAAGTAGCAATCAAAAGGTAGAGTACAAGCACAGAAGGATT
1269 GATTTTGAGCTCAGTGATTTTTGTTTTTGCAAGAAGTAAACCAAAACCAAGACATGTCCA[T/C]IGTGAATGCATAAGTACATACTGAATGAATGTGAATGGAAATGTCCATGCAAACAGAAGGG
1270 TTTCATTTTCTTGAAAGTTGAGGGCTTGTAAAATTCAGACTCACGTTCCCAAGGAGTCAT[A/G]ITGACTACTGCTCAGTATGAGACCCTTTCCAGCGCTGTTTCTATTCTGTGGTTCATACATG
1271 GTTGTGTCTCAGAGGAGAAAGTGAACAGCTGATCTCCACACTTGGTACAATTATTCTTCA[T/CJACATTTAAAGAGAATAAGTCATCACCTCATTGCCTTTTTTTTCTTTCCCTTAACAACCCC
1272 ACTAAATCCTCCCTGGACCAAGGGGACTTTCTGAAGCAGCATTAGGCGTCTTGAGGATGA[T/CIGTCCTGGGGACGAGGATAACAGTGGAAGGACCAATACAACTTTCCATGATGCAATCTCAC
1273 TGAATGATTAATCTATATGCTGCTGACAGATATGAATGATGAAAGGATACTTTGGAGAAGIA/CIATATTTTGTATATTGTCATAAAATTTTACTAATGTTTTTGATAAGTGTAAAATATGTGAG
1274 TCCTCACCACTGCTTGGCAAGGCAGAGAGTAGGGGAGTCACCGGAGAAGGGGAAGGAGGGIA/G]TGTATGCTTCCTCTGATGGTTTCCATGCCTGTCTACACAAGACAACCACCCAGGGAGATT
1275 ACATCCATCCACTCTTCACAATAGTCTCAGATTATTCTCCAGCATGCAATCATCATTTCCI[A/G]ICTACTGGGGTTCAGGTTTGCATTGTTTCCCTTATCTACACTATGAGCCGCTTAACTTGTC
1276 AATGAAGGGTTGTTATTAGTGAGGTAGTAATCATTTGCTATCCATGCCCACAGTAGACAA[C/GJACAGGAGCAAACAAATTAAATTACATCAGGAAAGATTTCAATTAGACATAAGGAAGAACC
1277 ATGAGAAACCCAGGTTTACATAAATAAAGAAGTGATTTTTCTTTCATCTTGTGAAGTATG[T/CJCTTCAAAATCCAAACTTACTGGTTCTGGTTCCAGATAAGATGGAGTGAACACATGCCAAT
1278 ATCCTTGGTTGAAACCATTTTAAGTTAACAACATGACTTTTTTCCCCTACTCTTGGTCCA[T/CITTGATGCTCTCCTTTTATGCTCCTAGCAGACATAATTAGCAGACACTGATGATGTCATTC
1279 AAAAAGAGATCAGAAGATTAAGAAGGTGGGAATGTTAAAATGGAAGTATTAATTTTATGT[A/GJAGACTGAAAATTGATTACCTGACTCTGTCCTAAGATGCATTTCTGAAGGCTCTCCTAGGA
1280 ACCTCCAAAAATTATTGCCAGATGCATTCTACTATGGTGTCTAGGACATAGCAGGTCCCC[A/G]JGCAGATAATTTGCTCCTCCTTTTCTTCCCCCTTCATCTGAAACAGTAAATTCAGATGTCA
1281 TCATTTTATAAATAAGGAGAGTAAGACACAAAGAAACTAAGTGACATATGCCACGACAAGI[C/GITAGGGTGTGGACTGCCATGCAAGTCTTCTGATTTCCAGTTTAATGTTTTTGTTGCTATAC
1282 CCCAGCCTGGGGATGGCACCTTTATGAGGAACAGTGAGGAAGTGGCCTGGGGATGCTTCA[T/CIGATAGGAGGAAGGAAATTATCTGAGTCTCTCAGTCTGAAGTGTTTTACTGATGTTGGAAT
1283 AAGGTAAAGGCAAGAAAGGTTTTAAAAGCTTTAAATGAAAGCTGGCTAAAGAAGAGAGGG[T/G]JCAGCAAAAGATCAATGAACAAAACACCCAATAAAGAAAGAGACAGAAAAGAATAAAGAAA
1284 TATTCTCATTTAACAAAGTCTCAGCCTCCATTCTCACCCACATCCTCAAAGGTGAAGTAA[A/G]TGCTCTAAGGTCCATCCTCTGGAAGGGCCCAGAGATACCATGGACTATAGATGGGTGGAT
1285 CTCCTAAATTTTTTACAATATCTGTGGTCTACTTTTTCTCAGTCTCTTTCCAATTTCCTA[T/C]JGTCTGCCTTGATTGTCTGCTATGGTTCTACCTAAAACAATTGAAATTCAAAGTCAAGCCT
1286 AGCTAGTTATTTAGAAATCCAAAAGCATTCTCCCATTGATCCAATGTAATAAATGGGGAT([T/CIGCAACCCCAGACCAGCCTGCAAATACCAACTTATCTCAAATACACCAGGAAGATTCTTCA
1287 CCTCTGTGGAGAATCACTTCTTTTCTTTCAGTTGGTTTGAAGGGGCATGGTCACTGTTCA[T/CITGGTGCTGAGTAGTGATTTTATAAAATACACAGTAGGAACTTCAGACTTAGAAAGGAGGC
1288 AGCCATGACAATCTAATTCAGGTTTTGTCCTCCCAGGAGGTGATCAGTGAGTCCAGATGG[A/C]ICACCAAGCTACCTCATTGTCCTGGGCATCGAAGCCAGACTGCACTGCAGGTGTGTGCTGA
1289 CACTCATGAGAATTCAGAATGACTAGGATACATAATCATGACATAATTAGAACCAAACAAJA/GIAAAAGTTTAACAAGAACAAATGAGCTTAGTAAAAATAAGCTGTGTCCATCTATATTGGGT
1290 GAACATTTCAACAGGAAAAAAACCAAACTAGATGGATCTTAGAACATGTCCTCATGACGA[T/G]CTCTGTTCTGAAGGGTCTGTCATTCCAGCATTGAAGGCCTCCTTACATTCAAAAAGGTGC
1291 TTCCCACAACCACTAGTATTCAACATATATTCATTGAATGAATTAATTAATGTTAGTGTT[T/C]JGACATTTGTTAAATCCAAGAAAATACTGACAAGTTTGGGTACTGGGACTGCAATTTGTAG
1292 AAGAATTTCAAAGAAAGAGAGCAAGAAGTCAAGAGAGTACATCTAGGAGGTACAACACCA[C/GJAGGCCCAGAACAGAGAAGGACAGAGAAACTTGTACTGTCCCAGTGGGGCCTGTAGAAATG
1293 CCCTAAGGTAGGTCCACCCTCTCAGTTAGGCAGTAGTAAAAGATCTAAACATAATCAATCIA/G]JGGCACATTGTATGTAGCTGTGAGGGTTAGAAGTACAAAATGTAGTTGTGAGGGTTAGAAG
1294 AGTTATTTATGGTGGGAGGGTAATTTCAGATTGCCACACTCCCTCATGGCTGGAAGTGAA[A/CIGTATCACAATTTTTGTTTCTAATGTTCAAATCAGATCATATAGTTCCTGCTTATAAACCT
1295 GAAATTTCATACAGCGAAGCTGCAAGTCCTGAACTGGATCTTTTCTCTCTGATCTGGGCA[T/G]JGTTGGGGACTGCATTTGTATGTAGTTAACCTGTATCTTCAGAAAGATTCTCCCAAAGCCA
1296 GCATGGTGCCTGGCCCATTTGCAGGCTGGCAATCAGAAGGGCGCCCTTCTCAGCCAAGCA[T/ICITGGACAGAGTGTTTAGTGAGGTAAGGCATTTCCTTCTATGTTAACCATACATGGCTGGCA
1297 AATTTTGGTTGACATCTGATTGCTGATTACTATGAGTGTGATCTTCCAGACAACTGTGTC[T/C]JGCATCAAGTACCCCTAGGGGTCATTCCCATTTGATTCTGTGTTAATATTTTTATAATTTT
1298 ACTCCCACTGAATATCAGAGACAAGAGAGTTGTTGAACTGACATCTGATGGTGGATTTCA[T/G]CGTCTCTAATTCCACTGACTTTCTTTGTCATTTTCATGGTGTTTCCTCCCTTCTGTTTTC
1299 GCAATGAGAATACAGGAATGGTAAGAATAAAAGGCAAAGAGGTTGGAAGGAGATGGAAGGIA/G]IGTATGCAGACAGTAGATCTGTGAAGGCAAAAGAAGTGGAGCGATGCAGATGGAAGACAGC
1300 GACCCACCCATGTTCTAAATTCTATACATTCTCATTGCTGCTGTCACCAAATCTGTGACA[A/GJATCTAATTACTCTTGTCATCATAATTTTTGTGACTAGCACTAAAAGGGTCAACAGTATTC
1301 AAAAATCACCCTCATACATTCCCAAACATCTTCTAAGAATCCCTAAAAGGGAAGATACCAIA/GITAGAGAGGAATAAGTTGAAAGTTAAGAAAAAAAGAAAATAACTGATGAACCAAGATCCTA
1302 CCCAAAATATAGTTCAAGTAGGGAAAATTGGAGAGAAGAAACTGAACTCCAGGTAATTTT[A/GITCCTGGCTTTTTTTTCTTACTCCCTCATCGTATGCACTGGGAAAAAGTCTTAAAGTCAAG
1303 CCTCCTTATTTGGCGGAGAGAAAGACATGATGGAATATTTGGGTGTGGTAGCAATGAAGG[A/CIAGGAGCAAGGGGAAAGTGATGAGAGGAGGTCTCATTACAGTGACCTAGAAGAATTCACTT
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1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
1304 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs7301328 13910044 Pro122Pro
1305| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10845852 13918404 G
1306| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10772715 13929270 G
1307 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs10492141 13936517 G
1308 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs11055673 13945279 G
1309| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs4764038 13953904 G
1310| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2216344 13961423 G
1311| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs2160729 13963111 G
1312 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs219891 13977415 G
1313| 12pi13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs219904 13984155 G
1314 | 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs219912 13986655 G
1315| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs219934 14004982 G
1316| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs12829455 14005924 G
1317| 12p13.1 GRIN2B NMDAR2B glutamate receptor, ionotropic, N-methyl D-aspartate 2B 418.9 12 rs1895056 14029302 G
1318| 12qg13.2 BLOC1S1 BLOS1 biogenesis of lysosome-related organelles complex-1, subunit 1 3.7 12 rs4457792 54396053 T
1319| 12qg13.2 BLOC1S1 BLOS1 biogenesis of lysosome-related organelles complex-1, subunit 1 3.7 12 rs941022 54397591 T
1320| 12qg13.2 BLOC1S1 BLOS1 biogenesis of lysosome-related organelles complex-1, subunit 1 3.7 12 rs3138136 54403837 T
1321 12qg22 EEA1 early endosome antigen 1 153.9 12 rs10507017 91689067 T
1322 12qg22 EEA1 early endosome antigen 1 153.9 12 rs10507018 91699244 T
1323 12q22 EEA1 early endosome antigen 1 153.9 12 rs11106700 91713188 T
1324 12922 EEAl early endosome antigen 1 153.9 12 rs1995169 91769607 T
1325 12q22 EEA1 early endosome antigen 1 153.9 12 rs7965897 91783407 T
1326| 12q24.11 DAO DAAO D-amino-acid oxidase 20.8 12 rs2070587 107801872 T
1327 | 12g24.11 DAO DAAO D-amino-acid oxidase 20.8 12 rs6539458 107804967 T
1328 | 12q24.11 DAO DAAO D-amino-acid oxidase 20.8 12 rs3741775 107807732 T
1329 | 12g24.11 DAO DAAO D-amino-acid oxidase 20.8 12 rs11830725 107811857 T
1330| 12g24.11 DAO DAAO D-amino-acid oxidase 20.8 12 rs3918347 107817449 T
1331| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs7333412 46301361 T
1332 | 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs3125 46306852 T
1333| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs977003 46313002 T
1334 | 13qg14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs1923886 46321292 T
1335| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs2296972 46326472 T
1336| 13qg14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs9316233 46331356 T
1337 | 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs659734 46333284 T
1338 | 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs1928042 46335217 T
1339| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs582385 46343995 T
1340| 13qg14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs985933 46353864 T
1341| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs9534505 46358745 T
1342 | 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs2070036 46364951 T
1343| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs2070037 46365071 T
1344 | 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs6313 46367941 Ser34Ser
1345| 13q14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs1328685 46369891 T
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
1304 p=0.020 (Ohtsuki et al. 2001) 0.29 0.44 0.49
1305 0.13 0.33 0.15 0.09
1306 0.35 0.17 0.34 0.46
1307 Y 0.28 0.13 0.19 0.14
1308 0.18 0.00 0.23 0.17
1309 0.33 0.24 0.01 0.00
1310 0.44 0.49 0.47 0.41
1311 0.37 0.23 0.01 0.04
1312 0.07 0.17 0.11 0.03
1313 0.48 0.48 0.50 0.37
1314 0.41 0.33 0.05 0.06
1315 0.48 0.47 0.47 0.41
1316 0.45 0.24 0.06 0.06
1317 0.26 0.00 0.00 0.01
1318 Y 0.04 0.38 0.01 0.03
1319 0.45 0.11 0.06 0.09
1320 0.08 0.02 0.00 0.00
1321 0.12 0.11 0.00 0.01
1322 0.13 0.01 0.00 0.02
1323 0.38 0.18 0.03 0.08
1324 0.03 0.08 0.00 0.00
1325 0.02 0.12 0.01 0.00
1326 haplotype (Liu et al. 2004) 0.18 0.38 0.32 0.31
1327 0.04 0.03 0.00 0.00
1328 p=0.000001 (Liu et al. 2004), p=021 (Schumacher et al. 2004), p=0.048 (Stefanis et al. 2007) 0.37 0.00 0.33 0.43
1329 0.07 0.43 0.00 0.00
1330 0.31 0.38 0.36 0.43
1331 p=0.025 (Dominguez et al. 2007) 0.18 0.48 0.21 0.12
1332 0.11 0.05 0.21 0.12
1333 0.45 0.15 0.25 0.13
1334 0.45 0.03 0.41 0.48
1335 p=0.023 (Dominguez et al. 2007) 0.29 0.23 0.49 0.48
1336 0.21 0.42 0.34 0.27
1337 p=0.034 (Dominguez et al. 2007) 0.07 0.18 0.00 0.00
1338 0.24 0.33 0.05 0.08
1339 0.18 0.20 0.01 0.02
1340 0.36 0.48 0.43 0.42
1341 0.11 0.24 0.03 0.09
1342 0.03 0.01 0.33 0.24
1343 0.19 0.02 0.44 0.41
1344 p<0.001 (Baritaki et al. 2004), p=0.020 Golimbet et al. 2007) 0.45 0.35 0.48
1345 0.13 0.33 0.07 0.08
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1 Sequence
1304 GCAGCCCCTTTTTACCTTATCTGCCATTATCATAGAGGAGCCCCCGTGGATGCCCAGGAT[C/G]JGGGGTGAGAGTCTGTGCTGAAATGAAATCGAGGATCTGGGCGATGGCTTCCTGGTCTGTG
1305 AGCAATATTTCTGCTACATCTTTCCTGGAACCTCTCCCGAGTAAGAGCCTTCTCATTCTT[A/C]JGTTCAACCAGACCTGTCACCTGGGCTCCTTCTTGTCCTTACAGCACTTCCAGTGGCTCAA
1306 AACCTCCCAAAGAGGTTATAGCTATTCGTGTAGAAGATAATCAGGCCATAAAAAAATGCT[A/G]CAGACAAGATAATAGATTTGAAACTGATGAGGGGTAAAACACAGTAAGATGTGAAAAAAG
1307 ATAATGACAGAAGGGAAGAAAAAAACCAGAAGTCCCATCTCCCAATGGCCGAGTTCTAAT[T/CITGTATTTTATGCTTATATGTCAAATCCAATATAATGTCCTTACAGTTTTCCAGTCTTGGT
1308 TAACTGAAGTTCTCTAAGATTCAAATTTAATAGATAACGCCAAACAATTTTTTCAAATTG[A/G]JGCCAATTAAATTTCCACAAGCAGTGTAGAAGTATTCCTCTTCTACATTCTCACCAACATT
1309 CACTTGTCCTTAAAATGGGACAAAGACTAGAAAGACTCGGGAAGAAAAAGGATAAGAAAGIT/GIGCCTTAAGGTGTGAAGGAATATCTAGCAGCAATAAAGGTAAATGTGACGAGGAAGTAAAT
1310 ACCAGTCCAAGCACATCATGTCCCTCTGGGTCACATCCCATTAAAACAAGGCTCCAAATG[A/G]JGGTCCCACTAATAAAACCCCATAACCCTGCTAATCAAAACTGCTTATTTTACAAGCCCCA
1311 TGTCTTTTTGGAACAATTAGCTTGAAAGTCAGCTTTCTTTGTCTAGGATCCTTCTCAATC[T/C]TTCCACCCACTCAAAACTATTAGCAGTTCAACTAACTTATTTTCATTTACTTCATGTATT
1312 CCTGTTAGTCATCAGCTCATGCTAAGTCTCTTATTTCTTCCCACCACCTCTGCAAATAGT[A/CICCTTTAACAAACTCTCTTCAATTAAACCCTTTGAGTATGCCATTGTCTCCCTGCCAGCAC
1313 CCACAGAAAGTACACAGAATACAAAACTAGAAAGGGTTGAGTGTGCCTGTGCATTAGGTA[T/CIGGCATCAAGGCAGGAGCTGGGAAGTAACCACAGTGACCTGTAAACCTGTAAGTGCAGGTC
1314 GGCACTATTTGGGAAGCTAAGTTGTACAACTGAATAATGTAATTAAATGTAATTCATTCC[A/GJAATGTTAAGGGCTAGAATGTCTTCTCAAAATTAATGAAAACTCAATTCATTTGGAAATAA
1315 TTCCTGATGTCAGGGAAGACAGGAAGTATTGTGTGACAGCAAAGTCCGTAATGAAGAGACIA/G]IGATTGGGTCAGGACAAAGGCAGTTGTAGCTGTAAAGAACAAAACAAAGTCCCCTCTGAAG
1316 AAAATCTAAGAGTAGTTATTTCCACAGCATGAGGAGCTGTGTGCATAAAATTAGAGGGTT[A/GJAGAGCATTTATTTAATCAACCCACCACATCTTCTAGAAACGTAGGTCCAGCGGAATGGCA
1317 TCAGCAAACGCAAAGCCTATGCCTTGCCTGGCCAACAACAACAAAAAAAGTATGTTTATC[T/CIGGCAACATCTTTCAGATCAAACACGGTACCAAAGGCTGGAGCCTGAAGTTTATACAATTT
1318 AACACTTCACCTGCCCTCCGCAACCCTCTACCTCTCTTCCCCGCCAAGATCTTCACCCAA[C/G]GTCTCAAGAGGGCGGTTCCCAACCTCACGTGACACAGCGGTCACGTGACATGGCCCCGGG
1319 GGGTCACTTAGGGTCAAGAGACAATGTTCTTTGCTTTTTCCCAAGTCTTTGGCTGTTACT[T/G]JGCATTCTCATTTAGGGCTGGGGCAGGGTGTGGTCCCTAGAGACCCAATAGGAAGGTAAGA
1320 TATAGGGAGGGGACTTTGAGGGACATGGGTTGGGGAGCTGAGAAAGTTACCACAGACCAGIA/G]IGACAAGAGTTTTGACGGAGATGCCTACTGCCCCGGGACAAGGGTCAAGTGGGGTAGAGGG
1321 AATAATTATTATCATGGCAGGATATATACTATTAACTACATTCAAGGAACTAGTTCTTAG[A/G]JGTCAGATTATTGCATCAAAGGGAAGTCCACAAACTTCCATTTCAGAATCGTACCTTTTGC
1322 CACCATCACCACACCCACAGAACATTTTTAAATTAAATTTCAGGAACTGAACCATTTAGA[A/G]TTTACCAAGAATTTCAGGGAATATACACTGCAGAGTAATATCCTGTCAGCTAACAGGAAT
1323 TCCCTCAGAACCAAATTTAACCATATTGGTCATCTGTTTTTAGAAAATACCAACATCAACIA/TICAAATCTCTTCAGCAAAGCTTCTTTGATCACCCAACCTTCAGTAGAATTATGTCCCATCA
1324 GTTTGCTCCAGGTTGGATGTAGTTAATTTATATATTTATTGAGAGCTAAATAAAGGAAAGIA/GJAAGTCAAGGACAGATCCAAGATTATTAAGTCTTGGGAGAGTATTAGAGATGTATGGTTCC
1325 AGTTTGGATATCTACAATGATAACAAGTTTTCTAGTCAGTAAATGTCCTTGCTAACCTAC[A/GJGCTAACACAGTAAAGGCCTAAAATTAATGTGTAGCCCCATAAAATATAAAAAACAAACAT
1326 GGGCCACAGGCCCGAGTTGCCAGGAGCTGAGGTCTGCGGGAGGAGAGTTGTGAGTGAAGA[T/G]GAGGGAAAGTTGAATTTGGCTCTTCTGGGCACAAATAATTCTCTTGTTCTGCCTCAGCAG
1327 gagggtctaggaaatgtaggtgagctgtgtgcccagggggaggaggaaaagttgtaggag[T/ClggcaagtcgatgtctgccacCAGTGTTTACAAGGAGGGGTGCTTGCAGCCAGACTGAACA
1328 GGGGTCATACAGACTGGTTGGAATCCCAGTTTGGCCACTTGGCTGTGTGACCTTAGGAAG|T/GJCACTTAGCCTCTCTGAAACTCAGTATCTTCATCTACAAAACAATATGGTGATATGGAGCT
1329 TCTGCTTCCTTTCTGACTTCTTTTGGGAGGTTCCAGGAAGATTTCCCCCATCCAAAGAACIT/CIGTTTTACAACCACTTTTATATTCAGAGTTGTGCAGGAGCCTCATAACAGCCTATGAACAG
1330 CCATGGCAAGGAAAGTAATGCCCTCTTCCACTCCTCAGATGGCTCTGGCATTTTCAGGGA[A/GJCAGTCATGTCTGATCTCAAGTTCCACACAGGCTCCATAGCAGGCAGGGGCAGTGGTGGCT
1331 TCCCATATAAAAGATAAAGTTGTCATTTATTTGAAATCCATCTAGAGAATTTAAGAAAACIA/GITGAGGGTTCTGCATTCCAGATTATCCTTGGCACCTGAAGCAGTGCCTTGGTTCAACAAGG
1332 AAAAAAAAATATGAGATTGGAAAAAATTAGACAAGTCTAGTGGAACCAACGATCATATCT[C/GITATGCCTCATTTTATTCTGTCAATGAAAAGCGGGGTTCAATGCTACAAAATGTGTGCTTG
1333 ACAATTCAAGATGAGATTTGGGTGGAGACACAGAATGAAACCATATCAATTGGTGTAATT[T/GJAGTGCTTATTAGTCATATTAGGGGCTAGAATTTTTCTGCCCATCTAAGGAAAGATCTATC
1334 CACTCGCTCACCCCCCACCTTTCCTTATCCCAGTAAATGGTCCTACCATCTATCCAGATA[T/CJACAGCTTAAAAACTTAGGAGTCTCTTTCCATTATCCTGCCTTTGCAAAAGACTCACCAGC
1335 CTAAGGTGTGGTAGCTGAGGAACACCTAAGCTTGTGCTATTTGTAATGCTGCTTATTAGA[T/GJACATCGCTGATCCTCCTGTCAACTCCAGTTAATGTTTCTGTCCCATTCAAGTTGAAAATG
1336 CCCAAATAATCAGATATCTAAAATCTTGTGTTGAAGAGAAGTACCTATAATTTGCCCAAGIC/G]CTTCAAGATGCTATCACATGGCTGATTCCTCTCATTCTTCAAGTTTCAGCTGAGATGAAA
1337 TTCTTGCCTCTGAGCTTTTCTCCTCATTCCCCTCTGAATCTAGCTGCTTTCCGTTTATGA[T/CITTCAGTTCAATTTCCTACCAGCTATTATGAGATAACTAGGACCTTTTAAAGAATAAATTT
1338 TCACCTTATTTGACTAATTTTGACTAATTGTTGAGAAAATAAGTCTGAATTAAAGAGTCA[A/CIAATTGCAGTTTATTTCAGAGAAATTTTTATTCTCCAATGCACATGGTAACTAGTGTTATA
1339 AGGATATGTCTAGAATTAAATTACATTTTGATAATTCTTTCCAGCTCTATAATTCCATTT[T/CICTACTGTTGGGTTTCAACACCTAAAATTGTCAGCAAGCCTCTGAACAAAGATGCTTTTGT
1340 CTGAGGAATCCACTTGAGATTGTCTCTCCTGGGACCCTCCAGGTTTATGCCCAACTCCTT[T/CJATACGGCTATTAGTCAGCCTAAGAAGTACATGTCAGAGACTATTCAGGCAACCAGGACAG
1341 AAGGTGAGAAAATAGCCTGGGGAGAGTCAAACAAAAAAGATAGAGTAATATTAGTACCACIA/GITAAAGCAGAATTCAAGGTCCCAAACCTGTCCTTGGGGTCAGGGAGAGAAAAAGCAATTGG
1342 ACTATGATAAGCTAGCACTGGCTGATGAATGCAGGGTTTGAAAATTTCTAGTGTCTGGAGIT/G]TATGTGAGTGTGGCACGGTAAGCTTGGATGGTCTCTATTTGGGGGTTCTCTTTCTTCCCC
1343 CCTTACGCCTGGCAAAACATTTCTTTTGTTAATGGCTTATGTCAAAATTTGTGTTTTGGC[T/CICCTCTTCTGGAGCACCTCTCACACTGTACTGTCAGGATTTAGTCACATATTTCTCTGGAT
1344 TACGAACTCCCTAATGCAATTAAATGATGACACCAGGCTCTACAGTAATGACTTTAACTC[T/CIGGAGAAGCTAACACTTCTGATGCATTTAACTGGACAGTCGACTCTGAAAATCGAACCAAC
1345 TTTCCTCAATAGTTGGGTTTTGCTACAGTTCTATCACCTTCTGTTCTTCACATTCTCCCT[A/G]JGACAAATTCAACCACTCTCATGCCTTCAATATGTTTGTGGCCAAGTCTGTACCTTCATAG
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1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding

1346| 13qg14.2 HTR2A 5-HT2A 5-hydroxytryptamine (serotonin)receptor 2A 62.7 13 rs4142900 46371551 T
1347 | 13qg33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs1341402 104913510

1348 | 13g33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs1341403 104914808 T
1349| 13g33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs2391191 104917447 Arg30Lys
1350| 13g33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs1539070 104922458 T
1351 | 13qg33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs3916968 104925530 T
1352 | 13g33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs701567 104939996 T
1353| 13g33.2 DAOA G72 D-amino oxidase activator 24.8 13 rs778294 104940236 T
1354 | 14¢32.33 AKT1 PKB v-akt murine thymoma viral oncogene homolog 1 26.4 14 rs2498804 104304140 T
1355]| 14g32.33 AKT1 PKB v-akt murine thymoma viral oncogene homolog 1 26.4 14 rs2494732 104310237

1356 | 14g32.33 AKT1 PKB v-akt murine thymoma viral oncogene homolog 1 26.4 14 rs2494738 104317731 T
1357 | 14g32.33 AKT1 PKB v-akt murine thymoma viral oncogene homolog 1 26.4 14 rs2494743 104322765 T
1358 | 14g32.33 AKT1 PKB v-akt murine thymoma viral oncogene homolog 1 26.4 14 rs1130214 104330779 T
1359| 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs3087454 30108259

1360 | 15g13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs6494165 30108578

1361| 15q13.3 CHRNA7 cholinergic receptor, nicotinic, alpha 7 138.5 15 rs3826029 30108777

1362 | 15q13.3 CHRNA7 cholinergic receptor, nicotinic, alpha 7 138.5 15 rs885071 30111868

1363 | 15g13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs883473 30112968

1364 | 15q13.3 CHRNAY cholinergic receptor, nicotinic, alpha 7 138.5 15 rs8037484 30134166

1365| 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs4779970 30137170

1366 | 15q13.3 CHRNA7 cholinergic receptor, nicotinic, alpha 7 138.5 15 rs12593470 30148531

1367 | 15913.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs982574 30161315

1368 | 15q13.3 CHRNA7 cholinergic receptor, nicotinic, alpha 7 138.5 15 rs12914788 30163729

1369| 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs2133965 30171846

1370| 15qg13.3 CHRNAY cholinergic receptor, nicotinic, alpha 7 138.5 15 rs8035668 30178638

1371| 15913.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs9788657 30182318

1372 | 15q13.3 CHRNAY cholinergic receptor, nicotinic, alpha 7 138.5 15 rs8028396 30184013

1373| 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs10438342 30189338

1374 | 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs11858834 30190213

1375| 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs12915695 30190637

1376| 15q13.3 CHRNAY cholinergic receptor, nicotinic, alpha 7 138.5 15 rs16956223 30198075

1377 | 15913.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs7170028 30212293

1378| 15q13.3 CHRNAY cholinergic receptor, nicotinic, alpha 7 138.5 15 rs1909884 30226590

1379| 15q13.3 CHRNA7? cholinergic receptor, nicotinic, alpha 7 138.5 15 rs2337980 30231488

1380 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs2267770 9773460 T
1381| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs10492827 9776259 T
1382 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs9933832 9856135 T
1383| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs2267795 9878376 T
1384 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs968301 9881867 T
1385| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs7189130 9886053 T
1386 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs9938172 9909920 T
1387 | 16pi13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs4782039 9914468 T
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
1346 0.43 0.32 0.16 0.28
1347 p=0.008 (Hattori et al. 2003), p=0.048 (Schumacher et al. 2004) 0.36 0.00 0.00
1348 0.34 0.30 0.30 0.50
1349 p=0.032 (Chumakov et al. 2002), p=0.031 (Addington et al. 2004), p=0.037 (Schumacher et al. 2004), p=0.045 (Hall et al. 2004), haplotype (Yue et al. 2007) 0.34 0.08 0.31 0.48
1350 0.15 0.28 0.00 0.00
1351 0.22 0.32 0.17 0.23
1352 0.49 0.25 0.39 0.40
1353 p=0.018 (Hattori et al. 2003), p=0.025 (Ma et al. 2006), haplotype (Korostishevsky et al. 2006; Yue et al. 2007) 0.40 0.23 0.15 0.11
1354 0.33 0.21 0.40 0.39
1355 p=0.004 (Ikeda et al. 2004), haplotype (Bajestan et al. 2006) 0.39 0.48
1356 0.11 0.06 0.40 0.41
1357 0.09 0.50 0.34 0.26
1358 p=0.011 (Schwab et al. 2005) 0.28 0.41 0.07 0.10
1359 p=0.0009 Stephens et al. 2009
1360 0.06 0.03 0.09 0.21
1361
1362 0.19 0.43 0.38
1363 0.30 0.22 0.11 0.14
1364 0.25 0.13
1365 0.06 0.31
1366 0.04 0.01 0.02
1367 0.10 0.48 0.17 0.23
1368 0.10 0.18 0.23
1369 0.06 0.48 0.17 0.23
1370 0.18 0.30 0.05 0.06
1371 0.17 0.26 0.06
1372 0.43 0.18 0.43
1373 0.30 0.28 0.05 0.08
1374 0.18 0.10 0.04
1375 0.30 0.02 0.08
1376 0.16 0.02 0.03
1377 0.48 0.31 0.29
1378 0.32 0.47 0.18 0.31
1379 0.43 0.45 0.17 0.26
1380 0.42 0.39 0.15 0.18
1381 0.23 0.01 0.00 0.00
1382 0.29 0.39 0.11 0.08
1383 0.26 0.38 0.10 0.11
1384 0.34 0.04 0.49 0.31
1385 0.21 0.38 0.06 0.04
1386 0.32 0.44 0.06 0.04
1387 0.24 0.05 0.01
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1 Sequence
1346 ATTAAGATGAATTGATTATTAAAAAGGAGAACCAGGGAGAAACTTAGAACCTCTCATTTT[T/GITCTTGTTACTTTGTTTATTGGGATACCAATTTAATTTTATTAAAGATAGCAGAGGGAAAT
1347 CACACACACACACACATCTTCAACATTTGTTAACATTAACATTCATTTTGTTTCCTGTTA[T/C]JGCATGTGTATATGTGCTTTTATTTAATAATGTTAGTTAACATTTCCTTTTTCTGTAAATA
1348 GTGAGATCCCTGAGAAAGGAGACTTTGTTTGTTTTGTTCCCCACAGTGCCTCAGTGTCTG[A/CJAATAGCACCTGGTAAATCATAGGGACTTCTGAAATACTTTCTGAATGGATAAATGAGTGG
1349 TTTCTTTAATTTTTAGATCCAGATATACATTGGGTAAAATCTACTTCATAGGTTTTCAAA[A/G]GAGCATTCTTCTGAGCAAATCTGAAAACTCTCTAAACTCTATTGGTATGTTACTCTTTAT
1350 TACCTTGTGGTCAACACCGGAGGAAAGGCCCCTTGACAGGGAAAAGGAATCTTCCCAACA[C/G]ITCACACAGGGAAGGGACGAGAGGACTATTTCATCGTGAGGTTTGGAGCTTTGGAAAGGCT
1351 GCATTCATGGATCCAATTACGTTTTTTGTCATGGTAAAAGCCACAGTGGATATATTAAATIA/GIAGAGTGTGGTTTAAGAATGAAGGCCCAGGAGTCTGGAGATCTGGTTTCTAAGGCTGACTT
1352 CACAACTACATATTTGGATATAATTTCAAAGAAAGACTGTGAAAAAGCATAAAGAATTGTI[A/GJGGAATTGCCTGAGAATTGAGGACGTTCATCTGCAATGCCTGTAAGGCTTACATTAAACAA
1353 TCTTGCCATGAAGACTTTTCCAACATGGCTGCTTACTTCTTCAAGCCTGTAAGGAGATCC[A/G]GTCTCAGTTGGCCAGGTCTTGTGAAAGGTAACCTCATCACCGGAGTCAAGTGTCATCACC
1354 CATCATGCTCTTTCCAGCACAAGGCCGGCCTGGAAGGGAGGAAGATAATAAAAGTGACTT[T/G]JAGCACTTAGACCTCCCATGTTTCAGCAGGTGTGGGTAACTGAAGGCTCTGCAGGTCTCTG
1355 AGGACCGCCTGGYGSAGGGGCAGGTGCAGCCTGGGGATGAGGGGATGGAGGTGTAGCCTG[T/CIAGCTGGGATGGGCGGCCCTCACCTCTGCTTGGGGTCCTTCTTGAGCAGCCCTGAAAGCAA
1356 CTGGGTGTGCCAGGACAGATGTGCCTGGGATGCCTGAGTCCCAGGGGGCAGGCGCGGTAC[A/GIGGAGCTGTTTCTTAGGGCCAGCGACAGAAACGGCCCTGGGTCAACGGGAAGGCAGACTCG
1357 CAACCAGGCTGGGGTGGGGGCAGGGGAGGGGCCACACAACGGAGGCCAGCTGACCCCACTIT/CIGGCTGGAGCCCCCAGGTCTGTGGGTGAAATACATCCACTGCTCCTCCCGGCACAAGCCCT
1358 CAGACCGGCAGGGGCGCTGTGGTTTAGGAGGGGCCTGGGGTTTCTCCCAGGAGGTTTTTG[T/G]JGCTTGCGCTGGAGGGCTCTGGACTCCCGTTTGCGCCAGTGGCCTGCATCCTGGTCCTGTC
1359 CTAAGAGCCCTGTCTTCCCTTCTAGAAGAGCATGAGCCCATGGGGCCAAGGGAATTTATT[T/GIATTTTTTCTGGAGTATGGCTATCAGGATCACATTCCTGAAACCAGAACTGCTTCTTTACC
1360 TGTCCGGACTGCTAGAAGTGGTAGGGGGACTCAAGAGCCAGATGAAGCTAAGGGCACGCC[T/G]JGTCTGCTCTCCAGGGACCCCTGGCGTCCCTTTCTCCTGGCAGAATGACTGCTATCCTTTG
1361 CCCAACTATTTGATTTGGAAGAATAACGCAGTATATTGCCCTTGCCATGAAGTGTCTTAA[A/GITGTATTACTGTTAATGTACACATGTTTAAACAAAGGGTCAGCATAGGCTTTCATAACTGC
1362 GCCAAGGCTCAAGATGCTTAAGAAACTTACCTAACAGCAGCCATCCAGAAACCAACACAGIA/CJCAGAACCCACCGAAGATCCCAAGTACAAATCCTGAGCTCTTTAAAGCAACTGAGGAACTG
1363 TTTAAATAAATTAAATGACTTTGTTCTGCCGAAGTTACCAAGTCTAAAGGAAGCAGCAGA[T/C]JGAAAGACAAAGGACTTGTCCGATGTTGGTTTTCCTCATAGCCCTACCTCTAATCACAGAG
1364 aaagtctagttttgcccttctctggaactctgtataagaggaatcacccaagcacacagc[A/Gltgegttctttgggatctggcttttttggttcatttttatttttgtgagccacccaagtty
1365 TGCAGAGTTTTCCTTTAAAAATAAAAAGTGCTACTTTTTAAGCCTTTGATCAAATGTTGA[T/CJACTCCTCAACTTTGTGACTGAATCATTTAGGACAATATTTTAAATTTGCCTAAAATATCT
1366 acttgaaTGGCTTTCGTCTGCTAGCTAATGGACACCTTTTTTGTGATACCCTTGTTTCTT[T/G]TGTATAATTTTAAAACAACTACATAAAGCAATAATTAAAATCTGACTGACATTAGACTTA
1367 aacaagagaaaaaaagttccattatatttacccatatttttacttgccatatttttccct[C/G]ctttctctccactcttecttcttttaatgtttcctttcaatctattgaactttagctatt
1368 CAGAAAAACAAACATGTTGGAAAACTGCAAGTTTAATCAGATTCTACAGGACTTCTTAGA[A/CITCCTTGTGACAGCAATATGAACTAAGAATTGGTAGGAGGGGTTATAGTTCTTTCTGTTTA
1369 AAGTAGCCTGGAAAAAAGCCCAAATAAGAAGGGCATGCTTCTCATGAGTTCTTTATATTA[T/CJACTATATAAGTCTTGGATCAAATTAAGCATGATTTCAAAGATGAGCTAATAAAATAACAG
1370 ATCCTTTGGGCAGTGCAGTTGGAGGAGGGTGATCTGATCATATGGATGGTCAGAAAGTCCIA/G]GTGTGAAGATGAGTAGAGGACAGCCTCTGTGTGTGTGCACCTGCGTGTGCATAGGGGCAG
1371 CTAGGTGTAGTAACATGAGTAGTTGGACATGAAAGCCACTTTGTTAAAGCAATGTTACTCIA/CIATCTTTGAACTTCTTCTAGGTTATATGCCAAAAATAATGTAGTTTTTATCAAATGTATCA
1372 TATCCTGTTTCATTTTTCTCCCAAAGGCTTCTCACCATGTAACCCGCTTTGTGTTCACTCIA/GITCTATCTGTTCATTGGTTCTGAGTCTTCATCACCCTTAGAATGTGTGCACAGTGTGGGGG
1373 CATACACAGGACACTGGACTAGCATAAAGGCTGTGATCTGGCCGGGGAGGGGATGAGCCCIA/GITGGTTTACGCAGTGGGGTGTGCGGGGTGTGGGGAGGCAGCGTACAGCTCTGGCTGTGCCT
1374 tctcagcagctctgaaaatttttccecectectttgatgttgttticgtaactttgcgtca[A/Glattattttggtctaaaatcaaattgaaatctatgtgaattgaggcatttatttgtctcac
1375 AGCACCTGATCCTCGGAGGGATGACCCCAGACGTGGGTATTCCTCTGGCAAAAGTCACTCIA/G]JATAACCTCAATTAAGGCCTGGCCGTGAGCTTGTGTGAGTGCTTCCTGAGTCTTCACCTGC
1376 TGTTTTAAAGCAGTGAGTGGAGCCAGCCAACCTATGTTTGCATCTTCAAAGTCATCCTCC[A/G]JAACTGTCCATCTCACTCTCCCAGGTCTCATCATGGTCGCTCTTGCTGTTTGTTTTTAATT
1377 TAGGGCTCTACCCCTGTGACCTGATTTAACCCTGGTCAGCTCTTGCTTATCGTTTTTAGC[T/C]IGTATTACCTCCTTATCGTTTTTCTTGTATTTATGCTGTCATAGCAAGTGGCATTTTTCTG
1378 AGTTGGCATATTAAATTGAATGTAACATGGGATATTATAACAACTGGATATGGCATAGGA[T/CIGGATTACAGCAAAGCTATAAGTAACATGGGAGAAGATTAACACAGCAGATATCCAGTTTC
1379 CTGCAGGGGCCATAGTGGCCAAAATGAGGGGAGCTTTACTCTGGGGTGCTGGTACTTTGA[T/CITGGCTGCCTGTGTTTTTTTGAGGTGGTTTATTTTTCTTTACCAGTAGGGCTGTGTTTTAA
1380 AAAAAATAGGAAATCCATCCCTTTCCAGTTCCTCACCCACAAAAATGGGTGCTGATCAAT[T/CIGGTTGTGTAGGTAAAGGGATGAGAAGAGGGTATCTTGATTCAATTCCTTTTCTTCCAACA
1381 AAGCTGGGGGGTGGGATGGACCACATAATGCTCTCTGTGCCCTTCTAACTCACTCTATCTI[A/G]ITGATTCCAAGAACGCAAGTCCAGGGAGAAGGTTCAGCTCTCCATGGAGACTCTCTTATAT
1382 ATCAGCATTCCTGACTCATAAAAGCTATTCTGAAGTGTGAGCCAATACCAGGGTTGCACCIA/G]CATTTCCTCCAGCAGTGCTTCCAGGAGTAAGGTTTCAATCCATTTCCTCCAGCAGTGCTT
1383 GTCATACCCCCAACTTCCACTCAACTTCCAAGGCAGATACCATCCCTGTGAATCTCCACAJA/TICCTATATGAAAATTTCCATCATTCATCCTAGGAACTGTGCAAAGTACTGGAACAAGCACT
1384 ACTTTTAAAGGGGTCATGTGATTGGGTGAGGCTCGCCCCAATAATCTCCTTGTTGAGTAA[T/CITCAAAGTCAACTGAGAAGTCCTTTCTGCCATGTGGCCTAATAAAACCAAGGAGTGACAGC
1385 GGTAGAATAAGTAGTTCAGCCTAGAGCAATCCAATTTATTACTCAAGGCTCAACTCCAAT[A/G]JCCTCTAGCTTTACAAAGAATTTCTCTAAGTGAGAAATTCTCACTTAGAGAA(ttcttttt
1386 GGAGAGTAGGAGGAAGAGAAAGAGGGAACAAAGGAGGAGAAAGAGGAAAAGAAGAGAAGT(T/CIAAAGAGAAGAAAACCCAGGGGAAGAAGGAGAAGAAGAAGACAGACCAACAGGAGAGTAAA
1387 GATTTCTCTCCACTTCTTTGGAGGGTCCCTTCCACTGATAGCTTAAAGTGTCAGCAAGAGIT/CITTCCTTTCACTGAACCACAGTTATTTCCTTGAAGCTTCAACCCACTAGCTCTAGTTCTCT
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1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
1388 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs2315510 9928092 T
1389| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs11074504 9941777 T
1390| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs10500369 9944975 T
1391| 16pi13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1875209 9945555 T
1392 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs4782090 9955433 T
1393| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs884918 9967327 T
1394 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs3104703 9972637 T
1395| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs11641062 9990252 T
1396| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs2243716 9995650 T
1397 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs3848328 10002888 T
1398| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1237957 10004371 T
1399| 16pi13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs844395 10010407 T
1400| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1969060 10024638 T
1401| 16pi13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs8052800 10040290 T
1402 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs7197547 10043745 T
1403 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs2352740 10064582 T
1404 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs9302409 10072531 T
1405| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs6497676 10087724 T
1406 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1448239 10094936 T
1407 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs2352748 10106606 T
1408 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs4782262 10120001 T
1409 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1375071 10131081 T
1410| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1070487 10143493 T
1411| 16pi13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1345424 10158160 T
1412 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs4587976 10163636 T
1413| 16pi13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1650420 10175831 T
1414 | 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1868291 10176699 T
1415| 16p13.2 GRIN2A NMDAR2A glutamate receptor, ionotropic, N-methyl D-aspartate 2A 421.2 16 rs1071504 10187517 T
1416| 16p13.11 NDE1 nuclear distribution gene E (nudE) homolog 1 74.9 16 rs4781678 15654613 G
1417 | 16p13.11 NDE1 nuclear distribution gene E (nudE) homolog 1 74.9 16 rs2242549 15705711 G
1418| 16p13.11 NDE1 nuclear distribution gene E (nudE) homolog 1 74.9 16 rs881803 15709835 G
1419 16p13.11 NDE1 nuclear distribution gene E (nudE) homolog 1 74.9 16 rs2075512 15721446 G
1420| 16p13.11 NDE1 nuclear distribution gene E (nudE) homolog 1 74.9 16 rs2075511 15725642 G
1421| 17p13.3 YWHAE 14-3-3E tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon 55.7 17 rs9393 1195142 T
1422 | 17p13.3 YWHAE 14-3-3E tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon 55.7 17 rs7266 1195216 T
1423 | 17p13.3 YWHAE 14-3-3E tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon 55.7 17 rs8078073 1215433 T
1424 | 17p13.3 YWHAE 14-3-3E tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon 55.7 17 rs10521111 1228614 T
1425| 17p13.3 YWHAE 14-3-3E tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon 55.7 17 rs4790084 1229729 T
1426| 17p13.3 YWHAE 14-3-3E tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon 55.7 17 rs9912147 1231072 T
1427 | 17p13.3 PAFAH1B1 LIS1 platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 92.0 17 rs8068673 2449136 G
1428| 17p13.3 PAFAH1B1 LIS1 platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 92.0 17 rs1266475 2482070 G
1429 | 17p13.3 PAFAH1B1 LIS1 platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 92.0 17 rs8081803 2511759 G
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1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB
1388 0.11 0.19 0.00 0.00
1389 0.42 0.48 0.17 0.24
1390 0.22 0.16 0.08 0.02
1391 0.29 0.07 0.23 0.27
1392 0.10 0.00 0.32 0.40
1393 0.44 0.42 0.44 0.47
1394 0.50 0.35 0.39 0.41
1395 0.42 0.24 0.32 0.32
1396 0.11 0.09 0.24 0.38
1397 0.28 0.42 0.39 0.43
1398 0.10 0.04 0.27 0.40
1399 0.42 0.43 0.42 0.49
1400 0.17 0.47 0.48 0.44
1401 0.49 0.29 0.10 0.10
1402 0.44 0.38 0.02 0.10
1403 0.32 0.37 0.01 0.02
1404 0.13 0.37 0.00 0.00
1405 0.38 0.31 0.42 0.46
1406 0.15 0.39 0.17 0.02
1407 0.25 0.25 0.45 0.46
1408 0.08 0.36 0.15 0.01
1409 0.35 0.25 0.27 0.24
1410 0.41 0.37 0.15 0.13
1411 0.34 0.20 0.34 0.41
1412 0.41 0.36 0.25 0.14
1413 0.29 0.48 0.44 0.44
1414 0.04 0.18
1415 0.36 0.41 0.10 0.10
1416 0.49 0.13 0.35 0.34
1417 0.48 0.28 0.40 0.38
1418 0.39 0.28 0.40 0.40
1419 0.47 0.13 0.48 0.43
1420 0.43 0.23 0.27 0.26
1421 0.07 0.13 0.34 0.16
1422 0.09 0.00 0.00 0.00
1423 0.23 0.49 0.00 0.00
1424 0.14 0.00 0.00 0.00
1425 0.39 0.33 0.46 0.39
1426 0.50 0.04 0.49 0.44
1427 0.30 0.30 0.14 0.14
1428 0.32 0.22 0.14 0.14
1429 0.26 0.12 0.01 0.07
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1 Sequence
1388 GGGATAAAATACTTTAAAAAGCCCTGGAGGTAACATGGATAAATAAACCAACCCAGGTGG[T/GJGACTAAGGTGTACTGCGCAGAGATGACAGTCACTTCCAGCTTCCAGTTGATCATTAGCAG
1389 TAATTAAATTAATTAAAGTGGGTAATAGATTTAAAGACTTTGGATAATTATTGTTTTCCC[T/GJACAGTAGCTTTTGCAGAAATCTAATATTCTTGAATTGATTAACCATTTTAAATCACATCT
1390 AAGGTTACAAAGCCCATCCACACCCATTATCTCTTTGATCCTAACTACTCAAGAGATAACIA/GJICAAGTGGCATAACACTCATGGATGGCATTTCTCCTAAAGACACAGGATGAGAGGTTAAAT
1391 GAGGTAACTCAGCAACGATCCAGAGAGACTCCTGGGGAATTTGCATTCTCCTGTTGAGGA[T/CITGCCCTTGTGAGCCCTGGTAAGCCCTGATGTGCTTTCTGTTACTCTCATAGTGTATCAAC
1392 ACTGGGGTCAGGGGGCTCCTCCTCCTGCTTTCTTTTTTCCCCATTCCCCAATGTCCTCTA[A/TIGTCAATCCTTCTGTCCTAGACAGAGAAACTTGTGCCAGAAAACACAGGATATCCTAAAAT
1393 ATATTGACTATCTGGGCTTTTAAATAAAACACTTGCCAATTGCTGCTTTACAATACTTTC[T/CIGGTAGCTTATCAAAATAATCTTGGGATCTTTTAAATATGCAGCACCTTAAGCCCAGAATC
1394 ATAGAAAAGCCTAATTTTCAGTAAAACAGAAGCTTCCACTTCTTCCCTGATATAACAATT[T/GJCCCTTGGGTATGTCAACTCAAAACTCAACCACCATGCTTTGTGAAATCCAAGCCACATAA
1395 TTTTGATGGAATGTAGCCCAAGATCCCCCAGAACAGAACCATGATAACCAGACAGGAGGA[C/G]GGTCCTACAACTAACTCTCATTTTCCCTTCAAGCCAATATTGAAGACTTGATATCTTGGT
1396 CCTGTCAGAATGCAAAGCCCATTTGTCAGTTCCTGGATAGTTTCTTTCAGCTATTTCAAGIA/GJGGTGACCTGGGTTACTTCCCCCATCTTCTCTGTACTCAGGCCTTGTAGCTCCTTCTCTCT
1397 GATTTTGCTCCTTCCAACTCTCTGCCCTACATACCCTCTGCTGAAACTATCTTATGGCTG[A/G]ITGCCCCATCGTGAACACAACATGGGAACCTGCCAACATTCCACAAGTGCTTCCATGCATG
1398 ATTCATCAGTACTTTGTAAAATGGAATAAACTTTTAAGCATTAACTAGCAGAAAAATCTG[C/G]CATATTGCTGCTGAGTGAGTGTGTAGCAACTGACAATTATGGACAGTAGAACTCAAACTA
1399 AGCTTACACTCTGATGGAGAGAGACAGGCAATACACTAATACAGATGAAAATACGTTATA[T/CIGTCAAGTGCTGATAAAGTCCCGTATTTATGCTGGAATTTGGGTGAATCATGTCAATTTGC
1400 AATAGATTATGTAATATTTATTCAATGTATTTTACTTGTCTGTTGTTTATAGAGCCCTGC[T/CITCAGTTGGATGAGTTATTTCAGATTTGGAAGTGTCTCGTTCTCTAGCTTGGGAATGCAGC
1401 AAACAAAAAAAACAAAAACCCACCCTAGATATTGCCAAATGTCCCCTGGCCTAGATAATT[C/G]CAACTAGTCCTTCAAAAATCAGGGCAGTGTCACCTCCTCCAGGAAGCCCCCTGGCCCCCT
1402 TTGGATCACTCACTCTGAGGAAGTTGGCTGCCATGACATGAGGGACTTCAAGCAGCCCCA[T/C]JGGAGAGGTTCTCAAAATCAATAAATGAGGCCCCCTGCCAGCAGCCTCGGAAACAAGCCAT
1403 GCTAAACACTGGGTATACATGGATATAAAAATGGGAATAGACACTGGGGATGATGATAAG[T/CIGTGAGGAGAGCAAGGCTGAAAAACTACCTGTTGTGAACTATGCTCACTACTTGGATGATG
1404 CAGCTTAAGTAATACCTACATAAAAGAACCATGCCTAGCACATGGCTGAATGTTGAATACIT/CIGTTGCATGGAAATTTGGGATTTCTAGTTAGAGGCTTTATAAAGGTAGAATCATGCAGACA
1405 CAGGAATGCTCAACAGATGTGGATAATGAGTATGGAGGAGCAATGATGCCAAAAATAATTIA/GITTCCTTGGGCCTTCTAGATCTTCTCACTTCCCCTGAGGAGAGATTGTGCATTCTGCCTAC
1406 GGTTTTTTGTTTTTTTTTTTCACTTTGTTGCCCGGGTATTCCCTAAAACACCCAGAGACT[C/G]TAGCTCTTAAATATAAGGCTGATTAAAGCTGATCGATGCCACCTGACTATAATACTGTCA
1407 CCCCTGACAAAAAGCCTAAGGATCCTCACCCAGCAATGCTGACCACGACCATTAAAACATI[A/G]JAAGCCCACCCCCAAAGAGGAAAATCCTTGCCCTTTAATGAAGCTGCCAAAAACCTCCAAA
1408 GGGCACAATCTATGTCTTCCAGTCCTGGTATGGCGGAGAAGAAAAGATTCAAGTAGCAGA[T/CIAGACTGCTGTATCTAAAAACTTGGGTTCTTTTCCCAGCTCCATCTTAAACTGTGCAGAAA
1409 TTGGTCTGAGATATAAGCAGGAGATTATGGTGCTCCTTCTAGGCCACAGCAAGCAATTGA[T/CITTTAATTCTAGGTAAAATGGAAAGCTGGAGGAAGATTTTAATAAAGATGCATGTGATTCA
1410 GCTACCTGTTCTGAGTTATAGGAAATATCCCAAAGCGCCCATGTCCTACCATTCCAGGGT[A/G]JCAAAAGAGCACGAACCCACAAGAAGATATTGGAAGATTTACTGAGCCACAGGGAAATGAG
1411 CAATGACATGTTTCACACTTGTATTTCTTCTTACAGTTTTCAGGGTTTTCATACACCTTA[T/CITTCATTCGATCCTAATAAGAACCCTGAGAGGTAGATTTCAACTGTGCTTTCCAAAAGTAA
1412 TGTCCAGAAAGGGAGCCCACATGAGAAGAACAAAGTCAGTGTTAGAGCAGGTGGAGGTCT[C/G]IGGTTCTGAGCTGAGGTGTCTTGACTCCACTGAGGCTCAGTTACAGAAGAGGAGTGAGGAG
1413 TTCTTCTCTGATTGCTCTAGCATCTTTCCTTCTTCAGTTGTGAAGTCCTTCATTTGTAGA[A/G]TCAGTTAGTTGGATGTTCACATATGTTCTTTAATTTTTGTTTGTGAACTTATTTTCAAGG
1414 TATTGTGCTTTGCCCTCTGTGGACTTTCTTAGAGGATTCAAGATTTTCTTTAATTCTGGA[A/GJAAAATCTCAGCCGCTATCTGTTGGATTCTTTCTTTCCATCATTCTTTCTATTCTCTCCTT
1415 GGTATTCAGGGTTTTAAGTTATTCATGATCAGACTTATAGAAAGATAAATCAAACTGATA[T/CIGGCCTCTTTTGAATAGAGAAAGAAGGCAGCCCTTCATTGGAAGGGACACTGTGCCTCTAA
1416 CAACTGCATCGTTTTCCATTCAGTCCTCTGTTGACATTGAGGTTTCCAGTTTTCCACATT[A/CIGTGAATGATGGTGTGCATCTTTGAACATGGGTCCTTGCCTGCCTAAGTATTTTTGTAGGT
1417 AGCCTGACATATTGAAAAGCAGATCGTCTTGCTTTGAAAAACCTTCTCCACCCACCCCCGIA/CJAACCAATTTCAGCTGATTAAATTCAATCACTCATGCCTTAAGACTGGCAATGATTTGTTG
1418 ACTGCATCTTGACGAGATGGCAGAGGCTGTGTGTGTAGCTTGGATTTTTCTTCCTTTCAT[A/G]JCCAAAAGCCACTCTTACGTGGTTAGGGCACTCAGCAGTGCTGTCCTCCCTTGTCCAGTGA
1419 GGGTGACACTAGGAGCTTGGGGCATGGGTGGAGGGAGGGCACAGTTCCCCTCAGGCCACCIA/GJAAGTCAGCAGAGCGGGCTCCAGGAAGCAAGCCTGCACCTGCCATTGGTGTGGGTTCAGCT
1420 GAAGAGGTTCCAGAAGGAGATCGAGAACCTCACCCAGCAGTACGAGGAGAAGGCGGCCGC[T/GITATGATAAACTGGAAAAGACCAAGAACAGGCTTCAGCAGGAGCTGGACGACCTGGTTGTT
1421 CCAGATGTGGCAAGATCACCATTAGCAAATGGAAATTACATTTGAAAGCCATTAGACTTA[T/CJAGGTGATGCAAGCATCTAAGAGAGAGGTTAATCACACTATAGAGGCATAAGTGGTATCAG
1422 CCAGCTTTTAGGTTCTTTAAGACACTAACAGGACTACATAGAGGCTTTTTCAGCATTACT[A/G]ITGTCGTCTCCGTGCCAGATGTGGCAAGATCACCATTAGCAAATGGAAATTACATTTGAAA
1423 TCTCATTAAATAAGGTAATTAGGCACACCTAACTATTTTCCAGCAAAAAAAAATGAGCTGIT/CICAGTTTAAGAGAAAGATTAAGAATTTACAGGTTCTAAAATGTATTGTCTCACAAATAAAT
1424 TATTGCTCCTGAAATGGTCTGAGTCAGGCTTTTTAGACATGCTTTTTAGTACAGAACTGA[T/CJGCTTCCCAGATTATTTGTCAGTGTGATAGAGAAGGTGCGTGATAATCGTTTTAGAAAAAA
1425 AATCATATTTTCTTAGAAAAACAAAATGCAAGAATAGTGATCACTAGTTCTACTCAATTA[A/G]GATGAGCAAAAGGCTGGGATGTACCCTGGAGCGTGTTACGATGAGTTATGAAGGAAGGAG
1426 TTCTAGCCACAGCTTGCCTGATTAGACTGTAACTCTTCCATAGTAGGTATTATAAGTAACIC/GIATTTTATTACTCACAAGGGGAAAGTTGTTCCCCATACATGCTAAAGAAATACATATTGAT
1427 CTTCTTGTTGAAACTTACCTAGATAGGACTAATCTGCATTTGTCAAGGATACTTCTGGAA[T/C]IGGTACTCTCTATTGTCTTTTAACATTGTCATAAACGTTTCTCTAGAACTTTCTAAATATT
1428 CCCATTACCCAGCCTCAACAGTTAGCAATTCAAAGCCTGTCTTGTTTCATGTATCTCTCT[T/CJATTCACTGTCATTACCCAAGTCACAGACATGATATTATTTTACTTCGATTTGATGTAGCT
1429 CTTTAAATGGGTCTAGTAAGAAAACATCTCAGTTCATCAGCCTTTGACTTAACCTTGTTT[T/CITTCTTCATATGAGCAATGAAATTAAAATGGTTACGGAACTCTTAGAACTTTTTCATTCTT
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1430 | 17p13.3 PAFAH1B1 LIS1 platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 92.0 17 rs2317297 2523841 G

1431| 17p13.1 DLG4 PSD95 discs, large homolog 4 29.8 17 rs11650232 7029647 T

1432 | 17p13.1 DLG4 PSD95 discs, large homolog 4 29.8 17 rs314253 7032374 T

1433| 17p13.1 DLG4 PSD95 discs, large homolog 4 29.8 17 rs222853 7054704 T

1434 | 17p13.1 DLG4 PSD95 discs, large homolog 4 29.8 17 rs507506 7059046 T

1435| 17p13.1 NDEL1 NUDEL nuclear distribution gene E (nudE) homolog like 1 44.8 17 rs1391768 8281591 G

1436 | 17q11.2 SLC6A4 SERT, 5HTT solute carrier family 6, member 4 (serotonin transporter) 37.8 17 rs2054847 25556139 T

1437 | 17q11.2 SLC6A4 SERT, 5HTT solute carrier family 6, member 4 (serotonin transporter) 37.8 17 rs140700 25567515 T

1438 | 17q11.2 SLC6A4 SERT, 5HTT solute carrier family 6, member 4 (serotonin transporter) 37.8 17 rs6355 25572936 T Gly56Ala
1439| 17q11.2 SLC6A4 SERT, 5HTT solute carrier family 6, member 4 (serotonin transporter) 37.8 17 rs8073965 25583308 T

1440| 17q11.2 SLC6A4 SERT, 5HTT solute carrier family 6, member 4 (serotonin transporter) 37.8 17 rs2020933 25585881 T

1441| 17q11.2 SLC6A4 SERT, 5HTT solute carrier family 6, member 4 (serotonin transporter) 37.8 17 rs4392119 25589489 T

1442 17qg12 PPP1R1B DARPP-32 protein phosphatase 1, regulatory subunit 1B (dopamine and cAMP regulated phosphoprotein) 9.7 17 rs4795390 35035136

1443 17912 PPP1R1B DARPP-32 protein phosphatase 1, regulatory subunit 1B (dopamine and cAMP regulated phosphoprotein) 9.7 17 rs879606 35035375

1444 17q12 PPP1R1B DARPP-32 protein phosphatase 1, regulatory subunit 1B (dopamine and cAMP regulated phosphoprotein) 9.7 17 rs907094 35043897

1445 17q12 PPP1R1B DARPP-32 protein phosphatase 1, regulatory subunit 1B (dopamine and cAMP regulated phosphoprotein) 9.7 17 rs3764352 35044465

1446| 17¢g21.31 CRHR1 CRF1 corticotropin releasing hormone receptor 1 51.5 17 rs4792882 41225048 T

1447 | 17g21.31 CRHR1 CRF1 corticotropin releasing hormone receptor 1 51.5 17 rs4792887 41232791 T

1448 | 17¢g21.31 CRHR1 CRF1 corticotropin releasing hormone receptor 1 51.5 17 rs81189 41250579 T

1449| 17g21.31 CRHR1 CRF1 corticotropin releasing hormone receptor 1 51.5 17 rs242939 41251360 T

1450| 19g13.12 MAG myelin-associated glycoprotein 21.7 19 rs10432275 40481735 T

1451 | 19q13.12 MAG myelin-associated glycoprotein 21.7 19 rs11669734 40486615 T

1452| 19g13.31 APOE apolipoprotein E 3.6 19 rs405509 50100676 T

1453 | 20q11.23 SLC32A1 VGAT solute carrier family 32, member 1 (vesicular GABA transporter) 49 20 rs6092935 36783319 T

1454 | 20qg11.23 SLC32A1 VGAT solute carrier family 32, member 1 (vesicular GABA transporter) 4.9 20 rs1322183 36791688 T

1455]| 20qg11.23 SLC32A1 VGAT solute carrier family 32, member 1 (vesicular GABA transporter) 4.9 20 rs1321099 36792059 T

1456 | 20g11.23 SLC32A1 VGAT solute carrier family 32, member 1 (vesicular GABA transporter) 4.9 20 rs1406857 36795846 T

1457 | 20g13.33 CHRNA4 cholinergic receptor, nicotinic, alpha 4 30.7 20 rs4522666 61444924 T

1458 | 20q13.33 CHRNA4 cholinergic receptor, nicotinic, alpha 4 30.7 20 rs3787138 61449668 T

1459 | 20g13.33 CHRNA4 cholinergic receptor, nicotinic, alpha 4 30.7 20 rs755204 61464609 T

1460 | 20g13.33 CHRNA4 cholinergic receptor, nicotinic, alpha 4 30.7 20 rs755203 61464708 T

1461 | 22qg11.21 PRODH proline dehydrogenase 1 23.8 22 rs385440 17281090 T

1462 | 22q11.21 PRODH proline dehydrogenase 1 23.8 22 rs9618419 17287405 T

1463 | 22qg11.21 PRODH proline dehydrogenase 1 23.8 22 rs5746640 17291157 T

1464 | 22q11.21 PRODH proline dehydrogenase 1 23.8 22 rs2241305 17292429 T

1465| 22qg11.21 PRODH proline dehydrogenase 1 23.8 22 rs2016108 17295963 T

1466 | 22q11.21 PRODH proline dehydrogenase 1 23.8 22 rs367766 17297031 T

1467 | 22q11.21 PRODH proline dehydrogenase 1 23.8 22 rs759406 17297748 T

1468 | 22q11.21 PRODH proline dehydrogenase 1 23.8 22 rs4819757 17300516 T

1469 | 22qg11.21 PRODH proline dehydrogenase 1 23.8 22 rs8137125 17303183 T

1470| 22q11.21 PRODH proline dehydrogenase 1 23.8 22 rs9604911 17304956 T

1471 22q11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs2072123 17406613 Ala473Val
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1430 0.06 0.46 0.13 0.08
1431 0.46 0.03 0.00 0.00
1432 0.35 0.48 0.49 0.46
1433 0.06 0.02 0.23 0.20
1434 0.47 0.40 0.42 0.46
1435 0.41 0.49 0.24 0.48
1436 0.40 0.02 0.17 0.19
1437 0.10 0.04 0.10 0.06
1438 0.03 0.00 0.00 0.00
1439 0.01 0.00 0.00 0.00
1440 0.05 0.39 0.01 0.07
1441 0.02 0.00 0.00 0.00
1442 haplotype (Meyer-Lindenberg et al. 2007)
1443 p=0.001 (Meyer-Lindenberg et al. 2007) 0.13
1444 haplotype (Meyer-Lindenberg et al. 2007) 0.15 0.14 0.38 0.43
1445 p=0.049 (Meyer-Lindenberg et al. 2007)
1446 0.03 0.00 0.00 0.00
1447 0.07 0.30 0.00 0.00
1448 0.46 0.39 0.17 0.16
1449 0.07 0.32 0.00 0.00
1450 0.38 0.23 0.32 0.32
1451 0.22 0.00 0.17 0.19
1452 0.50 0.24 0.25 0.34
1453 0.23 0.18 0.05 0.11
1454 0.46 0.03 0.38 0.33
1455 0.06 0.40 0.46 0.47
1456 0.35 0.06 0.36 0.44
1457 0.38 0.08 0.41 0.46
1458 0.09 0.50 0.04 0.16
1459 0.03 0.16 0.05 0.14
1460 0.38 0.03 0.44 0.34
1461 0.08 0.38 0.03 0.09
1462 0.15 0.23 0.03 0.08
1463 0.36 0.48 0.22 0.29
1464 0.10 0.24
1465 0.26 0.33 0.27 0.18
1466 0.35 0.00 0.00 0.00
1467 0.15 0.33 0.02 0.03
1468 0.39 0.05 0.18 0.01
1469 0.09 0.42 0.03 0.02
1470 0.27 0.27 0.35 0.31
1471 p=0.003 (Shifman et al. 2006) 0.39 0.42 0.26 0.34
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1 Sequence
1430 AAGTTACTAGTTTTACTCAGATTAGTAGAGCATAGCTTTTTTCCAATATGGCTGGAAATA[T/CITTTTAAGTGTGCATTTAGTTTTGAAAGATTTTATTTCTTATACATATTTTATCTTCTAGA
1431 TGCGCCAGGGCAAGGGAAGAGGGGGACCACCAGTGCTGAAAGGAGCAGACGGGCCTCTGCIA/G]CACAAGTTTAAATCTGAGCTGACACAACCCACCCCAAGGGCTTCAATATCCCATCTCTGC
1432 GCAAAAGGGCATTTTTTGTAGCCACTCCTGACTAAAGTTGAGAGTTTCATGCAAAAGACCIA/GJACCCAGGGGTAGTGATTCTGTGGATGGCATGGCCGTCCAAGCCTAAAGTAGTCCAAGAAT
1433 AGCTTTGGTCCTAATTTACCTTGCAGGGAATTGGAGGCCTTGTGAAGGAAGAGTGGATAG|T/CIGGAGAGCGGCTTCCACCCCTTCCCCCAGGTCTCAATTCTGGGGCTTGCCCCTCAGCTTGT
1434 AAGATGGAAGACTCAGGCAGAGCTGGGGAGCTCAACGACCGCAAAGCCTGAGCACTCCCT[A/G]JCCCCATCCAGCATTTGGGGAAGCAGGAGCCATGTGCCCCCTGCAGGCTCCTCTTGGGCTA
1435 TTAACTCTTCAAAGTTGATCATAAACACGGTCTCTCTTTGATTCTATCAGACTTCTTTTT[T/CJACTTTATGGAGTGCTCAGAAACTTACGTCAGAAGTAATTTTAAGCTTTAGTAACCAAATT
1436 GTCTTTTAAAAAATTGTAATAAAATATTATTTATTTTGATTTTGGCTCCTGCTGAAATGT[T/C]JGTGCCTGAGGTGAGTGCCTCCATGTGCCCTGGGGCTTGGGGCTGTTCGTTTCTGTCAATT
1437 ACCCTGAATCCCGATCCCTGTGTGACTCCAAGGGTTGTGATCTTTCTGCCACACCACCTC[A/G]CCCTCCTTTCTCAAGGTCTTCAAGAATAAAAGACACTGACATCCATTGACCCACCTCCCT
1438 ACAAAGTGGAGTCCGGGCAAATATCCAATGGGTACTCAGCAGTTCCAAGTCCTGGTGCGG[C/G]JAGATGACACACGGCACTCTATCCCAGCGACCACCACCACCCTAGTGGCTGAGCT
1439 TTCAACAGTTCAGTAACAAAGGAAATGAAATGCTCTTTTTTCCTGTATACACACAGAAAG[T/G]JTCACACCAAAACCCAAGACGGCAAAGGCCCACGTACTTGCCCCCTCCTGCTAGCTGCCCA
1440 GACATTACAAAGACTTTGTGTATGTATTTTTACCATCAGTTTTGTCCAGAAAAGTGAACCIA/TIGGTCAATGGATTATTTATGAGCCTGCTAGCTAACTCTCATCATAGGAAGACGAGAGCAAA
1441 CAACTGGCCCAGACCCTCCCCCTCTCTCTAAACAGGTGTTTCTCTTCCTCCTGCCCTGGG[T/CJACCATCCCACAGAGAGGCCAGGCCCACCTGCAGGTCCTCACCTCCACAGAGCCAGCCTCT
1442 GCCTGGGCCATGCCCTTCCCATACCCCTTCTTCCTTTCAGGACCTCCTTATTTACCCTCC[C/GJAAGGCACTGCCAAACAGGTCTTTGCCACTCCCCACCACACCCCATCTTCGACAGAGGTTC
1443 GGGTGGGCTGATGTGGAGCTGGATGGCCAGGACATCCCACTCCTATGAGCAACACTCTGG[A/G]JCCTCCTGCCACCCTTTCCCTCACCCCCAGAGTGGGCCCTGACCCCAATTCCAGAAGATTC
1444 GCGTGTATGAGACACTGAACTAGAAGGGGACGTCCTCGTATACTCAAGGAGGACCCACAGIT/CITAATCCACATGTCACAGGCCCCTCAGCTTACCAGACTGCCTGATGACCTTCAGGACTTCA
1445 TGCAGGCAGGAGGCCCAAGGCCTTTTGTTTGTGTGGAAGAGCTGACAGCTTCTAGTAGGG[A/GITGGTTGACTCTTCAGTATTCCCATAAATAATGAGACTAAAAAGGTTAATGGGCCGGGCTG
1446 cacacacacacacacacacacacacacacacacacCGCTGGTACCCTGGCGAGTGAGCTAC[T/G]ITTGCAGTGTTTGTAACACCCGCACCTGCCACCTCCCTCAGAAGCCACTGTGTGGTCACCA
1447 GGCCAGCAGATGGAAAGTGTGGGCTGGGGCCCTTGCCTCTGGGGTCACCAGGTACATCTT[T/CIGATCTTGGCCACACTGGAGAGTCAAGGGCTTCTCTGGGCCCCGAGTCAGGGTCCGCCAGA
1448 GTGTGCACCCTTGGGTCCTTGTGGTCTTGAACTCAGAGTCCCAAGAGGGCACAGGGGTGA[C/GJCCCAGACACCATGTAGTTTACTCCAAGACTCACTGTGTGACCTCCCAGCACATTGTTGCC
1449 CCACAGACAGCCTGGCCGGCCCCACCCAGCAGCCTGAACACGGAGGCCACACAAGAGTGGIA/GITTCCAAGTGAAGGAGTGACCAACTCAGATCTGAAACCTGAGGCTGGGCGGTGGCGCTGGG
1450 CTGCACACATACCATACACAAAAACCACACACTACACACATACATCACAAACACACCACA[T/CIACTACACAAACCACACACATCACACTACACACATGCACCACACACCCACACCACACACAC
1451 CAGCCATCACTCCAGGTTGTAGCAGCCAAGTCACAGTTTTGACTCCCCTTCCTTAAGCAA[T/CITCCCTCTGGAATATCGCCTTCCTGTTTCCATTTCCCCTGCTTCCTCCCAAGTTCCTGTTG
1452 TAGAGGTCTTTTGACCACCCCCCACAGTCCCCAGGAAGGGAGGACACCTCGCCCAGTAATIA/CICAGACACCCTCCTCCATTCTGGGGGCCAAGCGTGGAAGGGGAATGTGGAGGCTGCCGCCC
1453 TCAAAGACAGAAGAGCGTACATTCCAACTCACTCAACCCCCAGATCCAATCGCAGGCTTT[T/C]ITCTTGTGCACTCCCATTTCCACCCCCAGCCCCACAACGAGAACTGGCTGTTGAGTATAGT
1454 CTCTCTGTTTTGAGGTTGGAAGTTGAGAGCTTCCACCAAATTCTCAGATGGACCCGCCCCIA/CIAGGGGAGAGATTCGAACAAACCTCGACCTGGCAGCTGAGGGGGCCGCTACAGCACTCTCC
1455 CTGTTGATTCTAGAGTCAGATCTCTTTGCTATGGCTGTGCAAACCCCACCTTGGATTGCA[C/G]GGCAGGGTTCTCCTGGGTGGCAGATGCCTCCTGCCGGGCCAGATTGGCTCGTGGCTCTGG
1456 GGGGAAAGGCCAAATAAAGATTGCTTTGATGAGCTTGTGGACACCTGAGGTTCAATCCTG[T/CITGGGGACCCTCCAAGATACCTTGTGGAATAGACCTAAAATGGTCCCATCACAGGACAGGA
1457 GTGCAAACCCCTGACAATCCCACTACCAGGTGTTCCGTCCTAAGCAGCGAGCTTCCAACCIA/G]TGGGTCAAGAAATCAGTTTTGTGGGTTGCATCCAGCCTTTCCTACAGACTGAAATAGAAG
1458 GGGCCTGGGCACACTGTGGGGACAGTGCCGCCTCCTGCTCTGATTGTTTATAGCAATCCCIA/G]GGTCTCCTGATGGTGTTAAACTGAACCAAAACGGCCGCATTTATCTACGGGAAGCCTGAA
1459 AGCCCAAAACTACATCTGAGGCCAGCAGGAGGCCGGGGTGCAGACCCTAAAGCCAGATGG[T/CICTGGGTTGGAATCCCAGTACTGACTGTGAGCTTCGGCAAGTCGCTCGGCCTCTCCGCACC
1460 CCGTCAGCAGGGTGGGTGGCAGACACCCATGGCTCCAGGAAAGAGTTCAGGAAAGTAGACIT/CITGGGATCTCCCAGGAGGCTGTCCCAGTGAGGGCACGTCAGCCCAAAACTACATCTGAGGC
1461 CTCCTCCATCCTGTGCAGGTGAAGCCAGGAACTGAGGGCCAGTTCCAGGACACTGTCCCCIA/G]IGTGCAGGGATACAGGGCTCCTGTCCCAGCTCTGAGCCTGTCCTGCCATCCCAGGTGCCCC
1462 GGGCGGGAAAGTGCCACCCTGAGGCCCAGGCTAAACCTCTCTCAGTATTCCCAGCCCACA[T/GJGAACCCTCTCACCCGTCTGTGCAGGGCTGGGAGGGAGGGCCACCTGGACAAGCAGCACAG
1463 ACCGAGTCTCTCAGGAACCTCTGACGCAAGCGCAGGCTCCTGCCCCCGTGCAGCCAGCCCIA/GJCAGTCCCACCCTGTCCTCCAGGCCAGCCCTCCTGCAGCATTCTTGCCCCTGACACTTCTT
1464 CGGTGGGTGAACACTAAGCTGGGGCAGGAGCCAGAGGGCTGGGTTCTGACCACACTTGGG[T/CJCCCTCACTGTTCAGCCCCTTCCTGAGGGGCCCCACTGCCTCCCAGAAGGCATCTCCTCTC
1465 AGAGAGTTGGACAAGGGCGGGGTGTGGACCCCCATGCTCTGCTTGTTTCAATAGGCATCA[T/CIGTCCCCAGGGACAGCCACCCAGAGCTGAGGTGGAGGCTGAGGGGGTGGTCAGGGTCTTCC
1466 ACCAGAGGCGCCTGAGAGGAAAATCCCATTGTGAAACCAAGTCCCCACCCAGACTCCTTC[T/CJGAGAACACACAGGCCATTGGTTATTCAACAGGCAGCTCAGCAAAGGCTGCAGCCAAGAGC
1467 AGCCTCCTCCATCAGGTCAGCAAGTTTGTGTAAACAGCCAGGTAGCACAGACTCTCAGTC[A/G]JGGCCACACCCTCCCTGCCACAACGGCTTCACTCTGCCTCAGTAGGGCCATAGTAATTAGA
1468 GGGCAACTGTCGACTGCCGCACGGGGCCACGCAGTCTCCCTCTACCTAACTGCTCGCCTC[T/C]JGCACGGCCAGCACTAAATGAAGGGGCGGGAGCCCAGGCTGCACTGACTCCAGGGATGCTT
1469 GTTTGAGGGGCTTCCCATTTTTCCCCAACAGTGTTCTCAGAGTGGCCGTGTCTGGGAAGC[T/G]JGCTGGGTCCCGGGGTTTGAATTCCGGGGTTCCAGGCTATGAGCCCTACACCAGGATTCTC
1470 TATGGTTCGTTTTATATGAAGAGTTCAGAATAGACAAATCGATAGAGACAGAAGTCACAC[T/GJAAGACAAGCCCATAGTGGAGCCTGGTGAGTATGGCACTGGCAGTGGTGCCTGGAGGTGGA
1471 CCGTACCTGCCTCTGACACCCCTCTGTCTCTTCCTGCAGACGATGATGCTTTTGAGCCTG[T/CIGGAGGTCAGCCTGCCAGCCCCTGGGGATGGTGGGAGTGAAGGTGCATTACTCCGGCGCCT
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1472 | 22q11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs2238735 17426677 T
1473 22qg11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs2238754 17438146 T
1474 22q11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs2854659 17463552 T
1475]| 22qg11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs10483100 17465202 T
1476| 22qg11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs2800972 17473085 T
1477 22q11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs807743 17483598 T
1478| 22q11.21 DGCR2 DGS-C DiGeorge syndrome critical region gene 2 86.2 22 rs807759 17493686

1479 22qg11.21 COMT catechol-O-methyltransferase 28.1 22 rs737865 18310121

1480 | 22q11.21 COMT catechol-O-methyltransferase 28.1 22 rs174675 18314051 T
1481 | 22qg11.21 COMT catechol-O-methyltransferase 28.1 22 rs5993883 18317638 T
1482 | 22g11.21 COMT catechol-O-methyltransferase 28.1 22 rs740603 18325177 T
1483 | 22qg11.21 COMT catechol-O-methyltransferase 28.1 22 rs740601 18330763 T
1484 | 22g11.21 COMT catechol-O-methyltransferase 28.1 22 rs4680 18331271 Val158Met
1485]| 22q11.21 COMT catechol-O-methyltransferase 28.1 22 rs4646316 18332132 T
1486 | 22g11.21 COMT catechol-O-methyltransferase 28.1 22 rs165774 18332561 T
1487 | 22q11.21 COMT catechol-O-methyltransferase 28.1 22 rs174696 18333176 T
1488| 22q11.21 COMT catechol-O-methyltransferase 28.1 22 rs174697 18333832 T
1489 | 22qg11.21 ZDHHC8 ZNF378 zinc finger, DHHC-type containing 8 16.2 22 rs175174 18507554 T
1490| 22g11.21 ZDHHC8 ZNF378 zinc finger, DHHC-type containing 8 16.2 22 rs2286930 18508880 T
1491 | 22q11.23 | ADORA2A adenosine A2a receptor 14.8 22 rs3761422 23156672 G
1492 | 22q11.23 ADORA2A adenosine A2a receptor 14.8 22 152236624 23166024 G
1493 | 22qg11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs576895 24261580

1494 | 22q11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs558934 24264721

1495]| 22qg11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs5761116 24280750

1496 | 22q11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs2283811 24305450 T
1497 | 22q11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs1008673 24324013 T
1498 | 22q11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs5761149 24376900 T
1499 | 22qg11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs11913984 24389030 T
1500 | 22g11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs6004737 24395034 T
1501 | 22qg11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs718163 24411873 T
1502 | 22g11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs5761159 24432308 T
1503 | 22qg11.23 ADRBK2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs9608416 24441018 T
1504 | 22q11.23 ADRBK?2 GRK3 adrenergic, beta, receptor kinase 2 159.0 22 rs6519621 24441816 T
1505| 22q12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs4820239 35288854

1506 | 22qg12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs2267341 35306921

1507 | 22q12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs2283981 35316038

1508 | 22qg12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs3788521 35322433

1509 | 22q12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs738977 35338874

1510| 22qg12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs738518 35449746

1511| 22q12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs3484 35526817

1512 | 22qg12.3 CACNG2 calcium channel, voltage-dependent, gamma subunit 2 138.8 22 rs736720 35532777

1513 Xq23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs7881868 113753140

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip 107
K L M N ®) P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

1472 0.01 0.00 0.07 0.06
1473 0.08 0.00 0.39 0.17
1474 0.18 0.43 0.18 0.18
1475 0.21 0.08 0.05 0.13
1476 0.44 0.28 0.33 0.40
1477 0.28 0.46 0.24 0.28
1478 p=0.0002 (Shifman et al. 2006) 0.47 0.43 0.33 0.41
1479 haplotype (Funke et al. 2005; Chen et al. 2004; Meyer-Lindenberg et al. 2006) 0.13

1480 0.26 0.37 0.42 0.42
1481 0.48 0.48 0.49 0.38
1482 0.48 0.42 0.49 0.44
1483 0.41

1484 p<0.001 (Meyer-Lindenberg et al. 2006), p=0.001 (Schurhoff et al. 2007), p=0.046 (Chen et al. 2004), haplotype (Funke et al. 2005) 0.48 0.29 0.24 0.26
1485 0.22 0.15 0.41 0.36
1486 0.34 0.22 0.13 0.18
1487 0.19 0.34 0.47 0.46
1488 0.03 0.22 0.34 0.34
1489 p=0.0005 (Mukai et al. 2004), haplotype (Chen et al. 2004) 0.33 0.47 0.44 0.32
1490 0.03 0.05 0.10 0.04
1491 0.37 0.34 0.32 0.34
1492 0.21 0.01 0.21 0.31
1493 haplotype (Barrett et al. 2007) 0.26 0.30 0.40 0.33
1494 haplotype (Barrett et al. 2007) 0.23 0.19 0.36 0.39
1495 haplotype (Barrett et al. 2007) 0.12 0.04 0.23 0.23
1496 0.11 0.04 0.43 0.33
1497 0.32 0.00 0.00 0.00
1498 0.01 0.00 0.00 0.00
1499 0.03 0.43 0.05 0.01
1500 0.02 0.40 0.05 0.01
1501 0.27 0.13 0.35 0.43
1502 0.33 0.10 0.34 0.39
1503 0.35 0.10 0.25 0.28
1504 0.03 0.48 0.01 0.01
1505 0.23 0.08 0.30
1506 p=0.003 Liang et al. 2005 0.38 0.44 0.18 0.21
1507 p=0.003 Liang et al. 2005 0.35 0.38 0.21
1508 0.09 0.19 0.09 0.07
1509 0.21 0.42 0.02 0.02
1510 p=0.005 Liang et al. 2005 0.22 0.49 0.46 0.48
1511 0.48 0.40 0.35
1512 0.45 0.34 0.15 0.16
1513 0.16 0.12 0.06 0.03
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1 Sequence
1472 GCTGGGGAGTGGTAGGTGATGAGGGTAGTGAAGGAAGGGGCTGCTGGCCTTGATGGAACTIA/GITGATTTCTATGAGAAACGAGAGCTGTGAACAAGGGAGCAGAGGTGAAAAGGACCCCCAGC
1473 AGGTCACATGGGCACCAAAGACCAGGTTGTTACATGTTGACTGAGTGAAGTCATCTGCCCI[T/CICTGGGGTGGGAGACCAGGTGAAATATTTCAGAAACATAACCAGAAAGCCAAATGGTGATA
1474 AATTATAAATCCAGGGCTTGCCCCATGACTGGTACTGAAGCACTATTTGATGAGTAAATCIA/T]GCAATTGGGACATGCTCTTCTGGCCTAATGTCTGTCTTCCTCAGCCACAATTAACCATTA
1475 CCACACTTAGTGTCCATAACTCAAACACACTTGAAGAATACTTCTTCTCTCCATACTCTA[T/CIGCATGTCTGGGAAAGGCTCCAAAGGCCCAAACAGCCTTCCTCTTTGAGAAGTGCCCATCT
1476 CAGGCCTCTGGCAAGCACCCATTCTGAACAGGTGCTGCCCAGTGGGGAAGGGAGCGATGCIA/GJICGCTCTGGAAGGCACACTGTACTCCGGGGCCCCAGAGGGACTTCGGGACCAGATAGCTTC
1477 ACATCTCTATAAAGCTCTGTTACGATGTCCATGTTCCAAATGAGGAAACTGAAGAGTGAG[C/G]JAGTAGAACAGATTGAGCCTAGGCAGTGTGGCTCTAGAGCCCATGCTCTTAAGCCACCATA
1478 ACGCCCCCAAGTGCGGTGCTGGGGTCGGGAAAGGGCAGGGAGAGGACAGGACCAAGAAGCIA/GITGCCGAGGTACCCCTGTAGAGGAGCGCAGGCTTTATCTGCAGTTGGGACTGAGGGTCTGG
1479 CTACGGTCCCTCAGGCTTGGAGGGTCACTTTAAACAATAAAAAGCAACAGGACACAAAAA[T/CICCCTGGCTGGAAAAATCCAAAAAGCAGGTCTGTTAGCAGGGCAGGCCCGGAGTGACTTCC
1480 ACACAGTGAGACTCCATCTCAAAAAAAGAAATAAGGAAATGCTGTCAGAAGCCTACCCCA[T/C]IGGTACCTGTCATGGGCCTTTTCATTGGTCCCTTTTTGTTGAAGATGAAGCACTTTGCCCT
1481 GTCTATTATTTAACTTCACTTAGTATGACTCTGAGGTTGAAAGTTACTGAAAACATCTTG[T/GJAAGCTTTTTTAGGCCAATATATTATCAAACGCAATTAACAAAACACAACTCACTAGTTTA
1482 GGTGTCAAGCCCAGCTGCCTGTGTCCTGGCCGCACTGTGAGGCACTGAGGATGCCCTCAC[A/G]ICGTGCATCTGCATGTGGCGTGCATGTGGCAAGCATGTGCAGGTGCTGTGTGGGCACGATC
1483 TTTTCCACCCTTCCTGGCTGGCCCCAGTGTGTCCTAACACAGAGCTGCCCTCTCTGAATCIA/C]ICCGAACCGCCCACCTTGGGGCCCTGGGGCGGCACTAGTTCCCTGAGTCACTCCGTGAGCC
1484 ACCATCGAGATCAACCCCGACTGTGCCGCCATCACCCAGCGGATGGTGGATTTCGCTGGC[A/G]TGAAGGACAAGGTGTGCATGCCTGACCCGTTGTCAGACCTGGAAAAAGGGCCGGCTGTGG
1485 AGGTGCAAAATGGGTGGCAGAAGTGGGGTGCACACCCCAGACCAGACACCAGGGCAGAAA[T/CIGGCACAGGACCAAGGAGATGGGGTGGGGAAGGGCCGCTCTGGGCCCAGCCTGCTCTCCCC
1486 TCCACCTGGTGCTCGCTCACCTGCAGCTCTCCCAGAAACTGGACACTGCTGTTAGCAGCCIA/G]JGACTAGGAGCACGAGGGGCACAGCCCCCATGCCTGGCTAGGTAGGGCCGCTGGACCCTGG
1487 GCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGTCCGGCCGTATTCCAGCTTT[T/CJAAAACAACAAAAAACAACAAAAACTTTTCTGGAAAGATCCCTGTCAGCCTTGTGGAGTGT
1488 CCTGGCTCTTGTGAGGGTCTAGCCATCCCCTCAGTGGGTTCTGTGAGCATCGGAGGCACG[A/G]IGGGGTGAGGGGCTCAGGAGCAGGTTGCAATTCAAAATCAAGGGCTGCTTTGAGGAGGCCT
1489 AAGGCTTGGTTCCTGCCCAGGGATCCCCAGTGGGCAGGTGGCCGTCCCTAGGTTGGGAGG[A/G]IGGTTTGTCCACAGGCACCTGCTCTGTGCTGCTGCGATGGGGTCTGCGGTGTCCTGGCCTG
1490 GTTCAGCAGTGACCTGCAGACCCCGCGCCCAGGCAGTGCTGGTGAGGTTGGGGCAGCCACIA/GIACTAGGGAGGGATATGGGTTGACCCTCCTCTGACCTCAGTCTGACAGTGGTCTGCATCCC
1491 TGGGTGATGGGACTGGGGAGTCCTCCTTCACTTTGGCAGACGTGTTATGTTCCACCTTGT[T/C]TGCCCCCAGCAAGGCCCTTGAATCTGGAGCGTGGTCTGGGGCTGCATCAGCCTTCTAGCC
1492 CAAGTCAAATGGCAAATGGGGAAGAGAAGACAGGGTATGGAGTACAAGAGGCCTAGATCC[T/CICTATAGGTCTGATCTGGCTGGTGCTGCCCCTAGCCAGTAAAGCCACCCTCCAGACCCCTT
1493 cactgttaaatTAGGTGGTAGCTTGGGGATCTCTGAGACATCTTCTTATCTAAAGGTACC[T/CJCTCTCACCAAGCTTCCAGTGTCTCTGAACCCCACATTAGATATGCATTTCTGAACCCATC
1494 TGATTTTCATACTAAGAAATAAATAACAATTATGATGGCCATAATCTATGGAGTGTTTGC[C/GJATATGTCACACTGCTTCCATATGTGACCTCCTTTATATCTCCCCACAATTCTAGGAGGAA
1495 TGTTTAGAAAAATTAAGGCCTGGATGGACAGAGCTATCATTTGTTTGCTTCCTCTCATTT[T/CITATTTAAAGCAGTTTATAAAGAAAGTCCTCCAGAAAAATCCAGCCGGCTCCCCACCCCCA
1496 GGCTTGAGCCTCTGTGCCCGACCAATGAATGAGGGGACTTCTTTTTTTATTTTTATTATTIA/TITTTTTTTGAGATGGTGTCTCACTCTGTCCCCCAGGCTGGAGTGTAGTGGCATGATCTCAG
1497 AGAAGGTGTATGGTACCAGGTGACATTTGGATCTCCACAAAGAAATATAGAGTACCTGCA[A/GITAATGTAAAAGCCATCGAATGTAAAGACATTGCATGTCTAAAGCCAAAACAATGCAAATA
1498 ATGTTTGAATCTATATTCACTTTTAAAGTCTACTTAATGGTGGTCATTTTTTCCCCTTTA[A/GJAATATATTAAATAGTTGATTTGGGGAGGAAAACTTATTCTGAATATTAACAGTGGTGAAA
1499 CCTGACATTAATTCTTAGGGGTATTTTTGTGTATTTTCTCTTATTTGATGGAAATTTTATI[C/G]TTTTTACAACCCCATTATCAGTTTGTTGATGAATGTATGCATTTAGGGCCCAAACAATCC
1500 GATTTTCTGCAGCCATTACAATTTTCTGTAAATAAATTATTTTTAAAGTTGATTTGTTAA[T/CITTCCATCAAATTAGAAAAAAGAATTCATGTCAGGTGATAAGTTTGGAGCTTTGATTTTGA
1501 ttacaggcgtgagccaccgtgeccggetAGATCTGGTTTTAAATCAAACACTCAGAACATIA/GIATAAAACTTCAAGTGAACTTAAAAAAAAAAAAAAAAAACTAGGCATGTGAGTTGTGAATT
1502 GGAAGAAGTACGGCGGGTATGGGTGTGCATTTGTGTGCAAGTGTGCAGCTCAATGCCCAG[T/GJCCTGTGTCTCATCCCCCAGCCACACACACTGTGGTGAGCTGGAGCTCAGCATGCTGGCTC
1503 TTTTCATTTTGCACTGGGGCCCGAGAAGTATGTAGCTGGTCCTGGCGAGGAACTTAGCACIA/GJACATGTCACTTGTCAAGAGAGGTAAATGTCTCCCATTCAAGTACTAACCAGGCCCAACCC
1504 AATAGGTTACTTTGGTAGCAGCATCTTGGTATAGGATTCCTTGGTCTTATCTGATGATTT[T/CICCTGTGGCATTTAAAGTGTCTTCAATTCTGGATGACTTACTCTTTATATAAACGTTGCCA
1505 CTTGTCTGAGGAAGCCACCTTTCCATCACAGAGACCCCCTGCAGCTCACTGGGACCTTCCIA/G]JCTACTCCCTCCAACCTTCAAGCCCAGCTCTCACCTCTCACAACGGTTTTGCTTTGTTTTT
1506 CACAGGGACCCACATACACACAGACATGTGCAAACACACAAGCGCTTACACATTCAGACA[T/CJAGACACTCAAACACACAGACATGCGGGTACCGAAAGACACAGAACACAGCACAGACTCAT
1507 AGGCATCTTTATAAAGAATCTGTGCAGGAGTGAGGCTCAGAGAGCAGTACTGACATGCCC[T/CIGAGGCGTCCCACAAATTGAGGACAGAGCTTCACCCAGCAGGGCCCCAGCTGCATCCTGGT
1508 TTGGATGGTTTGCAACAACAGAACGTGTGGCATCCTATGAGTTTGATCGTTCTCTCGTTC[C/G]TTCATTCATTCTTTCAGTGGGTAGTTTCTTTCTTTTTTTGTTTTTTGGGAAGGAGGGAGG
1509 GAATGAACTTTGGAAATCACAGCATTAGCGGGAAAGGATGTGTCTAATGGATGAAATACCIT/C]JGCAGCCGGTAAACCACTGGTAAAAAGCATCCTCTCCCAAGCTTAGGACAAAAGACTTCTT
1510 ATGAAATGGAATGGGCTCAGACCAGGAGCCAGTGTTTGAATGCCGCTGTGAGACAAAGGG[T/CIGAGTGACTTCACCTGCTGAAACCTCCGCTTCCTTCTCTGAATGACAGAATGCCTCCATTT
1511 CAGGGGATGGGGGAGTAAAAAATAACATAAACGAACTGAACAGAAATGCAGGAGGGTGGCIA/GIAGAGGGGCCGAGATTGGGTGTTCAGGGCAGAGAGGTGGAAGACCAGGGGCAGTCAGTGCT
1512 GTTCTGGGGCTCACTCTGTACCAGGCACCGCACGGTGTGTTATTCCATTTCATCCTCGTC[A/G]JGCTCTCTTATCTTCATTTTGTTTACAGAGAAACTGAGGCTGAGTGTCACTGTGTCACTCA
1513 TTTGATCATGCTTTATGTGTTTGGGGAAATTTTTGATGTTTAAAACATGTCAAATATTAA[T/CIGTCCTTGCACCAAATTTATTTGTCCTACTGCAAAAATATAGCTGGCTAATATTTATTTCA
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A B C D E F G H | J
1 Cytoband | Gene Name Gene Alias Description Size (kb) Chrom SNP ID Position (bp) | htSNP* Coding
1514 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs2192372 113798029
1515 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs5988087 113841112
1516 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs6318 113871991
1517 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs2428707 113906615
1518 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs2497504 113930668
1519 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs4243981 113963054
1520 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs4272555 113989881
1521 Xqg23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs5946017 114018929
1522 Xq23 HTR2C 5-HT2C 5-hydroxytryptamine (serotonin) receptor 2C 326.1 X rs1801412 114048960
1523 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs1491793 151084760
1524 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs6653441 151103823
1525 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs5925135 151120197
1526 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs994424 151132436
1527 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs2194897 151163760
1528 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs5970247 151177001
1529 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs1492302 151207321
1530 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs6627574 151221892
1531 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs1492293 151243408
1532 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs6653443 151259417
1533 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs389292 151292110
1534 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs6526104 151314578
1535 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs11094580 151343175
1536 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs7065528 151355822
1537 Xq28 GABRA3 gamma-aminobutyric acid (GABA) A receptor, alpha 3 285.6 X rs6627595 151368659
1538
1539 |Key: htSNP=haplotype tagging SNP; Coding=nonsynonymous or synonymous coding sequence variant ; Prom=promoter variant; TFBS=transcription factor binding site variant;
1540 |MAF=minor allele frequency; CEU=CEPH/Caucasian; YRI=Yoruban/African; JPT=Japanese; HCB=Chinese
1541 |*T=TAGGER SNP selection method (de Bakker et al. 2005); G=Gabriel SNP selection method (Gabriel et al. 2002); **Y=yes

Key appears on page 109.




Complete list of all 94 genes and 1,536 SNPs present on the COGS SNP Chip

110

K L M N O P Q
1 Prom** | TFBS** Association (reference) MAF_CEU | MAF_YRI | MAF_JPT | MAF_HCB

1514 0.46 0.48 0.15 0.18
1515 0.16 0.32 0.06 0.03
1516 0.16 0.47 0.06 0.03
1517 0.14 0.39 0.03 0.03
1518 0.14 0.44 0.03 0.03
1519 0.14 0.47 0.03 0.03
1520 0.14 0.46 0.03 0.03
1521 0.14 0.46 0.03 0.03
1522 0.13 0.00 0.08 0.02
1523 0.23 0.14 0.07 0.10
1524 0.23 0.36 0.07 0.10
1525 0.22 0.49 0.24 0.38
1526 0.22 0.38 0.41 0.40
1527 0.21 0.37 0.40 0.42
1528 0.13 0.43 0.25 0.12
1529 0.10 0.21 0.06 0.11
1530 0.13 0.42 0.30 0.28
1531 0.13 0.36 0.30 0.28
1532 0.13 0.44 0.30 0.29
1533 0.37 0.04 0.21 0.32
1534 0.43 0.28 0.25 0.27
1535 0.43 0.10 0.23 0.27
1536 0.18 0.42 0.48 0.33
1537 0.48 0.42 0.36 0.41
1538

1539

1540

1541
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R
1 Sequence
1514 ATGATGAAATGGAACAAGAAAAAATTGTCTCCCAGCAAATATTTAGACATGTGACATTTTIA/GITGTTTTTAAAGGTCATTGATATTTTAGGGTATTTATCTTAACTACTTAATATTTTTAATT
1515 CTACCCTGCAGAAAGAGAAGCCTCAAGGATGTTTTGCTGATGGGATCTGAATCAATATAA[T/CIGGCTTTAAATGAATTGGACATGCTCATTTTACCCACATCTACTTCCCTGATTTTTCTGAA
1516 GATTGTTTTTTTTTTTCTTAATTTTCAGTGTGCACCTAATTGGCCTATTGGTTTGGCAAT[C/G]TGATATTTCTGTGAGCCCAGTAGCAGCTATAGTAACTGACATTTTCAATACCTCCGATGG
1517 TAGGCAGGTGTTAATAGAGTCTGAACTGAACTGAAATAAAATTATTTTGAGTAAAGCTAT[A/G]JGTTCTAAAACAGTGTGTATCAGCTAGGACCATGTACAGTACTAATAAGTACACAATAACT
1518 TAGTAGGCAATACTTACATGTTGCTTACTATGTGCCAGGCACTGTTACAGGTGCTTTGTC[C/G]TCATACACGATTCCTTATATCCCATACCTAAGGTGCCTTAGTCCGCATATCAAGTGAGGC
1519 TTTTTTTCTATTGACTTAGAAATCACTCTACATTAATGACATAGTCAAAGAGATTTTACT[T/CITTGTTCTCTTGTAAATAAAATACCAGATTAAAGGTATGCTTAATGTGATAAAGTAAAGCC
1520 AACAAGATCAAGACTTCTATTTAATCTTCACTAATATCATCTAAATATTTTGACTCTGGG[T/CITTATTGATCAAATACATTTAAGTTTTAAGATTGTTCTATTGTAGATTGTTCTGCCTGTGT
1521 GGTGCTGATGTCTTCTATTTAATACTATTATTGTATTCCTATTTCTCCCATCAGTTTTGG[T/G]JAATACTTGCTTTATATATTTGTGCTTCAGAGTTGAGAGCATATATATTTACCATTGTTAT
1522 CAGAAGTGGAAGGATAATGAGATGTAATACACCAAATAGCTTTTCACTTCTTAAGGACAGIT/GJGTTCAAATTCTGATTATTACAACAAGCAAACTGAAATTAGTGTTTTCATTCTGGTCCTTA
1523 ATCTCCTCAATTTAGGATCCAACTTTTCCCATGCTAGAACTGGAGTTGGGGCACTAATGAJA/TICCTGTGTCACATCAAGGGAGACCCTGCCACATGGA
1524 GAATTTCTCCCGGGTTATGTTTTACTGCAGTTCGATAAATCAGTTATTATAACCTCCATCIA/CJATGTTCATTCTTCTATAGCTATGTTAATATCTCTTGTCTGACTGACATCCCTTGTCCTTC
1525 CTATCCGGGTCCAGTGTGAAATTGTCAAAGGGACAATGGAAAGACACTTTTGTATATTCA[T/CIGAGTATTCACAACTTAGATCATTTCTATGGGTGGAACTTACAAGTGGACTTTTAGAAAGC
1526 CAGTCTTTTCTCACTAGACTGTAAGCTCAATGAGGTGATGAGGCCTCAGATGTTTTATGA[T/CICGCTGTATCTTCACTATCTAATATGATGCCTTGATATTTGTTGAACGGGTAACTGATTAA
1527 ATAAGTTCTGTTGTTTATAAATTACCCAGTCTAAGGTGTTTTATTATAGCAGTTCAAATG[C/G]JATTAAGACAGTGCCCATTTGCCTTCGACCCACGGAGAGTGACACTTCTGGAAAGTGAGGT
1528 GAGAAAGTGTTTCTACTGAAATGTAGCAACCTCAAAATTCTAATCATATGTGGGATTGACIA/GITCCGAATATATACTGTCTGCCTGATCTGAAGTTTACAAGCTGAAAACTTAACACAAAAAT
1529 TAGCCAGAAAATGGGGCTAGACATCAAGGCATAGTGGTCCCCGTGTAGAACACTGGAGTC[A/G]TGTCAAATATCCCTGCTTTTGCCTGGGCTTGGAATAGAGGCCTGTGGATGGTAACATAAA
1530 GTAGTTTTTCAACCCTTTCCCCACTGCCTCCCCCCATTCTCTTGTAGTCCCCAGGGTCTA[T/CITGTTTTCATCTTTATGTCTGTGTATGCCCTATGTTTAGCTCCCACCTGTAAGTGAGAACT
1531 TATCTGTTTTTCCAAAGCTTACGTATTTTTGTTTACCAGTCTGACCCAGAATTTTACTGC[T/CJGATTGATATTGATATTAGCCTTAATAAAGAAAGTATTCTATATAACTAATTAAGCCTATC
1532 TATTATCTCACTTTCTGTGTAATACAAAACTGTTCAATGGCATATTTCCACTTCTTTGTG[A/CITTTCATTGACATACATTTTCCTTGTACATATATTACAAGCTACACAATACATGGTTATTA
1533 ATCTCATTTTTTCAATGCCACGTTGAAACCATCTCTCATCTATGCATGTGCACCACAGTCI[T/CITTCTTATTTGAGGTTCATGCCTCCTATCTGTATCACTCTCTGCCTTTCAATCTTACGTCT
1534 TTAATGATGGGTGAGCAATATCTATGATGTATACACAGAGAATCAATTAGTATACACATA[JA/CIAATACACAAGCAGTTGGCTATCCTTCAGGAGTGGTATCCATTCAGACGCATGTCCCTATC
1535 TATTAATTTGAAAGTTAGCTATTTTAGGGTTGTGGGAAAAGAACATGATTCATAGGGATT[A/G]TAATAAGAACAATTTTTGTATTGTGTATCTTTATTTTTCATTTTATTTTTGAACTGTGTG
1536 ACATACTCTTGTCAACAAATGGGGCTGGAAAAACTGGACATACATAAGGAAAAATATATTIA/GITATATGCCTGGAACATTACCTTGCTCCAAAGGCAAAAGTCATCTAAACATGCACCAAAGA
1537 GTTTTTAAAAGGTGCAGTTTGGAGCATGTTGGGTGGATGAGGCTATAAAAAGTGAAGTACIC/GJATTTTCAAGGAAAGGAAGCTGACCAATCAAAGTCTTTTGGGCAGCCCCTCCAGAAATCCA
1538
1539
1540
1541
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